





    
      Skip to main content
    

        
      
    
  
    
  
        
            
        [image: bioRxiv]      

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        Genome wide analysis of Ga1-s modifiers in maize
  
      Preston Hurst,  View ORCID ProfileZhikai Liang, Christine Smith,  View ORCID ProfileMelinda Yerka, Brandi Sigmon, Oscar Rodriguez,  View ORCID ProfileJames C Schnable

  
      doi: https://doi.org/10.1101/543264 

  
  
  

Preston Hurst 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA
2Center for Plant Science Innovation, University of Nebraska-Lincoln, Lincoln. Nebraska, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Zhikai Liang 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA
2Center for Plant Science Innovation, University of Nebraska-Lincoln, Lincoln. Nebraska, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Zhikai Liang


Christine Smith 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA
2Center for Plant Science Innovation, University of Nebraska-Lincoln, Lincoln. Nebraska, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Melinda Yerka 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Melinda Yerka


Brandi Sigmon 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA
2Center for Plant Science Innovation, University of Nebraska-Lincoln, Lincoln. Nebraska, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Oscar Rodriguez 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


James C Schnable 
1Department of Agronomy and Horticulture, University of Nebraska-Lincoln, Lincoln, Nebraska,USA
2Center for Plant Science Innovation, University of Nebraska-Lincoln, Lincoln. Nebraska, USA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for James C Schnable
	For correspondence: 
schnable@unl.edu




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	 Preview PDF


  


  
  



  
      
  
  
    [image: Loading]

  
    
  
      
  
  
    ABSTRACT
A one way reproductive barrier exists between most popcorn varieties and dent corn varieties grown in the United States. This barrier is predominantly controlled by the ga1 locus. Using data from a diverse population of popcorn accessions pollinated by a dent corn tester, we found that the non-reciprocal pollination barrier conferred by ga1 is more complex than previously described. Individual accessions ranged from 0% to 100% compatible with dent corn pollen. Using conventional genotyping-by-sequencing data from 371 popcorn accessions carrying Ga1-s, seven significant modifiers of dent pollen compatibility were identified on five chromosomes. One locus may either be a nonfunctional ga1 allele present within popcorn, or second necessary gene for the reproductive barrier in genetic linkage with ga1, while the other modifiers are clearly genetically unlinked. The existence of ga1 modifiers segregating in a popcorn genetic background may indicate selective pressure to allow gene flow between populations, which should be incorporated into future models of the impact of genetic incompatibility loci on gene flow in natural and agricultural plant populations.
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