
Supplementary tables 

Table S1. Experimental organisms 

Experimental organisms Source Identifier 

Col-0 n/a n/a 

Ws n/a n/a 

Ler n/a n/a 

pif4-101 (1) n/a 

pif5 (pil6-1) (2) n/a 

pif7-1 (3) n/a 

pif4-101/pif5 (aka pil6-1) (1) n/a 

pif4-101/pif5 (aka pil6-1)/ pif7-1 (4) n/a 

abaQ (pyr1-1/pyl1-1/pyl2-1/pyl4-1) (5) n/a 

snrk2.2/snrk2.3 (6) n/a 

arebQ (areb1/ areb2/ abf3/ abf1-1) (7) n/a 

abi5-1 (8) n/a 

gsk3-triple (bin2-3bil1-1bil2-1) (9) n/a 

bsk5 NASC (characterised in (10)) SALK_051739C / N679661 

aba2-1 (11) n/a 

aba3-1 (11) n/a 

della global (gai-t6/ rga-t2/ rgl1-1/ 
rgl2-1/ rgl3-4) (12) n/a 

rem4.1-1 NASC (characterised in (13)) SALK_063269C /N662714 

rem4.2-1 NASC (characterised in (13)) SALK_119462 /N619462 

rem4.1-1/ rem2.4-1 (13) n/a 

pPIL1:LUC (14) n/a 

pIAA19:LUC New line n/a 

pDR5V2:GUS New line n/a 

Tomato- S.lycopersicum var. 
“Moneymaker” Intratuin NL EAN# 8717263349600 

Tobacco- N. benthamiana n/a n/a 
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Table S2- Oligonucleotides  

Cloning     

Frament: Forward Reverse 

IAA19 
promoter CACCGCGTCCGCTAAACACTCGTGC 

CCTCTCACAATTTGATACAATTATGAAATGA
GAAC 

NotI-GUS-
SacI 

TTTTGCGGCCGCATGGTCCGTCCTGTAG
AAAC CCCCGAGCTCTCATTGTTTGCCTCCCTG 

      

qPCR     

Gene: Forward Reverse 

AT1613320 GTAGGACCGGAGCCAACTAG ACAGGGAAGAATGTGCTGGA 

BSK5 CGAGCTGCTACTTGTGGATT AGGCCAAGCGGATCTATTGA 

 

 


