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Highlights
•

Lithocholic acid suppresses IFNγ production by CD4 T cells.

•

Lithocholic acid suppresses STAT1 and IRF1 expression by activated CD4 T cells.

•

Lithocholic acid suppresses AhR in a comparable manner to calcitriol.
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Abstract
Vitamin D is a well-known micronutrient that modulates immune responses by epigenetic and
transcriptional regulation of target genes, such as inflammatory cytokines. Our group recently
demonstrated that the most active form of vitamin D, calcitriol, reduces expression of a
transcription factor known as the aryl hydrocarbon receptor (AhR) and inhibits differentiation of
a pro-inflammatory T cell subset, Th9. Lithocholic acid (LCA), a secondary bile acid produced
by commensal bacteria, is known to bind to and activate the vitamin D receptor (VDR) in a
manner comparable to calcitriol. In this study, Naïve CD4 T cells were isolated from healthy
human umbilical mononuclear cells and were stimulated in the presence or absence of LCA. We
determined the effect of LCA on human cord blood T cell activation by measuring IFN-γ
production and protein expression of IFN-γ receptor-mediated signaling molecules. We found
that LCA reduces production of IFN-γ and decreases phosphorylation of STAT1 as well as
expression of AhR, STAT1, and IRF1 by activated human cord blood CD4 T cells.
LCA inhibits expression of IFN-g and reduces its receptor signaling molecules.
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1.1 Introduction
Vitamin D deficiencies are correlated with multiple diseases, such as autoimmune disorders,
hypocalcemia, and inflammatory disorders [1]. Activation of the vitamin D receptor (VDR) leads
to up- or down-regulation of more than two-hundred genes [2]. Our recent study demonstrated
that calcitriol, the most active vitamin D derivative, suppresses the expression of the aryl
hydrocarbon receptor (AhR) by activated T cells and inhibits Th9 differentiation [3]. AhR plays
pivotal roles in differentiating multiple T cell subsets and producing cytokines such as TNF-α
and IFN-γ [4]. Together, these data illustrate AhR as a significant target for vitamin D to
modulate the immune system.
Lithocholic acid (LCA) is a secondary bile acid metabolized by intestinal bacteria and activates
VDR in a manner comparable to calcitriol [5-7]. The crystal structure of the LCA/VDR complex
demonstrated that LCA and calcitriol bind the same ligand binding region of the VDR [8]. LCA
is generated via 7α-dehydroxylation of the primary bile acid chenodeoxycholic acid (CDCA). To
produce LCA, bacteria must express genes under the bai (bile acid inducible) operon. Among
the bacteria in the human gut microbiome, Eubacterium and Clostridium genera express the bai
operon [9]. Based on these data, we hypothesize that LCA functions as a bacteria-derived
immunomodulatory factor that inhibits T cell activation in a manner similar to calcitriol in
humans. We were particularly interested in the effect of LCA on perinatal T cells since
commensal bacteria swiftly colonize newborn intestinal tracts and establish homeostasis with the
host immune system [10]. Here we report the effect of LCA on activation of T cells from human
umbilical cord blood.
1.2 Materials and Methods
1.2.1 Cell Culture
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Naïve CD4 T cells were harvested from whole cord blood. Blood collection was performed with
IRB approval (Loyola University Chicago (IRB# 203678081012)). Umbilical cord blood was
collected at Loyola Gottlieb Memorial Hospital from de-identified donors that met our collection
criteria (exclusion criteria: evidence of active malignancies, use of medications that affect the
immune system (such as glucocorticoids and immunosuppressants), uncontrolled hyper- or
hypothyroidism, presence of an autoimmune disease, and/or presence of an active infection).
Naïve CD4 T cells were obtained via negative selection using an EasySep™ Human Naïve CD4+
T Cell Enrichment Kit (Stem Cell Technologies, Vancouver, BC, Canada). All samples
maintained at or above a 90% purity rating (not shown). Cells were treated once at the time of
stimulation with calcitriol (10 nM; Sigma-Aldrich, St. Louis, MO) or lithocholic acid (10µM;
Sigma-Aldrich), and plated on non-treated CytoOne 48 or 96 well plates (USA Scientific, Ocala,
FL) that were coated with anti-CD3 (OKT3; 5µg/ml; BioLegend, San Diego, CA) and anti-CD28
(28.2; 5µg/ml; BioLegend) for cell stimulation. Control cells were treated with dimethyl
sulfoxide (DMSO) since calcitriol and LCA were reconstituted in DMSO.
1.2.2 Western blot
Equal numbers of cells (1.0x106 cells/100µl) were lysed in SDS sample buffer (2% SDS,
125mM DTT, 10% glycerol, 62.5mM Tris-HCl (pH 6.8)) and proteins were subjected to Western
blot analysis using the following antibodies: anti-AhR (Santa Cruz Biotechnology, Santa Cruz,
CA), anti-STAT1 (Cell Signaling Technology (CST), Danvers, MA), anti-pSTAT1 (CST), antiIRF1 (CST), and anti-β-actin antibodies (Sigma-Aldrich). Signals were detected with the ECL
system (GE Healthcare, Piscataway, NJ). The relative intensity of each band was determined by
ImageJ software (National Institutes of Health) after normalization using β-actin as the control.
1.2.3 Cytokine expression
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Cell supernatants were harvested five days post-treatment. Supernatants were analyzed for
expression of T cell cytokines using the LEGENDplex Human Th cytokine panel (BioLegend)
according to manufacturer’s instructions on a BD FACS CANTO II Flow cytometer (BD
Biosciences, San Jose, CA). The minimum detectable concentration of this assay for both IFN-γ
and TNF-α is 1.0 pg/ml. Intra-assay CVs for IFN-γ and TNF-α are 10% and 9%, respectively.
Inter-assay CVs for IFN-γ and TNF-α are 12% and 8%, respectively.
1.2.4 Statistics
Statistical analysis was performed using GraphPad Prism software (GraphPad Software, CA).
One-way ANOVA with Tukey’s posttest for multiple comparisons was used to compare cytokine
concentrations.
1.3 Results
1.3.1 The effects of LCA on cytokine expression
Previous reports demonstrated that calcitriol reduces the ability of adult human T cells to
produce the inflammatory cytokine IFN-γ [11]. Thus, since LCA binds and activates the VDR,
we hypothesized that perinatal T cells treated with LCA would also yield a reduction in the
production of IFN-γ. To test this, we stimulated naïve CD4 T cells from human cord blood in the
presence or absence of either calcitriol or LCA for five days. We harvested the culture
supernatant and assessed the production of cytokines by a multiplex cytokine assay system (Fig.
1a). As predicted, treatment of T cells with calcitriol or LCA significantly reduced IFN-γ
expression, but we did not see a significant change in TNF-α, another Th1 like cytokine.
1.3.2 LCA mediated reduction of AhR
Our previous work showed that calcitriol reduces expression of the aryl hydrocarbon receptor
(AhR) [3]. AhR plays a pivotal role in the differentiation of multiple CD4 T cell subsets
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including Th17, Th9, and Tregs [12]. If LCA treatment functions in a manner similar to
calcitriol, then we predict that LCA also reduces protein expression of AhR. When we cultured
naïve CD4 T cells in the presence or absence of LCA for 3 days, LCA reduced AhR expression
in a dose-dependent manner at a level comparable to calcitriol, as expected (Fig 1b).
The data above demonstrated that LCA is a potent inhibitor of IFN-γ and AhR expression by
naïve CD4 T cells. When activated, the IFN-γ receptor induces phosphorylation of STAT1.
Phosphorylated STAT1 (phospho-STAT1) forms either as a homodimer, acts as a gammaactivating factor (GAF), or heterodimerizes with STAT2 [13]. Dimerized STAT1 translocates to
the nucleus and upregulates transcription of IFN-γ stimulated genes such as irf1 (interferon
regulatory factor 1).
1.3.3 The impact of LCA on IFN-γ receptor-mediated signaling
Since LCA reduced IFN-γ production by naïve CD4 T cells, we hypothesized that the STAT1IRF1 signaling pathway is also inhibited by LCA. As anticipated, we observed a substantial
reduction in phosphorylation of STAT1 and expression of IRF-1 in T cells stimulated in the
presence of calcitriol or LCA in a dose-dependent manner (Fig. 1c). We also observed a
reduction in STAT1 expression. IFN-γ mediates a positive feedback loop in T cells by inducing
expression of the signaling molecules that function downstream of the IFN-γ receptor, including
STAT1. Thus, LCA may be able to directly suppress STAT1 and IRF-1 or this may be an
indirect effect through the decrease of IFN-γ.
1.4 Discussion
1.4.1 LCA potentially reduces Th1 phenotype, may play an immunomodulatory role in the
gut
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Accumulating evidence suggests that there is a causative link between the gut microbiome and
the intestinal innate and adaptive immune systems [14-16]. One of the key functions of the
microbiome in immune homeostasis is to produce factors, such as short-chain fatty acids
(SCFAs), that can modulate immune responses [17]. SCFAs stimulate cells to secrete
antimicrobial peptides, reinforce the intestinal barrier, and stimulate the innate immunity to skew
T cell responses. SCFAs also promote the expansion of regulatory T cells [18-20]. Our data
shows that LCA is another factor produced by commensal bacteria that is immunomodulatory by
inhibiting production of IFN-g and its receptor signaling. Furthermore, IRF-1 is known to
upregulate the expression of the IL-12 receptor, which can promote Th1 differentiation [21]. Our
results demonstrate that LCA might inhibit T cell differentiation toward Th1 by reducing IRF-1.
This positively correlates to our data that shows the Th1 cytokine, IFN-γ, is reduced. In addition,
butyrate, an immunoregulatory SCFA, induces expression of the VDR [22]. An increase in VDR
expression could enhance the reactivity of T cells to vitamin D as well as to LCA. Together,
SCFAs and LCA could cooperatively suppress immune responses in the human intestinal
environment by changing the development of effector and regulatory T cells.
1.4.2 Further need for studying LCA signaling in humans
This study was completed entirely in vitro using human umbilical cord blood. Our lab has found
that multiple T cell responses are inconsistent between human and mouse T cells (not shown).
Due to this, we found it more physiologically relevant to present this data using human donors,
rather than a mouse model. It should be noted that LCA has a toxic effect on human tissues [14].
However, it has been reported that activation of VDR by LCA leads to the production of
cytochrome 450 enzymes and subsequent detoxification of LCA [23]. This could be a natural
protective mechanism against the toxicity of LCA. Due to the fact that LCA can interact with the
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VDR, and our findings above that LCA reduces the Th1 phenotype, LCA may reduce gut
inflammation, but the concentration must stay within healthy physiological levels or it could be
detrimental to the host. These dichotomies of the pro- and anti-inflammatory effects of LCA
calls for further investigation of the impact of LCA on the immune system.
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Figure 1: Effect of LCA on human umbilical cord blood CD4 T cells
Effect of LCA and calcitriol on (a) IFN-γ production; (b) AhR expression; and (c) STAT1,
pSTAT1, and IRF1 expression. Human CD4 T cells from cord blood were stimulated by platebound anti-CD3/anti-CD28 antibodies and (a) supernatants were harvested five days posttreatment or (b and c) lysates were harvested 3 days post treatment. Stimulation was performed
with treatment of DMSO, 10nM calcitriol, or 10µM LCA; 1nM calcitriol and 1uM LCA treated
samples were also collected for lysates. Each cytokine level was determined by LEGENDplex
cytokine bead array. Each symbol represents a different donor, N=3. Statistical significance was
calculated using one-way ANOVA (**p<0.01; ***p<0.001; ****p<0.0001). Protein expression
for (b and c) was semi-quantitatively determined by Image-J software analysis of western blot
membranes. Western blot data is representative of two donor samples.

11

bioRxiv preprint doi: https://doi.org/10.1101/491241; this version posted December 9, 2018. The copyright holder for this preprint (which was
not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission.

C

LCA

1nM 10nM 1μM 10μM

calcitriol

LCA

calc

itrio

l

SO
DM

timu

late

d

LCA

calc

itrio

l

SO
DM

uns

calcitriol

DMSO

B

DMSO

uns

timu

late

d

A

LCA

1nM 10nM 1μM 10μM

AhR
1.0

0.7

0.6

0.9

0.8

STAT1
1.0

0.9

0.5 0.7

0.5

β-actin

pSTAT1
1.0

0.5

0.3 0.8

0.4

IRF1
1.0

0.9

0.8 0.7

0.4

β-actin

