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Suppl. Figure S3: Same as Supplementary Figure 3, but for a comparison of 4 vs 4 samples

Suppl. Figure S4: Same as Supplementary Figure 3, but for a comparison of 4 vs 4 samples
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Suppl. Figure S5: Calibration and performance stratified by the number of observations on the three vs three
comparison on the de Graaf dataset with 20% changed proteins. The x-axis shows the six tested methods and the
y-axis the number of observed values in condition one and two. The smaller number is listed first. In addition the

top line on the y-axis shows the marginal over all combination of observations.

fixing the desired FDR at 10%. A) shows the actual FDR for each method and B) shows the number true positives.

A) and B) show the results when

C) and D) show the same features if the desired FDR is fixed at 1%. The color scales show the FDR (A and C) or
the number of true positives (B and D). White indicates the optimal value. In A) and C) light blue color indicates
a conservative FDR, whereas orange indicates an anti-conservative FDR.
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Suppl. Figure S6: Calibration and performance comparison with three vs. three samples. A,C,E,G) comparison of
the desired FDR with the FDR that is actually produced by the tool acording to the ground truth. The line for the
QPROT method is missing because it is literally of the %%arts. B,D,F,H) Plot of how many actually changed proteins
(true positives) each method identified at a specified FDR level. The regions where a method failed to control the
FDR in the left column are plotted as dashed lines. Note that for the performance comparison with only 5% of the
proteins changed, in absolute terms there are only a handful of false positives and the corresponding estimates of the

FDR are very noisy.
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Suppl. Figure S7: Same as Supplementary Figure S6, but for a comparison of 4 vs 4 samples.
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Suppl. Figure S8: Same as Supplementary Figure S6, but for a comparison of 6 vs 6 samples.
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