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Figure 3: Volcano plots showing differential expression in log2fold change on the x-axis and 

adjusted p-values from the associations in -log10 on the y-axis for miRNAs, isomiRs, tRNAs, 

tRNA fragments, piRNAs, lncRNAs, miscRNAs, snRNAs and fragments mapping mRNA and 

the traits; blood donor group (BDg), sex, body mass smoking (current vs never smokers) and 

physical activity (low vs high activity).  
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Figure 4: Volcano plots showing differential expression in log2fold change on the x-axis and 

adjusted p-values from the associations in -log10 on the y-axis for all sncRNAs associated to sex, 

smoking, body mass and physical activity. Associations without age as co-variable are shown in 

red and associations adjusted for age are shown in blue. 

 

Figure 5: Differential sncRNA expression in never vs current smokers relative to never vs former 

smokers suggesting smoking related sncRNA expression that persist after smoking cessation 
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(upper right corner) and sncRNA expression that revert to never smoking levels (lower right 

corner). The -log10 p-value are shown for smoking associations on in current smokers vs never 

smokers (x-axis) and the former smoker vs never smokers (y-axis). -log10 p-values >2 in both 

analyses are marked in red, signifying associations both in current and former smokers. -log10 p-

values >2 in current, but not in former smokers are marked in blue, signifying associations in 

current smokers and not in former smokers. Associations with expression differences more than 

+/-0.5 in both analyses are marked with a cross, all other relationships are marked with a dot. 

The analyses were done for miRNAs, isomiRs, tRNAs, tRNA fragments, piRNAs, lncRNAs, 

miscRNAs, snRNAs and mRNA fragments.  
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Figure 6: The top 3 smoking associated miRNAs relative to smoking status and dose. 

A) Boxplot of variance stabilized RNA counts in never former and current smokers of the top 

three miRNA with lowest p-values. B) Boxplots of variance stabilized RNA counts relative to 

the number of cigarettes smoked per day. 
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