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Fig. 8: Protein superposition for two conformations of protein 2KHI obtained from (a) conventional RMSD superimposition
and (b) THESEUS-PP. The protein in green is rotated (X5). The images are generated with PyMOL [14]. Graph (c) shows

the pairwise distances (in A) between the C,, coordinates of the structure pairs. The blue and orange lines represent RMSD
and THESEUS-PP superposition, respectively.
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Fig. 9: Protein superposition for two conformations of protein 2LKL obtained from (a) conventional RMSD superimposition
and (b) THESEUS-PP. The protein in green is rotated (Xs). The images are generated with PyMOL . Graph (c) shows

the pairwise distances (in A) between the C,, coordinates of the structure pairs. The blue and orange lines represent RMSD
and THESEUS-PP superposition, respectively.
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