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Figure S3, related to Figure 3
a.
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d.

AAATTATGGAGTATGTGTCTGTGGAGACGAGAGTAAGTAAAA

AAATTATGGAGTATGTGTTCTGTGGAGACGAGAGTAAGTAAA

AAATTATGGAGTA------TGTGGAGACGAGAGTAAGTAAAA

AAATTATGGAGTATGTGT-TGTGGAGACGAGAGTAAGTAAAA
AAATTATGGAGTATGTGT----GGAGACGAGAGTAAGTAAAA

AAATTATGGAG---------------ACGAGAGTAAGTAAAA

WT - 31.81%

Insertion - 16.2%
Deletion - 1.80%
Deletion - 3.20%

Deletion - 2.66%
Deletion - 13.7%

sgRNA-4 (Day 2)
AAATTATGGAGTATGTGTCTGTGGAGACGAGAGTAAGTAAAA

AAATTATGGAGTATGTGTTCTGTGGAGACGAGAGTAAGTAAA

AAATTATGGAGTA------TGTGGAGACGAGAGTAAGTAAAA

AAATTATGGAGTATGTGT-TGTGGAGACGAGAGTAAGTAAAA
AAATTATGGAGTATGTGT----GGAGACGAGAGTAAGTAAAA

AAATTATGGAG---------------ACGAGAGTAAGTAAAA

WT - 57.57%

Insertion - 8.26%
Deletion - 0.94%
Deletion - 1.33%

Deletion - 1.00%
Deletion - 7.95%

sgRNA-4 (2 weeks)
e.
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Primer Sequence

V617F Primer F1

V617F Primer R1

V617F Primer F2

V617F Primer R2

AAGGGACCAAAGCACATTGTAT

CTCTATTGTTTGGGCATTGTAACC

GCTCTTCCGATCTAAGGGACCAAAGCACATTGTAT

GCTCTTCCGATCTATGCTCTGAGAAAGGCATTAGAA

Supplemental Table 1

sgRNA1
sgRNA2
sgRNA3
sgRNA4
sgRNA5
sgRNA6
sgRNA7
sgRNA8
sgRNA9
sgRNA10

TTTCAGCATGACTATAGATG
TCTATAGTCATGCTGAAAGT
CAAGCTTTCTCACAAGCATT
AATTATGGAGTATGTGTCTG
GCTGCTTCAAAGAAAGACTA
ACGAGAGTAAGTAAAACTAC
TCAGTTTCAGGATCACAGCT
AGTGTAAACTATAATTTAAC
TTTGAAACTGAAAACACTGT
AAGCATTTGGTTTTAAATTA

AGG
AGG
TGG
TGG
AGG
AGG
AGG
AGG
AGG
TGG

188
172
26
1
72
26
97
124
158
13

Intronic
Intronic
Exonic
Exonic
Intronic
Intronic
Intronic
Intronic
Intronic
Exonic

Guide Target Sequence PAM V617F Prox to Cut Site (bp)Cleavage Site V617V Prox to Cut Site (bp)
190
174
28
0
74
25
96
123
157
15

a.

b.
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