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Absolute Fold—Change

p-0.009

p-6.72e-05

p-8.63e-06
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V/ cis-eQTL-SNPs
@ cis-eQTL-genes

Ex-GRN
Functional network

o Down-regulated -r.pvalue<0.05

o Up-regulated -r.pvalue<0.05
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B-cell receptor signaling pathway
T-cell receptor signaling pathway
MAPK signaling pathway

Whnt signaling pathway

\ Construction of the islet-specific EGRN: 3,084 genes /

Identification of High control centrality (HiCc) pathways:
66 pathways

Enrichment of HiCc pathways in T2D-relevant
-omics data: 55 enriched pathways

Identification of significant eQTLs from
89 donor samples in the HiCc pathway
genes: 51 eQTLs

Genes in the highest number of
HiCc pathways with significant
eQTL evidence

Nfatca
- In 4 HiCc pathways
- Significant eQTL
- Other Nfatc
members are
related to
T2D

Z-score

Etvl -0.67 0.73 -0.72 0.66

Igf2 -0.59 046 -0.55 0.68

Jazfl -0.31 -0.76 -

Vegfa -0.38 0.69 -0.69 038

Arl15 0.0099 0.076 -0.08 -0.005

Ptgs2(Cox-2) 0.36 -0.28 0.069 -0.14

Egr2 0.48 0.052 0.098 -0.63
Spp1(Opn) - 022 -0.72
Pex5| -0.47 0.74 -0.24 -0.
Pparg -0.56 0.27 -0.1
Ppp3ca -0.28 0.64 -0.25
Rbm38 -0.017 -0.042 -0.28

Rbmsl -0.16 -

Slc44a3 0.013 0.24 -0.28

Sox9 = 0.82 -0.051 -0.43

Spry2 -0.26 0.36 -0.079 -O0. -1 -0.00043
B 9 2.4

Stégall 0.12 0.16 0.21

Tcf712 049 -0.16 -0.33

————— Suppression

> Induction

Wfsl 0.095 -

p-val

siCtrl
SINFATC4_1
SiNFATC4_2
SiNFATC4_3
SiNFATC4_4
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