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Figure 3: (Continued from preceding page.) B: Proportions of proteins with
known GO slim biological role. For all three species, “known” proteins have
annotation to at least one term from the GO slim set (see A), and “unknown”
proteins do not. Because the human proteome includes some proteins that lack
annotation in the GO database, the proportions of unannotated proteins that we
found to be known (i.e. annotatable) and unknown are indicated separately. All
protein datasets exclude dubious proteins and transposons. Analysis was per-
formed using GOTermFinder [31], with GO data from 25/09/2018 and the GO
slim created as described in A. Input protein lists are available in Supplemen-
tary tables S2 (S. pombe), S3 (S. cerevisiae), and S4 (human). GOTermFinder
output is available in Supplementary tables S5 (S. pombe), S6 (S. cerevisiae),
and S7 (human).
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