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Single cell correlations
(single-molecule RNA FISH)

Bulk RNA seq correlations
(MemorySeq)

MemorySeq RNA sequencing clones

SERPINB2 21.9 9.3 0.20.3
MMP1 169.4 123.1 5.81.8
EGFR 3.2 2.5 0.20.3
NGFR 148.1 99.5 49.61.1

...all heritable
genes
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Correlation heatmap of heritable genes

Single-cell correlation 
MMP1 vs. SERPINB2
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ED Sort EGFR 
and NGFR
High/Mix

HighMix
RNA sequencing

KEGG pathway:
RIG-I-like receptor signaling pathway
herpes simplex infection

GO Biological Process:
response to virus
defense response to virus
type I interferon signaling pathway
cellular response to type I interferon
innate immune response
detection of virus

KEGG pathway:
focal adhesion
PI3K-Akt signaling pathway
ECM-receptor interaction
pathways in cancer

GO Biological Process:
anatomical structure morphogenesis
response to wounding
cell morphogenesis involved in differentiation
regulation of locomotion
regulation of multicellular organismal process
tissue development
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