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Supplementary Figure S3

Supplementary Figure S3. Ratio variability does not depend on the number of values it is

calculated from. Each box represents the distribution of ratio variability across genes, conditioned upon

the sample size from which ratio was calculated (minimum of four tissues).
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Supplementary Figure S4A

B

Supplementary Figure S4. Protein prediction error has a positive relationship with ratio 

variability. The complete data range for Fig. 3C is shown. MSE:  Mean Squared Error.
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