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Figure 5: CERES reduces false positive differential dependencies. (a) For all cell lines in
our dataset, the percentage of genes on amplified regions (CN > 4) below a given differential
dependency threshold is plotted for the uncorrected average guide score in red and the CERES
gene dependency score in blue. (b) The percentage of unexpressed genes (log.RPKM < -1)

below a given differential dependency score is plotted as in (a).
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Figure 6: CERES reduces false positives in lineage-specific differential dependencies
due to recurrently amplified chromosome arms. (a) Differential dependency in breast cancer
cell lines is calculated as the difference in mean gene scores between breast lines and the rest
of the cell lines screened. The distributions of differential dependencies in breast lines are
plotted red for genes on chromosome 8q (commonly gained in breast tumors) and black for all
other genes. Below, the differential dependency for each gene is plotted against the FDR-
corrected p-value, calculated from a student’s t-test, with colors as above. The dashed line
represents an FDR of 5%. (b) Data is plotted for CERES-inferred gene effects as in (a). (¢)
Percentage of lineage-specific differential dependencies (FDR < 0.05) that are on the specified
chromosome arms is shown for arms that are recurrently amplified in those lineages, before and
after CERES correction.
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