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Sup. Fig. 2: Dataset generation pipelines and training quality of ViResNet for infection prediction. (Related to Fig.
3). (A) Training dataset generation pipeline for prediction of spreading and nonspreading infected nuclei, respectively. (B)
Receiver operating characteristic (ROC) curves for infection prediction of trained ViResNet and multilayer perceptron.
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Sup. Fig. 3: Samples of prospective spreader, nonspreader and not infected nuclei at pre- and post-ablation stages.
(Related to Fig. 5). All images are represented as Z-stacks with Nyquist sampling.
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Supplementary Movies S1 - S3: Live cell analyses of AdV-C2-GFP-V or HSV-1-VP-16-GFP dynamics and lytic egress. .
(Related to Fig. 2 and Fig. 3).

HelLa cells stably expressing H2B-mCherry (47) were infected with AdV-C2-GFP-V at MOI 0.2 and recorded by live cell
confocal fluorescence microscopy from 24 to 45 h pi at 15 min intervals. Merged pseudo-colored maximum projections are
shown with GFP-V in green, and H2B-mCherry in red.

Movie S1

Dispersion of GFP-V clusters from the nucleus into a confined cytoplasmic region around the nucleus (see cell in the center of
the movie) 35:45 — 38:30 h:min pi. Note that the clusters and nuclear GFP-V signals disappear almost completely while the
GFP-V signal in nonlytic infected cells persists. Related to Fig. 2.

Movie S2
Loss of GFP-V clusters from AdV-C2-GFP-V infected cell nuclei. Related to Fig. 2.

Movie S3
Nuclei are stained with Hoechst (blue), HSV-1-VP-16-GFP infection is visualized by the virus expressing VP-16-GFP fusion
protein (green), and the nuclei of lysed cells are stained with PI (red). Related to Fig. 3.
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