








bioRxiv preprint doi: https://doi.org/10.1101/747568; this version posted August 26, 2019. The copyright holder for this preprint (which was not
certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under
aCC-BY-ND 4.0 International license.

S3.6 Wheat Results

GenomeScope Profile GenomeScope Profile
len:2,351,862,170bp uniq:8% len:2,351,862,170bp uniq:8%
heterozygosity: 10.1% heterozygosity: 10.1%
kcov:52.6 err:0.506% dup:0.836 k:21 p:6 kcov:52.6 err:0.506% dup:0.836 k:21 p:6
© [ A i
? | 1 1 H 1 i| —— observed 1 —— observed
) i1 411 il = full model o i — full model
~ [ A Q i
P4 4 4 1 | = errors T [ - errors
N ; : i : : i| == kmer-peaks ] : — = kmer-peaks
T S R |
iy A A i
© | H | H 1 | | | 1 | |
3 5 (TR N O A N > 3
S % ' R T N T T S &
g 8 N TR T I TR T O R g <
g e T e 5
r S I T T O I T I i
& oo
< /[ N T N 3
oo E
& (TR N O A N =
7 A
) | H | H 1 | 1 | 1 |
o oo
o W o
o | | | Il 1 i 1 1 o
+ T 1 1 N ! " ' " +
[ L s L H L L L L Q
o T T T T T —
300 400 500 600 700 1e+00 le+02 1e+04 1e+06
Coverage Coverage
(a) Untransformed Linear Plot (b) Untransformed Log Plot
GenomeScope Profile
len:2,351,862,170bp uniq:8%
heterozygosity: 10.1%
kcov:52.6 err:0.506% dup:0.836 k:21 p:6
7 I
o E —— observed
? i — full model
Q —— errors
0 — — kmer-peaks
3
> —
g
S <
=]
o o
L 9
[
v o8
g o
g €.
o (O]
() N
[*2]
S
?
O
-
o
o
+ | 1 1 1 | I i I f
[ L
o T T T T T T T T
0 100 200 300 400 500 600 700
Coverage
(c) Transformed Linear Plot (d) Transformed Log Plot

Figure S26: GenomeScope results for Triticum aestivum.
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Figure S27: Smudgeplot results for Triticum aestivum.
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S3.7 Smudgeplot for Diploid Strawberry Results

log kmers pairs
328000
40000
5000
600
70
10
0

Fragaria iinumae

estimated tetraploid

AMBB 056
AB 0.23
AMAABB 012

AAB 0.04
others 0.04

Total coverage of the kmer pair: A + B

15 14 113 2/5

Normalized minor kmer coverage: B/ (A + B)
(a) Log Smudgeplot

Figure S28: Smudgeplot results for Fragaria itnumae.
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