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Mycoplasma
Staphylococcus
Delftia
Thermincola
Klebsiella
Rhodopseudomonas
Stenotrophomonas
Azospira
Leifsonia
Novosphingobium
Mesorhizobium
Acidovorax
Streptomyces
Mycobacterium
Moraxella
Peptoniphilus
Prevotella
Corynebacterium
Ezakiella
Campylobacter
Lactobacillus
Micrococcus
Amycolatopsis
Porphyromonas
Streptococcus
Malassezia
Anaerococcus
Paracoccus
Negativicoccus
Levyella
Lawsonella
Peptostreptococcus
Sphingopyxis
Thermodesulfovibrio
Meiothermus
Xanthomonas
Weissella
Lactococcus
Leuconostoc
Mixia
Curvibacter
Bosea
Aquabacterium
Comamonas
Microbacterium
Rhodococcus
Eubacterium
Kocuria
Brachybacterium
Cupriavidus
Aerococcus
Agaricus
Alicycliphilus
Sordaria
Aspergillus
Botrytis
Ideonella
Methylibium
Afipia
Chryseobacterium
Cryptococcus
Occidentia
Kluyvera
Marmoricola
Baudoinia
Leptosphaeria
Geobacillus
Nematocida
Methyloversatilis
Schizosaccharomyces
Fusobacterium
Melampsora
Brevibacterium
Mitsuaria
Coniosporium
Thermoanaerobacterium
Alcaligenes
Brevundimonas
Citrobacter
Spirochaeta
Dietzia
Fusarium
Agrobacterium
Pelomonas
Rhizobium
Nevskia
Phycicoccus
Asinibacterium
Gordonia
Escherichia
Saccharomyces
Carnobacterium
Serratia
Actinomyces
Trichosporon
Bacillus
Trametes
Erythrobacter
Nocardioides
Exiguobacterium
Tenacibaculum
Wallemia
Pseudomonas
Acinetobacter
Gammaretrovirus
Burkholderia
Bradyrhizobium
Paraburkholderia
Sphingobium
Ralstonia
Sphingomonas
Cutibacterium
Enterobacter
Methylobacterium
Achromobacter
Thermus
Candida
Eremothecium
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Module 1 (34 Microbes)
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Naive B cells

Regulation of cell death (GO:0010941)Regulation of cell death (GO:0010941)
 tumor necrosis factor receptors tumor necrosis factor receptors
 humanin-like proteins humanin-like proteins
 heat shock proteins heat shock proteins
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