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Figure 5: ATF4-mediated over-proliferation is a common cooperation of ETC knockdown 

and oncogenic signalling. 

A Adult eye phenotypes recovered upon knock-down of ETC subunits with either ey-GAL4 

(upper row) or in the background of DlOE (lower row). ND-49 and COX5a caused slightly 

reduced eye size when individually knocked down (upper row) and over-proliferation with DlOE. 

The strongly disturbed development in ND-75 or UQCR-Q knock-down eyes could not be 

transformed into over-proliferation by DlOE.  

B Sum-projection of early L3 eye-antennal discs stained for DAPI (white, labelling nuclei) and 

showing GFP fluorescence of the LDH-GFP enhancer trap. The LDH-GFP reporter was induced 

upon knock-down of the indicated ETC subunits in varying strengths. Complex 3 subunit UQCR-

11 did not induce GFP.  

.CC-BY-NC-ND 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted September 24, 2018. ; https://doi.org/10.1101/425744doi: bioRxiv preprint 



34 

Page 34 of 37 

C Adult eye phenotypes recovered upon COX7a knock-down in the background of rasv12 over-

expression. In control knock-down (mCherryRNAi), eyes were slightly folded and often contained 

a characteristic dorsal-anterior outgrowth of eye and cuticle. COX7aRNAi induced massive tissue 

folding, in an ATF4-dependent manner.  

D Sum-projection of late L3 eye-antenna discs stained for DAPI (white, labelling nuclei), ELAV 

(red, labelling photoreceptors) and phospho-Histone 3 (PH3) (yellow, labelling cells in mitosis). 

COX7a knock-down in the rasv12 over-expression background increased disc size and tissue 

folding. 

Anterior is to the left, dorsal is up, scale bar represents 50µm in all microscope images. See 

also Fig S5. 
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