





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        VCF/Plotein: A web application to facilitate the clinical interpretation of genetic and genomic variants from exome sequencing projects
  
      Raul Ossio, Diego Said Anaya-Mancilla, O. Isaac Garcia-Salinas, Jair S. Garcia-Sotelo, Luis A. Aguilar, David J. Adams, Carla Daniela Robles-Espinoza

  
      doi: https://doi.org/10.1101/466490 

  
  
  

Raul Ossio 
1Laboratorio Internacional de Investigación sobre el Genoma Humano, Universidad Nacional Autónoma de México, Querétaro, Qro., 76230, Mexico
MD
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Diego Said Anaya-Mancilla 
1Laboratorio Internacional de Investigación sobre el Genoma Humano, Universidad Nacional Autónoma de México, Querétaro, Qro., 76230, Mexico
BSc
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


O. Isaac Garcia-Salinas 
1Laboratorio Internacional de Investigación sobre el Genoma Humano, Universidad Nacional Autónoma de México, Querétaro, Qro., 76230, Mexico
BSc
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Jair S. Garcia-Sotelo 
1Laboratorio Internacional de Investigación sobre el Genoma Humano, Universidad Nacional Autónoma de México, Querétaro, Qro., 76230, Mexico
MSc
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Luis A. Aguilar 
1Laboratorio Internacional de Investigación sobre el Genoma Humano, Universidad Nacional Autónoma de México, Querétaro, Qro., 76230, Mexico
MSc
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


David J. Adams 
2Experimental Cancer Genetics, Wellcome Sanger Institute, Hinxton Cambridge, CB10 1SA, UK
PhD
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Carla Daniela Robles-Espinoza 
1Laboratorio Internacional de Investigación sobre el Genoma Humano, Universidad Nacional Autónoma de México, Querétaro, Qro., 76230, Mexico
2Experimental Cancer Genetics, Wellcome Sanger Institute, Hinxton Cambridge, CB10 1SA, UK
PhD
	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	For correspondence: 
drobles@liigh.unam.mx




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    ABSTRACT
Purpose To create a user-friendly web application that allows researchers, medical professionals and patients to easily and securely view, filter and interact with human exome sequencing data in the Variant Call Format (VCF).

Methods We have created VCF/Plotein, a web application written entirely in JavaScript using the Vue.js framework, available at http://vcfplotein.liigh.unam.mx. After a VCF is loaded, gene and variant information is extracted from Ensembl, and cross-referencing with external databases is performed via the Elasticsearch search engine. Support for application-based gene and variant filtering has also been implemented. Interactive graphs are created using the D3.js library. All data processing is done locally in the user’s CPU to ensure the security of patient data.

Results VCF/Plotein allows users to interactively view and filter VCF files without needing any bioinformatics knowledge. A number of features make it especially suited for the medical community, such as its speed, security, the ability to filter by disease or gene function, and the ease with which information may be shared with collaborators/co-workers.

Conclusion VCF/Plotein is a novel web application that allows users to easily and interactively filter and display exome sequencing information, and that is especially suited for bench researchers, medical professionals and patients.
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