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    Abstract
The Transatlantic Slave Trade transported more than 9 million Africans to the Americas between the early 16th and the mid-19th centuries. We performed genome-wide analysis of 6,267 individuals from 22 populations and observed an enrichment in West-African ancestry in northern latitudes of the Americas, whereas South/East African ancestry is more prevalent in southern South-America. This pattern results from distinct geographic and geopolitical factors leading to population differentiation. However, we observed a decrease of 68% in the African gene pool between-population diversity within the Americas when compared to the regions of origin from Africa, underscoring the importance of historical factors favoring admixture between individuals with different African origins in the New World. This is consistent with the excess of West-Central Africa ancestry (the most prevalent in the Americas) in the US and Southeast-Brazil, respect to historical-demography expectations. Also, in most of the Americas, admixture intensification occurred between 1,750 and 1,850, which correlates strongly with the peak of arrivals from Africa. This study contributes with a population genetics perspective to the ongoing social, cultural and political debate regarding ancestry, race, and admixture in the Americas.
Significance Statement Differently from most genetic studies, that have estimated the overall African ancestry in the Americas, we perform a finer geographic analysis and infer how different African groups contributed to North-, South-American and Caribbean populations, in the context of geographic and geopolitical factors. We also perform a formal comparison of information from demographic history records of the Transatlantic Slave Trade with inferences based on genomic diversity of current populations. Our approach reveals the distinct regional African ancestry roots of different populations from North-, South-America and the Caribe and other important aspects of the historical process of mestizaje and its dynamics in the American continent.





  


  
  



  
      
  
  
    Copyright 
The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under a CC-BY-NC-ND 4.0 International license.


  


  
  



  





  


  
  



  
      
  
  
    View the discussion thread.


  


  
  



  
      
  
  
     Back to top  


  
  



			

		

		
		
			
			  
  
      
  
  
     PreviousNext 
  


  
  



  
      
  
  
    Posted May 28, 2019.  


  
  



  
      
  
  
    
	  
  
		
          
            
  
      
  
  
     Download PDF  


  
  



  
      
  
  
    Supplementary Material 
  


  
  



          

        

        
        
          
            
  
      
  
  
     Email

  
    
  
      
  
  
    
 Thank you for your interest in spreading the word about bioRxiv.
NOTE: Your email address is requested solely to identify you as the sender of this article.




  Your Email *
 



  Your Name *
 



  Send To *
 

Enter multiple addresses on separate lines or separate them with commas.




  You are going to email the following 
 Origins, admixture dynamics and homogenization of the African gene pool in the Americas



  Message Subject 
 (Your Name) has forwarded a page to you from bioRxiv



  Message Body 
 (Your Name) thought you would like to see this page from the bioRxiv website.



  Your Personal Message 
 








CAPTCHAThis question is for testing whether or not you are a human visitor and to prevent automated spam submissions.










  


  
  



  





  


  
  



  
      
  
  
     Share  


  
  



  
      
  
  
    


		  
		  
  
      
  
  
    

      
      Origins, admixture dynamics and homogenization of the African gene pool in the Americas
    

  
      Mateus H. Gouveia, Victor Borda, Thiago P. Leal, Rennan G. Moreira, Andrew W. Bergen, Marla M. Aquino, Gilderlanio S. Araujo, Nathalia M. Araujo, Fernanda S.G. Kehdy, Raquel Liboredo, Moara Machado, Wagner C.S. Magalhaes, Lucas A. Michelin, Maíra R. Rodrigues, Fernanda Rodrigues-Soares, Hanaisa P. Sant Anna, Meddly L. Santolalla, Marília O. Scliar, Giordano Soares-Souza, Roxana Zamudio, Camila Zolini, Michael Dean, Robert H. Gilman, Heinner Guio, Jorge Rocha, Alexandre C. Pereira, Mauricio L. Barreto, Bernardo L. Horta, Maria F. Lima-Costa, Sam M. Mbulaiteye, Stephen J. Chanock, Sarah A. Tishkoff, Meredith Yeager, Eduardo Tarazona-Santos

  
      bioRxiv 652701; doi: https://doi.org/10.1101/652701 

  
  
  


  


  
  



	  

	
  
  	
  
      
  
  
    
  
    Share This Article:
  
  
    
  
  
    Copy
  


  


  
  



  

	
		  
	    
  
      
  
  
    [image: Reddit logo] [image: Twitter logo] [image: Facebook logo] [image: LinkedIn logo] [image: Mendeley logo]
  


  
  



	  

	


  


  
  



  
      
  
  
     Citation Tools

  
    
  
      
  
  
      
  
      

      
      Origins, admixture dynamics and homogenization of the African gene pool in the Americas
    

  
      Mateus H. Gouveia, Victor Borda, Thiago P. Leal, Rennan G. Moreira, Andrew W. Bergen, Marla M. Aquino, Gilderlanio S. Araujo, Nathalia M. Araujo, Fernanda S.G. Kehdy, Raquel Liboredo, Moara Machado, Wagner C.S. Magalhaes, Lucas A. Michelin, Maíra R. Rodrigues, Fernanda Rodrigues-Soares, Hanaisa P. Sant Anna, Meddly L. Santolalla, Marília O. Scliar, Giordano Soares-Souza, Roxana Zamudio, Camila Zolini, Michael Dean, Robert H. Gilman, Heinner Guio, Jorge Rocha, Alexandre C. Pereira, Mauricio L. Barreto, Bernardo L. Horta, Maria F. Lima-Costa, Sam M. Mbulaiteye, Stephen J. Chanock, Sarah A. Tishkoff, Meredith Yeager, Eduardo Tarazona-Santos

  
      bioRxiv 652701; doi: https://doi.org/10.1101/652701 

  
  
  


  

  
  	      Citation Manager Formats

        
      	BibTeX
	Bookends
	EasyBib
	EndNote (tagged)
	EndNote 8 (xml)
	Medlars
	Mendeley
	Papers
	RefWorks Tagged
	Ref Manager
	RIS
	Zotero

    

  



  


  
  



  





  


  
  



          

        

	
 	
	
	


  


  
  



  
      
  
  
    	Tweet Widget
	Facebook Like
	Google Plus One



  


  
  



  
        Subject Area

    
  
  
    	Genetics




  


  
  



  
      
  
  
    


  

  
      
  
  
    
  
      
  
    Subject Areas  




  


  
  



  
      
  
  
    
  
      
  
    All Articles  




  


  
  



  
      
  
  
    	Animal Behavior and Cognition (5178)

	Biochemistry (11644)

	Bioengineering (8682)

	Bioinformatics (29022)

	Biophysics (14866)

	Cancer Biology (12002)

	Cell Biology (17269)

	Clinical Trials (138)

	Developmental Biology (9365)

	Ecology (14086)

	Epidemiology (2067)

	Evolutionary Biology (18205)

	Genetics (12185)

	Genomics (16706)

	Immunology (11794)

	Microbiology (27860)

	Molecular Biology (11481)

	Neuroscience (60501)

	Paleontology (449)

	Pathology (1860)

	Pharmacology and Toxicology (3215)

	Physiology (4917)

	Plant Biology (10342)

	Scientific Communication and Education (1678)

	Synthetic Biology (2867)

	Systems Biology (7317)

	Zoology (1635)


  


  
  

  







  


  
  



			

		

	
	
 	
	
	


    

  


      


  

    
  
  
    
  
      







  