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Supplemental Figure 2. Summary statistics for PAML in mammalian clades. 
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Supplemental Tables 
 
ST1 – Species and genomes used for this study. Available online at bioRxiv. 
ST2 – Raw output of the computational pipeline. Available online at bioRxiv. 
 

Supplemental Figure 3. Sites under selection in genes with signatures of selection in three and four clades. The amino acid index of each 
gene is given on the x-axis. Sites under selection in each clade are denoted as triangles, with each clade on its own line. 
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