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    Abstract
Background The urine from healthy human is traditionally considered to be sterile. And researches on urine microbiome were mainly focused on infection and urinary incontinence. There were few studies linking female urine and reproductive tract microbial communities.

Results Here we sampled the urinary microbiota in 147 Chinese women, and explored the nature of colonization by 16S rRNA gene amplicon sequencing, real-time qPCR and live bacteria culture. The results reflect distinct bacterial communities in urine, indicative of a non-sterile environment. Lactobacillus, Streptococcus and Pseudomonas were the most three dominated genera in urine. We also examined the relationship between urine and six sites of the reproductive tract, and found microbiota in the urine were ranged between upper and lower reproductive tract. The urinary microbiota was also closely linked to the natural and diseased physiological conditions of subjects by associating with their lifestyle and gynecology clinical factors.

Conclusion Our research showed the connectivity of the microbiota in the female urogenital system and provided insight into the exploration of urethra and genital tract diseases.
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