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Supplementary Figure 15 CRISPRI using gRNAs targeting rs398206 in UACC903 cells. (A)
CRISPRI using dCAS9-KRAB-MeCP2 and four gRNAs targeting the area immediately
surrounding rs398206. Levels of MX1 transcript (GAPDH-normalized) are shown as fold change
over those from non-targeting gRNA. Three biological replicates of n = 6 were combined (total
n=18, except gRNA-3, n=17). gRNAs 1, 3, and 4 directly overlap rs398206, while gRNA 2
targets ~25bp upstream of rs398206. (B,C) CRISPRi using dCAS9 or dCAS9-KRAB-MeCP2
and gRNAs 1 and 3. Levels of MX2 (B) or MX1 (C) transcript (GAPDH-normalized) are shown
as fold change over those from empty gRNA vector, pRC0215, within each set using the same
type of dCAS9 constructs. Three biological replicates of n = 5 were combined (total n = 15).
AAVS (gRNA targeting adeno virous integration site on Chr19). Box: Median and 25" to 75"
percentile. Whisker: 10t to 90" percentile. P - values are shown from one-sample Wilcoxson
test (two-sided) for difference from non-targeting siRNA/gRNA (P < 0.05 are shown in red).
Dotted line denotes the MX2 levels in non-targeting siRNA/gRNA control. (D) Western blotting
using anti-YY1 and anti-GAPDH antibodies and cell lysates of UACC903 transfected with four
different siRNAs targeting YY 1. Proteins were isolated at 72hrs following transfection. Non-
targeting: non-targeting siRNA, siGAPDH: positive control siRNA targeting GAPDH. (E) Western
blotting was performed using anti-CAS9 (recognizing both ~160 kDa dCAS9 and ~200 kDa
dCAS9-KRAB-MeCP2) and anti-GAPDH antibodies, and cell lysates of UACC903 co-
transfected with dCAS9 or dCAS9-KRAB-MeCP2 and indicated gRNAs. Relative positions of
protein ladders are shown on the left side for the anti-CAS9 blot. Proteins were collected from
one representative set of three sets of total transfections.
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Supplementary Figure 18. (A-B) Western blotting using anti-MX2 and anti-GAPDH antibodies
and cell lysates from primary human melanocytes (A) or UACC2545 melanoma cells (B)
infected with lentivirus containing MX2 cDNA, empty pINDUCERZ20, or no virus with a varying
amount of doxycycline treatment. Cells were infected concomitantly with each round of
xCELLigence growth assay and harvested at 72hrs of doxycycline treatment. One
representative set from each cell type are shown from three biological replicates. (C) Western
blotting using anti-MX2 and anti-GAPDH antibodies and cell lysates from two additional
melanocytes cultures from different individuals infected with lentivirus containing MX2 cDNA
with a varying amount of doxycycline treatment. Cells were infected concomitantly with one
representative round of RNAseq experiment out of three biological replicates and harvested at
72hrs of doxycycline treatment.



