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Figure S4. Frequency of conjugation in vitro  and in the mouse intestine. Conjugation frequencies 
for pAM714 under mouse intestine (A), planktonic (C), and biofilm (E) settings are shown as 
transconjugants per donor. Conjugation frequencies for pAM771 under mouse intestine (B), planktonic 
(D), and biofilm (F) settings are also shown. Experiments with T11RF recipients are represented with 
squares; with T11RF ! cas9 recipients as triangles. For calculating in vivo conjugation frequencies, the 
conjugation frequency for each mouse was determined by dividing the transconjugant CFU/g by the 
donor CFU/g; one symbol represents one mouse on the graph. Black horizontal bars represent the 
geometric mean of data in each group. No symbol means that a frequency could not be calculated 
because one or both of the values (donor CFU/g or transconjugant CFU/g) were zero. Statistical 
significance was assessed using a two-tailed StudentÕs t-Test; P-values, *<0.05, **<0.01 and ***<0.001. 
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t=30 t=1 t=1.5 t=2 t=5 t=18 t=30 t=1 t=1.5 t=2 t=5 t=18
cas9 27.21 26.60 27.52 26.73 24.94 28.83 cas9 27.52 24.65 26.39 26.15 26.30 25.79
recA 18.25 18.07 19.81 18.62 23.63 28.87 recA 22.20 22.68 23.98 23.45 23.14 20.40

t=30 t=1 t=1.5 t=2 t=5 t=18 t=30 t=1 t=1.5 t=2 t=5 t=18
cas9 27.18 27.34 27.53 27.12 24.62 28.57 cas9 26.77 25.93 26.61 26.18 28.46 27.53
recA 18.46 18.87 19.77 19.84 24.57 27.98 recA 21.56 24.50 25.35 23.81 24.43 21.53

t=30 t=1 t=1.5 t=2 t=5 t=18 t=30 t=1 t=1.5 t=2 t=5 t=18
cas9 26.70 25.86 26.98 27.77 25.26 29.43 cas9 28.24 24.90 24.93 25.08 26.41 26.72
recA 18.70 18.82 20.11 21.85 24.88 28.69 recA 23.85 23.02 22.84 22.67 22.68 20.72

Dataset	S1.	Ct	values	for	RT-qPCR.	
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