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Fig. 6. miR-15b/16 regulation of NOD1 is mirrored in normal human gastric tissue and 

disrupted in gastric cancer. (A) Top: Heatmap showing correlation of NOD1 expression with 

miR-15b and miR-16 expression in gastric adenocarcinoma primary tumor tissue (tumor; n=291) 5 

and non-cancerous tissue (control; n=29). Numbers indicate r-values and color depicts the strength 
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of the correlation based on r-values. Bottom: Heatmap of p-values corresponding to the r-values 

above. (B-C) Expression of NOD1 and NOD2 in gastric adenocarcinoma primary tumor tissue or 

non-cancerous tissue represented as fold change in expression of each gene in tumor relative to 

control tissue (B) or absolute log2 RPKM (Reads Per Kilobase per Million) values from RNA-Seq 

data (C). In (C) red lines denote mean and each dot represents an individual. (D) RNA-Seq data 5 

showing expression of NOD1, miR-15b and miR-16 at different stages of gastric cancer. (E) 

Kaplan-Meier survival curves derived from meta-analysis of survival data from 876 (probe: 

221073_s_at; left) or 631 (probe: 224190_x_at; right) gastric cancer patients, showing association 

of a small increase in NOD1 with patient mortality. B-D: Significance was determined by Welch’s 

t-test. * denotes significance at p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001, ‘ns’ not 10 

significant. Error bars denote SEM from bootstrap. 
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