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Lpm-resi L of significant cross-resistance to Myx, Cor, Rip, and Rif Myx/Cor/Rip-resistant mutants:

absence of significant cross-resistance to Lpm

cross-resistance level

amino acid — (MIC/MIC wigaype) amino acid cross-resistance level
substitution substitution {MIC/MIC yiyey-rype)
Rif Myx Cor Rip

rpoB (RNAP B subunit)
rpoB (RNAP B subunit) 1030 (1232) Met»lle 1
811 (892) Glu—Ala - 1 1 1 1 1053 (1255) Thr-lle 05
1049 (1251) Tyr—+Phe swilch 3 1 0.5 0.5 1 1073(1275) Val—Phe 0.5
1054 (1256) Gln—-»Glu switch 3 1 1 0.5 1 1073(1275) Val-»Met 0.5
1054 (1256) Gin—Leu swilch 3 1 1 1 05 1076 (1278) Leu—Val 1
1086 (1288) Gln—Leu — 1 1 1 1 1077 (1279) Glu—Gly 0.5
1095 (1297) Asp—Ala swilch 4 0.5 1 1 1 1077 (1279) Glu—Lys 1
1095 (1297) Asp—Tyr switch 4 0.5 1 1 1 1081 (1283) Ala—Val 0.5
1100 (1302) Thr—Pro — 1 1 05 05 1083 (1285) Tyr-»Asp 1
1117 (1319) Mel-—»Arg paié 1 1 1 1 1089 (1291) Leu—»Phe 2
1117 {1319) Met—lle palg 1 1 0.5 1 1096 (1298) Val->Leu 0.5
1117 (1318) Met—Lys Balg 1 1 1 1 1113 (1315) Met—Leu 0.5
1119 (1321) Glu—Val paie 1 0.5 1 1 1115 (1317) Pro-sLeu 1
1122 (1324) Asn—lys paie 1 1 1 1 1118 (1320) Pro—Ala 2
1123 (1325) Val»Ala pals 1 1 1 1 1120 (1322) Ser—»Pro 0.5
1123 (1325) Val—=Glu palé 1 1 1 1 1120 (1322) Ser—Thr 1
1123 (1325) Val-»Gly paig 1 1 1 1 1120 (1322) Ser—»>Tyr 1
1123 (1325) Val—Leu palé 1 1 1 1 1120 (1322) Ser—»Val 0.5

1124 (1326) Leu—»Trp 0.5

rpoC (RNAP B’ subunit)

86 (96) Lys—lle Bad 1 1 1 1 rpoC (RNAP B’ subunit)
324 (249) Leu—Arg B'aB 1 1 1 1 420 (345) Lys—»Arg 1
338 (263) Ser—Thr — 1 1 1 1 420 (345) Lys—Asn 0.5
409 (334) Lys—lle switch 2 1 0.5 0.5 1 420 (345) Lys—Gin 0.5
412 (337) Arg—His swilch 2 1 1 1 2 420 (345) Lys—»Thr 0.5
412 (337) Arg—Ser swilch 2 1 1 1 2 1247 (1346) Gly—Asp 2
416 (341) Asn—Ser swilch 2 1 2 1 1 1252 (1351) Val+Phe 1
423 (348) Asp—Tyr switch 2 1 1 1 1 1253 (1352) lle—»Asn 1
1253 (1352) lle—Ser 1
1255 (1354) Gly—Cys 4
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