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Figure 3: Cancer-associated alternative promoters regulate oncogenes and tumor suppressors
both for individual tissue types and across cancers.
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Figure 4: Overview of noncoding promoter mutations across different cancer types and their
association with expression.
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Supplementary Figure 1: RNA-Seq data can be used to identify active promoters.
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Supplementary Figure 2: Alternative promoters display context specific regulation
independent from the gene expression.
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Supplementary Figure 3: Identification of cancer-associated promoters.
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Supplementary Figure 4: Overview of noncoding promoter mutations across different

tumor types.
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