
















1) Subset n sequences 2) Align N sequences to subset n
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3) Build N x n Matrix
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Tree scale:   0.1

A

B C

D

0

500

1000

1500

400 425 450 475 500-25 0 25 50
-50

-25

0

25

GDH1

GDH2

GDH1

GDH2

GDH1

GDH2

.CC-BY 4.0 International licensea
certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made available under 

The copyright holder for this preprint (which was notthis version posted October 3, 2019. ; https://doi.org/10.1101/792739doi: bioRxiv preprint 


