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Figure 8. Identification of an efflux system for bile salts in B. thetaiotaomicron. (A) Gene 1042 

fitness values for BT2792-2795 across all experiments with bile salts and bile acids conditions 1043 

highlighted. The highlighted experiments without a significant phenotype correspond to lower 1044 

concentrations of the compound. The y-axis is random. (B,C) Growth curves of individual B. 1045 

thetaiotaomicron transposon mutant strains in VB medium with (B) 0.5 mg/mL bile salts or (C) 1046 

no added stress. The BT2793-2796 mutants all have extended lag times compared with 1047 

controls. For each strain/growth condition, we show two replicate growth curves. (D,E) Relative 1048 

abundance of proteins (D) BT2794 and BT2795 or (E) BT2792 from wild-type cells grown in 1049 

BHIS with varying concentrations of bile salts demonstrate their upregulation by bile salts in a 1050 

concentration-dependent manner. Data are averages of four replicate experiments and error 1051 

bars represent one standard deviation.  1052 
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Figure 9. Identification of antibiotic resistance genes in B. thetaiotaomicron. (A-C) Gene 1055 

fitness values for BT0588 (also known as BexA) (A), BT3337-3339 (B), and BT1439-1440 (C) 1056 

under all tested conditions. The y-axis in these plots is random. (D,E) Growth curves of a 1057 

BT1439 deletion and the parental strain (∆tdk) in the presence (D) or absence (E) of 1058 

vancomycin in BHIS medium. The BT1439 deletion strain exhibits more growth than the 1059 

parental strain in the presence of vancomycin. Three replicate growth curves per 1060 

strain/condition are displayed. 1061 
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