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Figure 3. Molecular and spatial diversity of the astroependymal cells in the CNS. (A) Subtree describing the hierarchy of astroependy-
mal cell types. (B) Schematic sagittal section showing the location of astroependymal cells. (C-E) gt-SNE embedding of all cells from the 
relevant clusters colored by cluster identity (C), tissue of origin (D) and patterning transcription factors (E). (F) Validation of spatial distri-
bution of astrocytes cell types using multiplex in-situ hybridization (RNAscope). Images from three consecutive sections were aligned and 
overlaid (see Methods) to generate a composite with dots representing cells (upper panel). Below, high-magni�cation images showing 
details of spatial location. (G) Gene expression of selected markers shown on the gt-SNE layout.
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