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Figure 6 Results of scTensor for an empirical dataset (NonMyocyte) (a) Detected CaHs. (b)

Overview of the L-R patterns.
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Figure 7 Results scTensor for an empirical dataset (Habenular_Larva) (a) Detected CaHs. (b)

Overview of the L-R patterns.
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Tissue / Celltype Chem
Homo sapiens (9606) VIVIVIVIVIVIVIVIVIVIVIVI|IVIVIV ]|V ]|V
Mus musculus (10090) VivIivIivivIivIivIvIvIv vivi v v
Arabidopsis thaliana (3702) vViviviviv v |V v |V v v
Rattus norvegicus (10116) Vviviviviviviviviv]iv VARV
Bos taurus (9913) VIiIVIVIVIVIVIVIVIVIV
Caenorhabditis elegans (6239) VIiVIVIVIVIVIVIVIVIV (VA IRV4
Drosophila melanogaster (7227) VivivIivivIivIivIivIiv]v v
Danio rerio (7955) VIVIVIVIVIVIVIVIVIV v
Gallus gallus (9031) VIV I IVIVIVIVIVIVIV IV v
Pongo abelii (9601) VIVI VIV |V v V4
Xenopus (Silurana) tropicalis (8364) EVIEVAEYARAR AR AR v
Sus scrofa (9823) VivIivivIivIivIvIivIvIv
Figure 8 Correspondence table containing the available L-R gene information for each
organism For each detected CaH, gene annotation, enrichment analysis, tissue- or
cell-type-specific gene expression, and chemical-gene expression relationships are assigned.
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1

Tables

Table 1 Empirical datasets
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Name Organisms ID # Gene # Cell # Cell type Unit
Germline_Female [25] Homo sapiens GSEB86146 2717 992 8 TPM
Germline_Male [25] Homo sapiens GSEB86146 2790 852 7 TPM
Melanoma [59] Homo sapiens GSET72056 6603 2250 6 TPM
NonMyocyte [27] Mus musculus E-MTAB-6173 2587 10519 12 UMI count
Habenular_Larva [60]  Danio rerio GSE109158 15206 4233 16 UMI count
Table 2 Summary of LRBase.XXX.eg.db for 12 organisms (1/2)

. SWISSPROT TrEMBL STRING

XXX Organisms
(Secreted / Membrane) (Secreted / Membrane) (PPI)

Hsa  Homo sapiens 1592 / 2269 176 / 334 18838
Mmu  Mus musculus 1309 / 1806 325 / 1555 19715
Ath  Arabidopsis thaliana 1260 / 1001 244 / 80 24174
Rno  Rattus norvegicus 643 / 983 232 / 1229 19963
Bta  DBos taurus 517 / 448 192 / 390 18349
Cel Caenorhabditis elegans 198 / 247 28 / 60 13545
Dme  Drosophila melanogaster 249 / 333 89 / 148 11903
Dre  Danio rerio 119 / 169 318 / 376 21746
Gga  Gallus gallus 175 / 173 185 / 154 13084
Pab  Pongo abelii 80 / 134 212 / 211 16691
Xtr  Xenopus Silurana tropicalis 57 /83 141 / 114 15338
Ssc  Sus scrofa 223 / 153 202 / 445 18683

Table 3 Summary of LRBase.XXX.eg.db for 12 organisms (2/2)

XXX # L-R Pairs (SWISSPROT x STRING) # L-R Pairs (TrEMBL x STRING)
Hsa 21882 472
Mmu 16386 476
Ath 8697 94
Rno 5270 65
Bta 2220 237
Cel 106 1
Dme 384 9
Dre 99 432
Gga 140 105
Pab 34 184
Xtr 19 107
Ssc 277 130
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1 Additional Files
2 Additional file 1 — Development of L-R databases for multiple organisms (PDF 2.2 MB)
3 Additional file 2 — Distributions of and correlations among 8 STRING-scores (ZIP 18.5 MB)

4 Additional file 3 — Convergence of NTD with toy model and empirical data (PDF 9.5 MB)
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