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GO-term
Number 
of genes

Fold 
enrichment FDR

Cell-cell adhesion via plasma-
membrane adhesion molecules 15 5.0171 0.0020

Homophilic cell adhesion via plasma 
membrane adhesion molecules 11 5.2493 0.0249

Synapse assembly 10 5.2029 0.0456
Calcium-dependent cell-cell adhesion 
via plasma membrane cell adhesion 
molecules

5 13.3789 0.0456
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