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Fig. S2. Assay for Measuring Periodontal Bone Loss. Representative image of a mandible
is shown. Periodontal bone loss was measured as distance from the cementoenamel junction
(CEJ, white arrows) to alveolar bone crest (ABC, orange arrows) on 16 predetermined
landmarks on the buccal aspect of maxillary and mandibular periodontium. The CEJ-ABC
distances were totaled for each mouse.
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Fig. S3. Independent Alpha Diversity Analysis for JAX and UW-NIA animals. (A) Alpha
Diversity measures for JAX Lab animals, including 6-month old (Y), 22-month old (O), and 22-
month-old mice treated with rapamycin (R). (B) Alpha Diversity Measures for UW-NIA animals,
including Y, O, and R mice. Significant differences between the different alpha diversity measures
between Y and O mice, including Observed, Chao1, and Fisher, was observed among the JAX
samples. No significant difference between taxonomic richness among Y and R mice was observed
in JAX samples. This result was also observed independently in the UW-NIA animals. *p<0.05,

**p<0.01.
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Fig. S4. Independent Phylum Level Abundance Analysis for JAX and UW-NIA animals.
Normalized agglomerated data was used to evaluate phylum level abundances using an amplicon
sequence variant (ASV) approach for both JAX and UW-NIA animals independently. (A) Significant
differences in Bacteroidetes, Firmicutes, and Proteobacteria was observed in JAX animals, including
6-month old (Y), 22-month old (O), and 22-month-old mice treated with rapamycin (R (B) Significant
differences in Bacteroidetes was observed in UW-NIA animals. * p<0.05, **p<0.01.
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Fig. S5. Independent Beta Diversity for JAX and UW-NIA animals by Principal Coordinate
Analysis using Weighted Unifrac Distances. (A) Beta diversity for only JAX samples there was
significant separation between O and R (p<0.01; Axis 1, 69.8%) as well as between Y and O groups
(p<0.05; Axis 2, 9.0%). (B) Beta diversity for only the UW samples also reveal significant difference
between Y and O groups (p<0.05; Axis 1, 76.5%; p<0.05; Axis 2, 7.7%). * p<0.05, ** p<0.01
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