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    Abstract/Summary
The Arabidopsis root epidermis is a simple model for investigating cell fate specification and pattern formation. In addition to regulatory networks consisting of transcription factors, histone deacetylases are also involved in the cellular patterning process. Here we report HDA19 affects the root epidermal cellular pattern through regulation of cortical cell fate by interacting with SCARECROW. This work reveals two new components in cortical cell specification and uncovers a new facet of SCR function.
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