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Fig. 3. Spatiotemporal dynamics of gene expression during disease progression in ALS. (A)
Biclustering of the mouse SGEMs reveals spatially and temporally co-expressed genes. The
dashed vertical purple line in the dendrogram denotes the break. The identifiers given to the co-
expression modules are listed. (B) Average spatiotemporal expression dynamics of genes in co-
expression modules 8 and 11 are visualized. (C) Hierarchical clustering of the genes of co-
expression module 8 using independent gene expression data of mouse CNS cell types. The
dashed vertical purple line in the dendrogram denotes the break. The identifiers given to the co-
expression submodules having at least 10 genes are listed on right of the dendrogram. Selected
genes of interest are highlighted on right. (D) Analysis of enriched KEGG pathways among the
genes of the submodules depicted in (C) (one-tailed Fisher’s exact test with Benjamini-Hochberg

correction, FDR < 0.1).
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Fig. 4. Spatiotemporal transcriptome of human post-mortem spinal cord tissue from ALS
patients. (A) The posterior difference distributions of the ventral horn coefficients of ACHE per
patient (D1-D4) are visualized. The differences are calculated between the distal and proximal

5  regions with respect to the onset location. (B) Spatial mRNA expression of ACHE in human
post-mortem lumbar spinal cord and cervical spinal cord tissue sections are visualized. (C)
Average spatiotemporal expression dynamics of the genes of the human co-expression modules

3,25, and 27 are visualized.
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