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Figure 2. a) Heatmap that shows the abundance of fungal taxa for which more than 100 13	

hits/reads were recorded (right labels) in bats and fruits (bottom labels; bats: Ea, fruits: F). 14	

Fungal taxa are separated by ecological roles (left labels), and samples are arranged according to 15	

the similarity (top dendrogram) in their fungal communities. Boxes encompass samples from 16	

bats. b) Graph that summarizes the differences in total abundance of fungal taxa between fruits 17	

and bats grouped by ecological roles (labels follow the same order as a, top to bottom). 18	

Normalized data was used for this heatmap. 19	
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Figure 3. Relative abundance of the 24 most abundant fungal orders in fruits of Ficus colubrinae 24	

(blue bars) and feces of Ectophylla alba (orange bars). The vertical axis represents the number of 25	

hits/reads with the normalized data. Classification of each OTU is detailed in supplementary 26	

Table S10. 27	
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Table 1. Indicator value species (IVS) and associated p-values for the endophytic fungal 1	

assemblages in the two communities studied, fruits (Ficus colubrinae) and feces in bats 2	

(Ectophylla alba). We provide species names wherever possible, or alternatively the closest 3	

classification possible for a given OTU. Ecological roles are included. 4	

OTU Classification Community IVS 

P-

value 

Ecological 

role* 

OTU_16 Pleosporales Fruits 0,93 0.001 S, PP 

OTU_269 Phyllosticta capitalensis 

 

0,82 0.001 PP 

OTU_62 Colletotrichum citricola 

 

0,81 0.007 PP 

OTU_79 Phyllosticta sp. 

 

0,81 0.003 PP 

OTU_71 Edenia gomezpompae 

 

0,81 0.025 ? 

OTU_204 Colletotrichum alatae 

 

0,75 0.007 PP 

OTU_29 Colletotrichum citricola 

 

0,74 0.010 PP 

OTU_92 Cladosporium cladosporioides Bats 0,86 0.004 S 

OTU_76 Alternaria alternata 

 

0,82 0.024 S, PP 

OTU_105 Aspergillus conicus 

 

0,73 0.013 S 

OTU_96 Debaryomyces hansenii 

 

0,73 0.016 M 
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OTU_114 Aspergillus sp. 

 

0,73 0.017 S 

OTU_179 Aspergillus gracilis 

 

0,73 0.018 S 

OTU_93 Aspergillus sp. 

 

0,73 0.022 S 

OTU_132 Ganoderma sp. 

 

0,68 0.039 S 

*Ecological roles: Saprophyte (S), plant pathogen (PP), unknown (?), mycotroph (M) 5	
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