





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        A draft reference genome sequence for Scutellaria baicalensis Georgi
  
      Qing Zhao, Jun Yang, Jie Liu, Meng-Ying Cui, Yuming Fang, Wengqing Qiu, Huiwen Shang, Zhicheng Xu, Yukun Wei, Lei Yang, Yonghong Hu, Xiao-Ya Chen,  View ORCID ProfileCathie Martin

  
      doi: https://doi.org/10.1101/398032 

  
  
  

Qing Zhao 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China
2State Key Laboratory of Plant Molecular Genetics, CAS Center for Excellence in Molecular Plant Sciences, Shanghai Institute of Plant Physiology and Ecology, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Jun Yang 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China
2State Key Laboratory of Plant Molecular Genetics, CAS Center for Excellence in Molecular Plant Sciences, Shanghai Institute of Plant Physiology and Ecology, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Jie Liu 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Meng-Ying Cui 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Yuming Fang 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Wengqing Qiu 
3Key Laboratory of Metabolism and Molecular Medicine, Department of Biochemistry and Molecular Biology, School of Basic Medical Sciences, Fudan University, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Huiwen Shang 
4Novogene Bioinformatics Institute, Beijing, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Zhicheng Xu 
4Novogene Bioinformatics Institute, Beijing, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Yukun Wei 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Lei Yang 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Yonghong Hu 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Xiao-Ya Chen 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China
2State Key Laboratory of Plant Molecular Genetics, CAS Center for Excellence in Molecular Plant Sciences, Shanghai Institute of Plant Physiology and Ecology, Chinese Academy of Sciences, Shanghai, China

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Cathie Martin 
1Shanghai Key Laboratory of Plant Functional Genomics and Resources, Shanghai Chenshan Botanical Garden, Shanghai Chenshan Plant Science Research Center, Chinese Academy of Sciences, Shanghai, China
5Department of Metabolic Biology, John Innes Centre, Norwich, NR4 7UH UK

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Cathie Martin
	For correspondence: 
Cathie.Martin@jic.ac.uk




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	Supplementary material
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    Abstract
Scutellaria baicalensis Georgi is an important medicinal plant used worldwide. Information about the genome of this species is important for scientists studying the metabolic pathways that synthesise the bioactive compounds in this plant. Here, we report a draft reference genome sequence for S. baicalensis obtained by a combination of Illumina and PacBio sequencing, which was assembled using 10 X Genomics and Hi-C technologies. We assembled 386.63 Mb of the 408.14 Mb genome, amounting to about 94.73% of the total genome size, and the sequences were anchored onto 9 pseudochromosomes with a super-N50 of 33.2 Mb. The reference genome sequence of S. baicalensis offers an important foundation for understanding the biosynthetic pathways for bioactive compounds in this medicinal plant and for its improvement through molecular breeding.
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