
Supplementary Figure 1. Nucleotide sequence alignments of genes used for genotyping or that commonly contain mutations. 
Sequences are shown in the orientation present in the genome, with gaps introduced by alignment depicted by hyphens. 
Sequence names are from Supplementary Table 1 or GenBank. 
Genotype names are highlighted in green. 
 

A – RL5A 
 
Initiation codons (the first and, where present, second ATG codons) and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes) or red, gold or purple font (identifying G1 variants). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts (the C-tract towards the right end of the alignment is not included). 
The scattered locations of second ATG codons suggests that the true initiation codon for all genotypes is the first one. If this is the case, many more strains are mutated because of frameshifts in the C-tract, perhaps indicating that RL5A is essentially a nonfunctional gene that is in the process of being lost. 
 
BE/46/2011 G2       ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTAGAAGCCAT 
HAN22               ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAAATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAATCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HAN23               ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAAATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAATCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/40/2011          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTTTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTATCCCTGGGAGCCAT 
BE/30/2010          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTTTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTATCCCTGGGAGCCAT 
BE/31/2010          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/34/2011          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/16/2012          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/30/2011          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/15/2012          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
U8                  ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/3/2012           ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/3/2011           ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/21/2011          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HANRTR2             ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/7/2012           ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCACAAAAGTAGGCACGCTGCCAATACCCCCCCCCC---------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/26/2010          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCCC--------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HAN31               ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
PAV25               ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/2/2011           ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/7/2011           ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
PAV18               ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAAAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HAN21               ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAAAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HANSCTR1A           ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAAAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCC----------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/11/2012          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCCCCCCCCCCCACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/32/2011          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAATCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCCCC-------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/31/2011          ------TTATTTCACAACTACAAACCATGTACCAACATCCTCTGGACCATTATCAAACCTTCTCCTCAAATCATATGATCCTTCATGTTTAGTTGACACGTTACAAAATCCCAAACTGCTGTGAGTACAGTTACAGATGCCTGTCAAACCCGAATCCGACACCGTATAATTGTTCGTACCCACGACATTACACACGGTTACGTCAGAACCAGTGCCGTTAAAGAATGTCCACGTTGAATTCAACTTAGTATTTAAGGTTGCACTTCTACCAGACGTCATGTCTACACGATGAAAACCCTCAATAACATGGCAGAGTCCCAAAAGTAGGCACGCTGCCAATACCCCCCCCCCCC-------ACCCAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/17/2011 G4       CTACGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGTTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACGGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCAATCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCC------------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
JER5550             CTACGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGTTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACGGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HAN28               CTACGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGTTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACGGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HAN39               CTACGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGTTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACGGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
HAN38               CTATGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGCTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACAGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/33/2010          CTATGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGTTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACAGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCGACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
UK/Lon1             CTATGATGAACTCACAGAGACCAACCATGTCTCTTTAATTTCACTCGGACCGTTACCGTTTTTCCAAGTCAGATCGTAACCTCCTTCGTTTCCAGACGTAACGTTACACAGCGTCAGATGCACATGACTGCAATTGCACACGCCACCGACCGATCCCAACGTAACATTGTTAACGCCTGTCACAGTACAAACCGTAGTTTCATTATGCTTAGTTCCATCCGTAAGCGTCCAAGTTGACGTAAGACCATAATTTAGATTTGTATTTCCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAGTGCCAAAATGAGGCACGTTATTAGTCCCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCGAGTAGCCCTGGGAGCCAT 
BE/43/2011 G3       CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCAT--------------------------------------------TTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCC------------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/38/2011          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCC-------------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
Pat_A               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCC-------------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
UKNEQAS2            CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCC------------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/37/2011          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCC------------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
NAN1LA              CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCC------------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HAN12               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCCC-----------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HAN15               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCCC-----------CCCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
PAV24               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCCC-----------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/6/2012           CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCCCCCACCC-----ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
CZ/2/2013           CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCAATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCC----------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/5/2010           CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCC----------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/12/2011          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCCCC----------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
Pat_F               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGCCCCCCCCCCC----------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/36/2011          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HANSCTR11B          CTACGATTGACCAACAGAGACCAATCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/19/2011          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAATCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HAN25               ------TTAACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/14/2010          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/11/2011          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
PAV32               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HANSCTR10           CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCC---------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/14/2012          CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCCC--------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HAN36               ------TTAACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCCC--------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HAN17               CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCCC--------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HANRTR8             CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCCC--------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
JER2282             CTACGATTGACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGACTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAGCCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCCCAC------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
TB40/E              ------TTAACCAACAGAGACCAACCATGTCTCTTTAACCTCGCTTGGGCCGCTACCGTCTTTCCAAACCAGATCGTAACCTCCTTCATTTACAGACGTAACGTTACACAGCGTTAAATGCACATGGCTGCAATTACATATGCCACCGACCGATCCCAACGTAAAATTGTTTACGCCTGTCACGGTACAAACCGTGGTCTCATTATGTTTAGTTCCATCCGTAAGCTTCCAAGTTGACGTAAGATCGTGTTTTAGATTTGTATTTTCACCAACCTTTATACTAGAACTTTTAAAACTTTCAACTTCAAGGCATAATGCCAAAATTAAGCACGTTATTAGTCCCCCCCCCCCCCC------ACCGAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/48/2011 G5       ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCATCCCATCTTTTCCACTCGGTGGAAAACCGATCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTTTGGGAGCCAT 
NL/Rot4             ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCATCCCATCTTTTCCACTCGGTGGAAAACCGATCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTTTGGGAGCCAT 
BE/35/2011          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTTTGGGAGCCAT 
BE/19/2010          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTAGGAGCCAT 
PAV6                ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/18/2011          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/27/2011          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/23/2011          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN27               ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER3230             ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/33/2011          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NAN2LA              ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV26               ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/5/2012           ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAGCCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
UK/Lon6             ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAGCCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/39/2011          ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCATCCCATCTTTTCCACTCGGTGGAAAACCGATCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCACC------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTTTGGGAGCCAT 
JER4053             ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCATCCCATCTTTTCCACTCGGTGGAAAACCGATCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTTTGGGAGCCAT 
JER1289             ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCATCCCATCTTTTCCACTCGGTGGAAAACCGATCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTTTGGGAGCCAT 
2CEN15              ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAGCCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
TR                  ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAGCCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
W                   ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAGCCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN20               ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCACCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER1070             ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/6/2011           ------TTAAGAAACCGAAACCACCCATAGTTCACCATCCTCTTCATCATTCAACCGATGACCCACTCCGTACAACGACTCAGTCTGCTTCGTCATATTGCAAAGCACAAGCGACGTATGTGAACAACTTGAAACACAGACTGTGTTATTAATGACCGTTGTACCATTACTAGTCACATTGCATAAAGATCCTCCGCCGTCGTCCCATCTTTTCCACTCGGTGGAAAACCGGTCGCTATCATCAACTATGGTGAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATTCATACCTTGGATTCCATTATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
DB G6               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/26/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCC----------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HANSCTR13           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCTATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/41/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTCATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTAGGAGCCAT 
PH                  ------TTAAGAAACCGAAACTCTCCACATTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
NL/Rot1             ------TTAAGAAACCGAAACTCTCCACATTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
PAV7                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCGTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/10/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/20/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/9/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
UK/Lon9             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
UK/Lon2             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCC---------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
JHC                 ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCTATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/10/2012          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAATCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/22/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
CINCY               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HANRTR6             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCC--------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
HANSCTR12           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCTATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTTCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCCC-------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
3157                ------TTAAGAAACCGAAACTCTCCACATTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCCC-------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
Pat_E               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCATCGTTATCCCATCTTTTCCATTCAGTGGAAAACCGGCCGCTATCATCAACTATAGTAAGATTTCCACCCTGCGTGGTATTCAGTTTCTTCATATCCATACCCTGGATTCCATCATTAAACCCCAATATTAAGCACGTTATTAGTACCCCCCCCCCCC-------ACCAAGGAATGTGACTGGACCGGTTCTTAGCAGCTTTGGGAGCCAT 
BE/11/2010 G1       ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATCCAACCGATGACCCACTCCGTACAACGAATCGGTCTGCTGCGTCATATTGCAAAACACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGCGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATTTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTATCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
UKNEQAS1            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGCGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATTTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTATCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
UK/Lon7             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGCGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATTTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTATCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/6/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/42/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
HANSCTR1B           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
PAV4                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCAATAAAAAACCATCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
HANChild2&3         ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
Pat_D               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/17/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
JER5268             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
PAV20               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/32/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/2/2013           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATAAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/13/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTAGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/27/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
2CEN5               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/3/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
HAN29               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/2/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/12/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/29/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/28/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
BE/20/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
HANChild1           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
PRA6                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC-----------CGAGCGTTGTACCATTACTAGTCACATTGCATACAGACCTTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGTAGCTTTGGGAGCCAT 
HAN                 ------TTAAGAAACCGAAACTCTCCACAGTTCAC---CATCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAAC--AGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCATCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCACCAACTATGGTAAGATTTTAACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/29/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCAC---CATCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGATAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/1/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGCCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTTGACCCTGCGAGGT-TTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NANU                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCAACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTTGACCCTGCGAGGT-TTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER4755             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTTGACCCTGCGAGGT-TTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
U4                  ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTTGACCCTGCGAGGT-TTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Pat_K               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCGGTCTGCTGCATCATATTGCAAAGCATAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGCTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAAACCATCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/8/2011           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTAT------------------------TGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAACAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NL/Rot5             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAACACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTATACCATTACTAGTCACATTGCATAGAGACCATCCACTGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGAAGCCAT 
BE/25/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER5409             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER4041             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER851              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV5                ------TTAAGAAACCGAAACTCTCCACAGT---TCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Pat_C               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAAC--TTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/4/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC--TGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV16               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC--TGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JP                  ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC--TGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/44/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC--TGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN19               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC--TGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PRA7                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGAC--TGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN11               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCATCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCACCAACTATGGTAAGATTTTAACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NL/Rot6             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACGGACTGTGGTATTAACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANRTR5             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANSCTR9            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTAACATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
UK/Lon8             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACAGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCAGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN1                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGCGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN16               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCATACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACCGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/28/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCATACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACCGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NL/Rot3             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCATACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACCGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
UK/Lon5             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCATACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACCGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANSCTR11A          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCATACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACCGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/2/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGCGGTATTACCGAGCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN40               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGCGGTATTACCGAGCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/12/2012          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGCGGTATTACCGAGCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
2CEN30              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCCGGGAGCCAT 
PRA2                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCCGGGAGCCAT 
BE/15/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN8                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN34               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER4035             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/8/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER5695             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
CZ/2/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/5/2011           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGAATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
CZ/1/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCATCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/24/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCATCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/14/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCATCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/9/2011           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCATCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANRTR1A            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCATCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/1/2011           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCCTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/9/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCCTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/8/2010           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCCTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN32               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV8                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/24/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN3                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/45/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
CZ/3/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
3301                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/13/2012          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
UK/Lon4             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PRA8                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Pat_G               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PRA1                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/18/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGACTGTGGTATTACCGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCCTCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGCACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/4/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCCTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGTGTCACATTGCAAACTACTAGCGACGTATGCGAACAACTTGAAACACGGGCTGTTGTATTGACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCATCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCAACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Toledo              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGTGTCACACTGCAAACTACTAGCGACGTATGCAAACAACTTGAAACACGGGCTGTTGTATTGACGACCGTTGTACCATTACTAGTCACATTGCATAGAGACCATCCACCGTCATCCCATCTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCCACCC--------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NL/Rot2             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGA----------------------------------------------------------------------------------------------------------------AAAACCGTCTTCTATCATCAACTATGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACCTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/13/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCCTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGTGTCACATTGCAAACTACTAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCATCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCCCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGAACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN33               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCCTCTTCGTTATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGTGTCACATTGCAAACTACTAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTCTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGAACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER3855             ------TTAAGAAACCGAAACTCTCGTCA--------------------------------------------------------------------------------------------------------------------------------------------------------------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
AD169               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCGGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTTATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANSCTR2            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV23               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/49/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/21/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN13               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV12               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV1                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV21               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER2002             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Davis               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV31               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCA-----------------CCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAATACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER4559             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATA----CTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCAACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/15/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGTAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTATCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Pat_H               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCAACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
U11                 ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCACCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PAV11               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
VR1814              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN30               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Merlin              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
CZ/1/2013           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/23/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NL/Rot7             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
UK/Lon3             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANChild4           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PRA4                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANRTR1B            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAATACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
2CEN2               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/16/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN2                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER893              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
CZ/1/2011           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/10/2010          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PRA3                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
PRA5                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANRTR10            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANRTR4             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANSCTR8            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANRTR9             ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGACGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/22/2011          ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
AF1                 ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/1/2012           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HAN24               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
BE/4/2011           ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
Towne               ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
6397                ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
JER847              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
NAN4LA              ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 
HANSCTR4            ------TTAAGAAACCGAAACTCTCCACAGTTCACCATCTTCTTCGTCATTCAACCGATGACCCACTCCGTACAACGAATCAGTCTGCTGCGTCATATTGCAAAGCACAAGCGACGTATGCGAACAACTTGAAACACAGGCTGTTGTATTGATGACCGTTGTACCATTATTAGTCACATCGTATAGAGACTCTCCACCGTCATCCCATGTTTCCCACCCGATGGAAAACCGTCTTCTATCATCAACTGTGGTAAGATTTCGACCCTGCGAGGTATTCAGTTTCCTCATATCCATAACCTGGATTTTATCATTAAACCCCAATATTAAACACTTTTTTAGTACCCCCCACCC---------ACCAAAAAATGTGACTGGACCGGTTCCTAGCAGCTCTGGGAGCCAT 

  



B – RL6 
 
Initiation codons (the first and, where present, second ATG codons) and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes) or red font (identifying a common recombinant, with the region of recombination highlighted in grey). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts (the C-tract towards the right end of the alignment is not included). The great majority of the gene is absent from G5. 
The scattered locations of second ATG codons suggests that the true initiation codon for all genotypes is the first one. If this is the case, many more strains are mutated because of frameshifts in the C-tract, perhaps indicating that RL6 is essentially a nonfunctional gene that is in the process of being lost. 
 
BE/29/2010 G1       TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAATTCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCCATGCGTAATGGTCAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCCCCACACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN3                TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTGACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTTAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
NL/Rot52            TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTGACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTTAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/1/2011           TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATCACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/9/2012           TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATCACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/8/2010           TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATCACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/8/2011           TTAGCTGACTTCCAAATGCCACACATCACCACTGTATTCATCCATATTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAGATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCACTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCGAACCGGTTCTTTCCCGTTATAGCCAT 
HAN1                TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCTCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCATTACTATTCACAGTAACATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTCCCCGTTATAGCCAT 
HAN30               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
Merlin              TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
CZ/1/2013           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/23/2010          TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
NL/Rot7             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
UK/Lon3             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HANChild4           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PRA4                TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HANRTR1B            TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
Toledo              TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCCATGCGTAATGGTCAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
CZ/3/2012           TTAGCTAACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
3301                TTAGCTAACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/13/2012          TTAGCTAACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV5                TTAGCTAACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PRA8                TTAGCTAACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN32               TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV8                TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/18/2010          TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/24/2010          TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
2CEN30              TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
UK/Lon4             TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PRA1                TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PRA2                TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV23               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
DB                  TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
AD169               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/10/2010          TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN8                TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER4035             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/8/2012           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
CZ/2/2012           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
VR1814              TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HANSCTR9            TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/49/2011          TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HAN34               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAAGCACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
Pat_G               TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV11               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACCATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTCCCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
Pat_K               TTAGCTGACTTCCAAGTACCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAGATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JP                  TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/2/2010           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV12               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER5409             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER4041             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER851              TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
UK/Lon8             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HANRTR5             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PRA7                TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN19               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCACTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
Pat_C               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCCAC--ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/4/2010           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV16               TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/44/2011          TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/15/2010          TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/5/2011           TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/25/2010          TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
NL/Rot3             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER5695             TTAGCTGACTTCCAAGTGCCACACATCACCACTGTATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTCCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/45/2011          TTACTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAAAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTTTCCACTTAGTTGTCAATGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGGCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGTACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN16               TTACTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATTCAACGTATTATGACCACAGTTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTCTCCACTTGGTTGTCAATGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGTACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/28/2011          TTACTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATTCAACGTATTATGACCACAGTTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTCTCCACTTGGTTGTCAATGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGTACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HANSCTR11A          TTACTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATTCAACGTATTATGACCACAGTTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTTACCAAAAACGGTTCTCCACTTGGTTGTCAATGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGTACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/48/2011          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGTGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCC-------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/33/2011          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCT-------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
NAN2LA              TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCT-------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/19/2010          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAAATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCT-------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/18/2011          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/27/2011          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/6/2011           TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/23/2011          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
2CEN15              TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/5/2012           TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
TR                  TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN27               TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER3230             TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
UK/Lon6             TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER1289             TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGTGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
NL/Rot4             TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGTGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
W                   TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER1070             TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV26               TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
JER4053             TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGTGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN20               TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCC--------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
PAV6                TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTGGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGCGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/39/2011          TTATTTGACTTCCAAGTACCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGTGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/35/2011          TTATTTGACTTCCAAGTGCCACACATCACCACTATATTCATCCATGTTTTCACCGAACCAACGAGACAGATCGAAGAAGCCAGAATCTTCCGACTTTAAATTACATAAATCCAACGTATTATGACCACAGCTCGACACACAAATAGTTGCGTTACTATTCACAGTAGCATTACCTATACCCGTAACGTTGCACAACCACTGATCACCATTGTCACCAAAAACGGTTTTCCACTTAGTTGTCAACGGATCTTTCCTATGTGTAATGGTAAAATTACTACCAGTCGTCGCTTTTAGCTCATTACGAGTATTATCCGCATCCACATATATCAACGTCATAGCTAGGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/12/2012 G2       CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCT-----ATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCC---------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
Pat_H               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAGTTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATCCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
JER4755             CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAGCCAACGACCAAGGTCGACAACGCCATCGTCACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAGTTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATCCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAATACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
U4                  CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAGCCAACGACCAAGGTCGACAACGCCATCGTCACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAGTTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATCCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
AF1                 CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCAATTATTCACTAGAGGTGCATGTCTCCTTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCC-------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
NL/Rot2             CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACGACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCAACTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACGATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/1/2012           CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTAATCCATTATTCACTAGAGATGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCTCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
JER847              CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCAATTATTCACTAGAGGTGCATGTCTCCTTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
NAN4LA              CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCAATTATTCACTAGAGGTGCATGTCTCCTTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/4/2012           CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAAATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
JER4559             CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/15/2011          CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HAN24               CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
Towne               CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
6397                CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTCTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
CZ/1/2012           CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCGTCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGCCTCCCTGTCACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------CTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HANRTR1A            CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCGTCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGCCTCCCTGTCACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------CTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/24/2011          CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCGTCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGCCTCCCTGTCACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------CTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/14/2011          CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCGTCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGCCTCCCTGTCACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------CTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/9/2011           CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCGTCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGCCTCCCTGTCACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------CTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/1/2010           CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTCACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAGTTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATCCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/4/2011           CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTTACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
UK/Lon5             CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACTGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
NL/Rot6             CTAATTTTTAGTAGTCAAATACCATAACTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/22/2011          CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTT--GTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HAN40               CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HAN33               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAGAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACCTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HANSCTR4            CTAATTTTTAGTAGTCAAATACCATAATTCACCGCTGTACTCGTCTTTATTCTCTCCGAACCAACGACCAAGGTCGACAACGCCATCGTTACCCTTCGTGATATTGCACAGATCTAAAGATGTATGAGTACAATTCGTTACACAAACGCTTGATCCATTATTCACTAGAGGTGCATGTCTCCCTGTTACATTACATAACCATCCTTGATTCAGATGGCTCCATTTCGTAGTCATCGGGTCGTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/21/2010 G6       CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
NANU                CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
JER2002             CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
JER3855             CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
Davis               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
PAV31               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
HAN13               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
PAV1                CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
PAV21               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
HANSCTR2            CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTATTACCAC---------------TGGTAACTTCCACTCTATTAAAACCCGCACTTTCATGTATAAACACCGTTATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTATTTCCCATTATAGCCAT 
JER893 G6^2         CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACC---------------------AAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
PRA3                CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCC---------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HANRTR10            CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HANRTR4             CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
U11                 CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/13/2010          CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCGAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATCCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HAN2                CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACATATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
2CEN2               CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
CZ/1/2011           CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
PRA5                CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HANSCTR8            CTAATTTTTAGCAGTCAAATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/16/2010          CTAATTTTTAGCAGTCAGATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HANRTR9             CTAATTTTTAGCAGTCAGATACCATAATTCACCGCTGTACTCGTCTCTATTCTCTCCAAACCAACGACCAAGATCGACAACGCCGTCATTACCCTTCGTAATATTACACAAATCTAGAGACGTATGGGTACAATTCGTTACACAGACGCTTGATGCGTTATTCACTAAAGGTGCATGCCTCCCGGTTACATTACATAACCATCCTTTATCCCAATGGCTCCATCTAGTAGTCATCGGATCTTTTTTGTGTTCAATGGTTACATTGTCACCAC---------------TTTTAACCTCTACTTTATTGAAACCCGCACCTTCATGTATAAACACCGTCATGAAACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
BE/9/2010 G3        TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/41/2011          TTACTTAGTTACAATAAGGAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACAGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
NL/Rot1             TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAACCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
UK/Lon7             TTACTTAGTTACAATAAGAAACCAGGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANSCTR1B           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGCTAGCACTAACGGTTCTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PAV7                TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTATGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTGCCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTACACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
Pat_E               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTATGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGATATCATTTTTGCCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTACACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/10/2011          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/20/2011          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/10/2012          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
UK/Lon9             TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/26/2011          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACAACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANSCTR12           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATAATTTTTACCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN                 TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTATTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PH                  TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAACCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN11               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTGAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
JHC                 TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/6/2010           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCCC---ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/11/2010          TTACTTAGTTACAATAAGAAACCAGGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/20/2010          ----TTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAAGTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/28/2010          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATGAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/12/2010          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTTCACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PAV20               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/2/2013           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANChild1           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/22/2010          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTATGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTGCCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTACACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANRTR6             TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTATGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTGCCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTACACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
UK/Lon2             TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTATGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGATATCATTTTTGCCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTACACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
CINCY               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACATTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTCTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
3157                TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAACCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANSCTR13           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACACACGTCGGTATCATTTTTACCATCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCTGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANChild2&3         TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACGCTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCC-------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/17/2010          TTACTTAGTTACAATAAGAAACCAGGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGTGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCGAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
UKNEQAS1            TTACTTAGTTACAATAAGAAACCAGGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACATGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/42/2011          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGCTAGCACTAACGGTTCTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/13/2011          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/27/2010          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
2CEN5               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/3/2010           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN29               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/2/2012           TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/29/2011          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PAV4                TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PRA6                TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
Pat_D               TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACACTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
JER5268             TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACGCTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/32/2010          TTACTTAGTTACAATAAGAAACCAAGTATCCACTTGTTCAGGACCGTTATCAACTCTCCGCTTTAAATCATAAGATCCTTCGTTGCCTTGCGTTACGTTGCAAAACGTCAATCCTGTATGACTACAATTACACACACCGTGAATCGGCGGCGTTGCTAGCGTGTAATTCTTCGTCCCCTCCACGCTACATACGTCGGTATCATTTTTACCGTCAAAAAACGACCAAATCGTTTTCAGGTTAGCACTAACGGTTTTATCATCACCGG---------------------TCTTTACACGAACATTAGCCATTCCCTCGACTCCGTAATTCAACGTCAAAATTATACACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/38/2011 G5       TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
HAN12               TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
HAN15               TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/14/2012          TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/36/2011          TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
PAV24               TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
UKNEQAS2            TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/37/2011          TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/5/2010           TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/43/2011          TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/12/2011          TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
BE/6/2012           TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
NAN1LA              TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
Pat_A               TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCAAACTGGTTCTTCCCCGTTATAGTCAT 
Pat_F               TTACTTAGTTACAATAAGAAACCAGGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGTCAAACTGGTTCTTCCCCGTTATAGTCAT 
HAN36               TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
TB40/E              TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
HAN25               TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
BE/19/2011          TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
HAN17               TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
CZ/2/2013           TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
BE/11/2011          TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
PAV32               TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
HANRTR8             TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
HANSCTR11B          TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
HANSCTR10           TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAGTCAT 
BE/14/2010          TTACTTAGTTACAATAAGGAACCATGTATCCACT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGAATGTTGCCCAACTGGGTCTTCCCCGTTATAATCAT 
UK/Lon1 G7          TTAAGATTGTGAAACGACGGGAAACGATTCTCCCGGTTCTTCATAACCACCATACTTTGTTTCAACGCTATAAACACCTTCTTGTATTGACGTCAT-----------------ATGTATGATTACATGCACTGATACAAACAGTAATGTTTGACGCTACAACACCAGTACCATTAAACCGTACAGTACATAACACCGTATCGCCACTGTCGTCACTAGAACCACCTCCGATCTTTTTCCAGGTAGAATACACGTCAGGATTCCACGTTACTGTTCCAGTACTGTTCAGACGTATCGTAACTTCCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCCC----ATAATGGAATGTTGCCAAACCTGTTCTTTCCCGTTATAGCCAT 
BE/33/2010          TTAAGATTGTGAAACAACGGGAAACGATTCTCCCGGTTCTTCATAACCACCATACTTTGTTTCAACGCTATAAACACCTTCTTGTATTGACGTCAT-----------------ATGTATGATTACATGCACTGATACAAACAGTAATGTTTGACGCTACAACACCAGTACCATTAAACCGTACAGTACATAACACCGTATCGCCACTGTCGTCACTAGAACCACCTCCGATCTTTTTCCAGGTAGAATACACGTCAGGATTCCACGTTACTGTTCCAGTACTGTTCAGACGTATCTTAACTTCCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCC--------ATAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
HAN38               TTAAGATTGTGAAACAACGGGAAACGATTCTCCCGGTTCTTCATAACCACCATACTTTGTTTTAACGCTATAAACACCTTCTTGTATTGACGTCAT-----------------ATGTATGATTACATGCACTGATACAAACAGTAATGTTTGACGCTACAACACCAATATCATTAAACCGTACAGTACATAACACCGTATCGCCACTGTCGTCACTAGAACCACCTCCGATCTTTTTCCAGGTAGAATACACGTCAGGATTCCACGTTACTGTTCCAGTACTGTTCAGACGTATCTTAACTTCCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCC--------ATAATGGAATGTTGCCAAACCGGTTCTTTCCCGTTATAGCCAT 
BE/46/2011 G4       TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/3/2011           TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/30/2010          TTAAGATTGTAAAACAACGGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCGACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCCC----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
JER5550             TTAAGATTGTAGAACAACGGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCGACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTT--AGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN39               TTAAGATTGTAGAACAACGGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCGACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGAAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN22               TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN23               TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/2/2011           TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/7/2011           TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/31/2011          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/21/2011          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/7/2012           TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCC------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/40/2011          TTAAGATTGTAAAACAACGGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCGACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACA--GTTTCCGTTATAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PAV18               TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCGCCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCC--------ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
PAV25               TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATAC--TGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/17/2011          TTAAGATTGTAAAACAACGGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCCCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACCGGTTATTTCCCGTTATAGCCAT 
HAN28               TTAAGATTGTAGAACAACGGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCGACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN21               TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCGCCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGCTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTGTAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANSCTR1A           TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCGCCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HAN31               TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/16/2012          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/30/2011          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/15/2012          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/11/2012          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/26/2010          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/3/2012           TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCATTATAGCCAT 
BE/31/2010          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/32/2011          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
BE/34/2011          TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
U8                  TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 
HANRTR2             TTAAGATTGTAAAACAACAGGAAACGATTCTCCCGGTCCCTCGTAACCACCATACTCTGTTTCAACGCTATAAACACCTTCTTGCGTTGCCGTCATATTGCATATGGTTAACGATGTATGATTGCATGCACTGATACAAATAGTAATATTTGCTGCCACCACACCAGTCTCATTAAACCGTACTGTACATAACACCGTATCCACACTGTTTCCGTTAGAATCTCCCCCGACTTTTTTCCAAGTAGAATGTACGTCAGGGCTCCACGTTACAGTTCCATTTCCATTAACAGGAATTTTAACCTGCGTAAATCCATAAATACCGTGGTTCCACGTCAAAATTATGCACGCTATAAGTACCCCCCCCCC-----ACAATGGAATGCTGCCAAACTGGTTCTTTCCCGTTATAGCCAT 

  



C – RL12 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes) or red font (identifying a common recombinant, with the region of recombination highlighted in grey). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts. 
 
NL/Rot4 G1B         ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCACGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCNNNNNNNNNNNNNNNNNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/39/2011          ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCACGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/48/2011          ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCACGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HAN                 ATGTGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCCACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------GCATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACACTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAATATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGCATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAGTCACAAAGATGATACAACC---ACATCTACCAATCATTTATACCGCTACAACAATCATTCTAACACATCGCACGGCAGACACACTACGTGGACGTTAGCGTTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAAGACTAA 
BE/30/2010          ATGCGTACTCAACATCGACAGCGAAGCAAGTCATCATATACGCAGATAATATGCATGTTTATTATACTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATAACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAGTCACAAAGATGATACAACC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCGTTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/35/2011          ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGGAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTTATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
JER2002             ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAGCATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACACACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
PAV18               ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACACACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
PAV1                ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACACACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
PAV21               ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACACACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
HAN21               ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCCACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCCACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATAATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACACACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
BE/19/2010          ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCTACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATA---TAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
JER3855             ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAATCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCTACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGCAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCGGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
BE/31/2011          ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCTACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
BE/3/2011           ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCTACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
BE/21/2011          ATGCGTACTCAACATCGACGGCGAAGCAAGTCATCATATACGCAAATAATATGCATGTTTATTATATTTTGGATTCTGCAGAAAGGCAAGTGTAACAACACGAC---TGCTAATACTTCCATGTCTACAGCACTTACAAGCTTG---------ATACCTACTACACAACTGTCATCTACTTTAGAAACCACCGGAAT---GTCTACCACTACATTTACAT------CTTCCAC---------CAAT------------ACATCCACAGGATTCACCACAAATTCTGTAAAAAGCACAGATGGGAGCTCTACTATTTCTACCAGACCTATTCAAACATCTACAACCAACGCAACTGTAATGACAACCTCACCAAACAGCGA---CATTAATTCATCGACGCAACATGTAACCCATAGTACTGTGACTTTGCAAACGACATCACTAT---CAACCAACAC------TAC------TATCAT---GGTA------AATGTAACT------GAAAACGTCAGCACACCGCTTCCAATTTGCTCGTCAT---CTAATAACACATTCAACGATACATCAAATAACCATACTTGT------------TATCATGAAAATAATACAATATCAAAAGAACCTGAAACATTATTGTATGCGGTACAAGGAGACAATATTACTATAACACACAATTTAACCACCACATCGTGCTACAAACAAGCTTGGCTTAGACATTTTAATGTATCTACACACGGAAAATACACCCATCCCGGTATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTGCATTCGCGTGTACTATGTGAGTGGCAAACAAATTATCTAAAGCATCACTATGATTTATGTTTTACATGCGATCAGAATTTATCTTTATCTTTGTACGGTCTTAACTTTACTCATTCTGGTAAATATAGCTTTCGATGTTACATAAATGGGTATCCCTCTGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAGACCGACCAGTCACAAAGATGATGCAATC---ACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACACTCCTGAGCACGAGGACTAA 
NL/Rot3 G3          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---NNATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
CZ/2/2013           ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTGAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAAATATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
BE/11/2011          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTGAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAAATATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
HANSCTR10           ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTGAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAAATATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
PAV32               ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTGAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAAATATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATTACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
BE/2/2013           ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACATTGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGTACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
BE/25/2010          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
JER5409             ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
JER4041             ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
JER851              ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACATCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
HAN1                ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGCCGATTACGCCCACAAGCTTG---------ATATCTACTACACAGTTAGCATCTACCAACA---------------------------CATTTACAT------CCTCCAACGTTACCGAAAAT------------ACATCCACAGAAGCCATTACAAGTTCCGTAAAAAGCACAGATGTAAG---TTCTATTTCCACCACACCTACCACAACGTCGATGACTAATGCAACTGTAATGACAATCTCACCAAACGGCGG---CATAAATTCATCGATACAACATGTAACTAACAATACCGTGACTTTGCAAACAACTATATCAA---CCAACACTAC------TAT------CATAAT------------------AAATACAACTG---AAAACAGTACGCCGTTCTCAAATTGCTCGTCAC---CTAAT------------------------------------------------AG---CACATTGAGTACGATGTTACAAGAATCTGAAACACTATTGAACGCGGCACAAGGAGAGAATATCACTATAAAACACAACCTAACCATAACATCGTGCTACAAAACAGCTTGGCTTAGACATTTTAATATATCCACACATGGAAAATACACCCATTCAAAAATAAAAAATGGAAG---ATATTATAACTATTCATTAAAAATTCTTCATTCGCGTACACTATGTGAGTCTCAAACACACTATTTAAAACATCATTATGATTTATGTTTTACATGTGATCACAATTTTTCTTTGTCTCTGTACGGTCTCAATTTTACTCATTCTGGGAAATATAGCTTTCGATGTTACAAGTATGATCATCCCTCTGAACAAA------------ATCAAAACTTTAATCTACAAGTACATCCTAGAAATGACACAAACGGGACAGATGTGAATCCATGGATATGCGAAGAACCAAAGCACGAATGGAAGACTTTGGCTGCCACGTCTCGTAAACCAACCAGTCATAAAAACTATACAACCACATCATCTACAGATCATCTGTACCGTCATAACAACCATTCTAACACATCACACAGCAGACGCACTACATGGACTTTAGTATTAATCTGTATAGCCTGCATTCTCCTGTTTTTCGTCCGAAGAGCTTTAAACAAAAAATATCATCCACTGAGGGACGATATAAGTGAATCAGAATTTATAGTTCGCTACAATCCAGAGCACGAGGACTAA 
HAN36 G2            ATGCGTACACAACATCGACGGCGAAACAAGTCATCGTACACGCAAATAACATGCATGTTTATCATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCAATTACACTCACAAGCTTG---------ATATCTACTGCACAACTAACATCTACTTTACAAACCACCGGAAT---GTCTACCACTACATTCACAT------CCTCCGATGTCAACGCCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGCAAAAAGCACAGACGTGATCTCAACTATTTCCACCATACCCACTCAAACATCTACAATTAACGCGACTGTAATGACAACCTCACCAAACGGAGG---CATGAATTTATCGACACAACATATAATCAGCAGTACCGCGACTTCGCAAGCAACTACATCAT---TACCAATCAA------TAC------TAGTAC---AATG------GTAACAAATACAACTCAAAACATCAGTACACCACTCCCAACTTGCTCATCAT---CTAATAGCACATTCAATGATACATCAAACAACCGTACTTGT------------CA---TGAAAACAGTACAATATCACAAGAATCTGAAACATTGTTGAAGGCAATACAAGGAGACAATATCACTATAATACACAACCTAACCACCACATCGTGCTACAAGACAGCTTGGCTTAGACATTTTAATATATCCACACACAGAAAATACACCCATCCCAACATAAAGAGTGGAAA---ATTTAGTAACCATTCATTAAAGATCCTCCATTCGCGTGTACTGTGTGAGTGGCAGACACATTACCTAAAACATCACTACGATTTATGTTTTACATGCGATCAGAATTTATCTTTGTCTCTGTACGGTCTTAATTTTACTCACTCTGGTAAATATAGCTTTCGATGTTACAAAAGTGGCCATCCCTCTGAACAAA------------ATCAAAATTTTAATCTACAAGTACATCCTAGAAACAACACGAACGAGACACATGTGAACCCCTGGATATGCGAAGAACCAAAGCACGAATGGGATACTTTGGCTGCTACATCTGATAAACCGACCAGTCATAAAGACGATACAACCACATCATCTACAGATCATCTATACCGCTATAATAATCATTCCAACACATCACACGGCAGACACACTACGTGGACTTTAGTGTTAATTTGTATAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAACAAAAAATACCATCCATTAAGGGACGATATCAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCATGAGGATTAA 
TB40/E              ATGCGTACACAACATCGACGGCGAAACAAGTCATCGTACACGCAAATAACATGCATGTTTATCATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCAATTACACTCACAAGCTTG---------ATATCTACTGCACAACTAACATCTACTTTACAAACCACCGGAAT---GTCTACCACTACATTCACAT------CCTCCGATGTCAACGCCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGCAAAAAGCACAGACGTGATCTCAACTATTTCCACCATACCCACTCAAACATCTACAATTAACGCGACTGTAATGACAACCTCACCAAACGGAGG---CATGAATTTATCGACACAACATATAATCAGCAGTACCGCGACTTCGCAAGCAACTACATCAT---TACCAATCAA------TAC------TAGTAC---AATG------GTAACAAATACAACTCAAAACATCAGTACACCACTCCCAACTTGCTCATCAT---CTAATAGCACATTCAATGATACATCAAACAACCGTACTTGT------------CA---TGAAAACAGTACAATATCACAAGAATCTGAAACATTGTTGAAGGCAATACAAGGAGACAATATCACTATAATACACAACCTAACCACCACATCGTGCTACAAGACAGCTTGGCTTAGACATTTTAATATATCCACACACAGAAAATACACCCATCCCAACATAAAGAGTGGAAA---ATTTAGTAACCATTCATTAAAGATCCTCCATTCGCGTGTACTGTGTGAGTGGCAGACACATTACCTAAAACATCACTACGATTTATGTTTTACATGCGATCAGAATTTATCTTTGTCTCTGTACGGTCTTAATTTTACTCACTCTGGTAAATATAGCTTTCGATGTTACAAAAGTGGCCATCCCTCTGAACAAA------------ATCAAAATTTTAATCTACAAGTACATCCTAGAAACAACACGAACGAGACACATGTGAACCCCTGGATATGCGAAGAACCAAAGCACGAATGGGATACTTTGGCTGCTACATCTGATAAACCGACCAGTCATAAAGACGATACAACCACATCATCTACAGATCATCTATACCGCTATAATAATCATTCCAACACATCACACGGCAGACACACTACGTGGACTTTAGTGTTAATTTGTATAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAACAAAAAATACCATCCATTAAGGGACGATATCAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCATGAGGATTAA 
HAN25               ATGCGTACACAACATCGACGGCGAAACAAGTCATCGTACACGCAAATAACATGCATGTTTATCATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCAATTACACTCACAAGCTTG---------ATATCTACTGCACAACTAACATCTACTTTACAAACCACCGGAAT---GTCTACCACTACATTCACAT------CCTCCGATGTCAACGCCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGCAAAAAGCACAGACGTGATCTCAACTATTTCCACCATACCCACTCAAACATCTACAATTAACGCGACTGTAATGACAACCTCACCAAACGGAGG---CATGAATTTATCGACACAACATATAATCAGCAGTACCGCGACTTCGCAAGCAACTACATCAT---TACCAATCAA------TAC------TAGTAC---AATG------GTAACAAATACAACTCAAAACATCAGTACACCACTCCCAACTTGCTCATCAT---CTAATAGCACATTCAATGATACATCAAACAACCGTACTTGT------------CA---TGAAAACAGTACAATATCACAAGAATCTGAAACATTGTTGAAGGCAATACAAGGAGACAATATCACTATAATACACAACCTAACCACCACATCGTGCTACAAGACAGCTTGGCTTAGACATTTTAATATATCCACACACAGAAAATACACCCATCCCAACATAAAGAGTGGAAA---ATTTAGTAACCATTCATTAAAGATCCTCCATTCGCGTGTACTGTGTGAGTGGCAGACACATTACCTAAAACATCACTACGATTTATGTTTTACATGCGATCAGAATTTATCTTTGTCTCTGTACGGTCTTAATTTTACTCACTCTGGTAAATATAGCTTTCGATGTTACAAAAGTGGCCATCCCTCTGAACAAA------------ATCAAAATTTTAATCTACAAGTACATCCTAGAAACAACACGAACGAGACACATGTGAACCCCTGGATATGCGAAGAACCAAAGCACGAATGGGATACTTTGGCTGCTACATCTGATAAACCGACCAGTCATAAAGACGATACAACCACATCATCTACAGATCATCTATACCGCTATAATAATCATTCCAACACATCACACGGCAGACACACTACGTGGACTTTAGTGTTAATTTGTATAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAACAAAAAATACCATCCATTAAGGGACGATATCAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCATGAGGATTAA 
AF1                 ATGCGTACACAACATCGACGGCGAAACAAGTCATCGTACACGCAAATAACATGCATGTTTATCATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCAATTACACTCACAAGCTTG---------ATATCTACTGCACAACTAACATCTACTTTACAAACCACCGGAAT---GTCTACCACTACATTCACAT------CCTCCGATGTCAACGCCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGCAAAAAGCACAGACGTGATCTCAACTATTTCCACCATACCCACTCAAACATCTACAATTAACGCGACTGTAATGACAACCTCACCAAACGGAGG---CATGAATTTATCGACACAACATATAATCAGCAGTACCGCGACTTCGCAAGCAACTACATCAT---TACCAATCAA------TAC------TACTAC---AATG------GTAACAAATACAACTCAAAACATCAGTACACCACTCCCAACTTGCTCATCAT---CTAATAGCACATTCAATGATACATCAAACAACCGTACTTGT------------CA---TGAAAACAGTACAATATCACAAGAATCTGAAACATTGTTGAAGGCAATACAAGGAGACAATATCACTATAATACACAACCTAACCACCACATCGTGCTACAAGACAGCTTGGCTTAGACATTTTAATATATCCACACACAGAAAATACACCCATCCCAACATAAAGAGTGGAAA---ATTTAGTAACCATTCATTAAAGATCCTCCATTCGCGTGTACTGTGTGAGTGGCAGACACATTACCTAAAACATCACTACGATTTATGTTTTACATGCGATCAGAATTTATCTTTGTCTCTGTACGGTCTTAATTTTACTCACTCTGGTAAATATAGCTTTCGATGTTACAAAAGTGGCCATCCCTCTGAACAAA------------ATCAAAATTTTAATCTACAAGTACATCCTAGAAACAACACGAACGAGACACATGTGAACCCCTGGATATGCGAAGAACCAAAGCACGAATGGGATACTTTGGCTGCTACATCTGATAAACCGACCAGTCATAAAGACGATACAACCACATCATCTACAGATCATCTATACCGCTATAATAATCATTCCAACACATCACACGGCAGACGCACTACGTGGACTTTAGTGTTAATTTGTATAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAACAAAAAATACCATCCATTAAGGGACGATATCAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCATGAGGATTAA 
UK/Lon2 G1A         ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---NNNNNNNNNN------NNN------NNNNNN---NNN------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---NNNNNNN---------------------------------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCA---------TAAACCGACC---AATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
UK/Lon9             ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCGACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAAATGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TNNNNN---NNN------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCTTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTCTCA---------TAAACCGACC---AATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HAN11               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTG---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGA------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATTTACAAGTACATCCTAGAAACAACACAAACGGGACACACGTAAATCCCTGGATATGCGAAGAACCAAAGCACGAATGGGACACTTCTCA---------TAAACCGACC---AGTCACA---AAGATGATACAACCACATCTACCAATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCGTTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/7/2011           ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACT-----AATAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HANRTR2             ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATA---ACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGATGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
UK/Lon8             ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCA------------TAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
Pat_C               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGTAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTATTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
NAN4LA              ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/26/2010          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACCACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/11/2012          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGACACAATCCTGAGCACGAGGACTAA 
BE/30/2011          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACTGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/16/2012          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/7/2012           ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/15/2012          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/3/2012           ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGAAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
PAV25               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/31/2010          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HAN22               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HAN23               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/32/2011          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/2/2011           ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/34/2011          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
U8                  ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
JER847              ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/46/2011          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCCACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCGCCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACTATATCAAAAGAACCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACTCATCCCAACATAAGAAATGGAAA---ATATTATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGCCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGGATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTCTCC---------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGTACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTATCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
PAV4                ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATAGCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/22/2010          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATAGCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
PAV7                ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATAGCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
Pat_E               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATAGCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
PAV11               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/19/2011          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HAN17               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/14/2010          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
VR1814              ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/9/2011           ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
Towne               ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
6397                ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
U11                 ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
JER1289             ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HANSCTR11B          ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
HANSCTR1A           ATGCGCACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGCCAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTACGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTATTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GAT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------TACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAATACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAGCACGAATGGGACACTTC------------TCATAAACCGACCAATTATGAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/26/2011          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAAATGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCTTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTTTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAACTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/10/2011          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAAATGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCTTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/20/2011          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAAATGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCTTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/9/2010           ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAAATGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCTTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/10/2012          ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAAATGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCTTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAACTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/1/2010           ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAGGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGGGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
CINCY               ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAATACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
Pat_H               ATGCGTACACAACATCGACGGTGGAACAAGTCATCATATACGCAAATAATATGCATGTTTATTATTTTTTGGATTCTGCAGAAAAGCAAGTGTAACAACACCACTATCGTTAATACTTCCACGTCGATTACACCCACAAGCTTA---------ATATCTACTACACAACTGACATCTAAGTTACAAACCACCGAAAT---GTCTACCACTATGTTCACAT------CCTCCAATGGCAACGTCAAC------------ACATCCACAGGATTCACTGCAAGCTCTGTAAAAGGCACAGACGTGACCTCAACTAGTTCCACCATATCTACCCAAACATCTACAACTAACGTAACTGTAATAACAACTTCACCAAACGGCGA---CACGAATTCATCGACACAGCATGTAACCGATAGTACTGTGACTTTGCAAACTATATCATTAT---CAACCAACAC------TAC------TACTAT---GGT------------AAATGCAAATGAAAACGTCACTACACCGCTTCCAACTTGCTCATCGC---CTAACAG---------------------------------------------------CACAAATAATACGATATCAAAAGAATCTGAAACATTATTGGAGGCGGCACAAGGAGACAATATTACTATAACACACAACCTAACCATCACATCGTGCTACAAAACAGCCTGGCTTAGACATTTTAATATATCCACACACGGAAAATACACCCATCCCAACATAAGAAATGGAAA---ATATCATAACCATTCATTGAAAATCCTCCATTCGCGTATACTATGTGAGTGGCACACAAATTATCTAAAACATCACTATGATTTATGTTTTACATGCGATCGTAATTTATCTTTATCTCTGTACGGTCTTAATTTTACTCATTCTGGTAAATATAGCTTTCGATGTTATAAAACTGGGCATCCCTCCGAACAAA------------ATCAAAACTTTAATCTGCAAGTACATCCTAGAAACAACACAAACGGGACACACGTGAATCCCTGGGTATGTGAAGAACCAAAACACGAATGGGACACTTC------------TCATAAACCGACCAATTATAAAGACAATACAGCCACATCATCTATAGATCATTTATACCGCTATAACAATCATTCTAACACATCACACGGCAGACGCACTACGTGGACGTTAGCATTAATTTGTGTAGCCTGCATTCTCCTATTTTTCGTCCGACGAGCTCTAAATAAAAAATATCATCCATTAAGTGACGATATAAGTGAATCAGAATTCATAGTTCGATACAATCCTGAGCACGAGGACTAA 
BE/13/2011 G10      ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTGCTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTACAGATATTTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTGCAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACTTCTAT---------AACTACTTCAGCCGCAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAGTGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACAGTACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ATTTAACAACGACGGACAATTCACCTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCACGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/27/2010          ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTGCTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTACAGATATTTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTGCAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACTTCTAT---------AACTACTTCAGCCGCAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAGTGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACAGTACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ATTTAACAACGACGGACAATTCACCTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCACGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
NL/Rot2             ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTACAGATATTTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATTTCTAATACAG------CTATTACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATCGCAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACTTCTAT---------AACTACTTCAGCCGCAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACAATTAGTAACACATCATTCG---TAAATTGCGAAGTGTGGAA---CAC---CACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACAACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ATTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCACGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
Pat_K               ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTGCAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGACTGTGACAGACATGACCGCAACAATTATTA---CATCTTCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATCCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATACTTATGAATATCATAGCAACCACGGTAAACATGAAGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ATTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCACGTTGCTTTGTGTTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTAGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
PRA5                ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATACGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTT-TTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/11/2010          ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ATTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
JER893              ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ATTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
2CEN2               ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/16/2010          ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HAN31               ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
PRA3                ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR10            ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR4             ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANSCTR8            ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR9             ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HAN2                ATGCGTGGCATTTGGAAGCCAAGAAGTAACCTAATATACAGA---TTGATATACGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCAACGCTGAATCTACAAGCGTTATCACTA---CACTAACTGCAGATACCTCATCTACATACCAATCATTACCTGCATCAACTTCAACAT------------CTATCTCTAATACAG------CTATCACAAGCACTCGCATGGCTTCCAGTCCAAATACA---TCGTATGTTTCCACCTCTTACGATAACACATCGA------------------------CGTCAGTGATGATTACAAGCACATCCACGGAAACTAACGTTAGTTCTACGGAAATAACCGTTACATCTAT---------AACTACTTCAGCCACAACCAACTCCACAGTGAATGTGACAGACATGACCGCAACAATTATTA---CATCTCCAGCCGCAACAACAAACGCAACCATTAGTAACACATCATTCG---TAAATTGCGAAATGTGGAA---CAC---TACGCTTAAAAATAATACAAAAGACCGTG---ACGAGTGCCAACCAATAAAAGTAAATAAAACAGATATAATAGCAGAAGAGTGGACCAATGTTACTATACAAAGCAATTTCACGATACCGCACTGTAACAAGGTAATTTGGATACGACACTATAATCGAACCACACACGGAAACTACTTCCCAATACAATATAGACGTCC----------TTTTATTAGAAGTGCTTTGTACTCACTT--GAAATTTGCGGCCAAACGTACACCCACAGTCTTCTACACTTATATGATTTGTGCATCTCGT---GTGACAACGGAACACTACATCTTTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGCCATACTTATGAATATCATAGCAACCACGGTAAACATGAGGACAAAAACTTTAATTTGATTATAAATCCTAGAAATAATACTAATTATACCAACGACATCTGGATATGTC-----------CACAAC----------CTACGAAAGACGAAACCCAAGCAGACAACCAAAGTAAAGAAAAAC---ACTTAACAACGACGGACAATTCACTTTCTCATAAACCAAACCATTACTCAAGAACCTCACACCGCAGTGCCTGGACTGTCGCGTTGCTTTGTATTGCCTGTATACTCCTATTTTTTTTCCGACGTTTTTTTAACAAAAAATACCGTACGCTGGATGATACTGTCAGCGAATCCGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/13/2010 G6       ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCACCAACTTCAACAC------------CTATTTCTAACACAG------CTATTACAAGTACTCTCATCACTTCCAATCCAAATACA---TCGTATGTTTTCACCTCTTACAACACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACACTTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACGTACACACACAATTTTCTACACTCATATGATCTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACGCATTCAGGTAGATATACTGCACGGTGTCATATCTATGAACATCATAATAATCACGGCAATTACAATGATAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGCATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAATCAGGGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCCGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTGTCGACGTCTTTTTAACAAAAAATACCGTATATTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HAN24               ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GTGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAA------TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HAN39               ATGCCATGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGGCAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HAN28               ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCCTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGTAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGGGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR6             ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAATA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GTGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR8             ATGCATGGCATTTGGAAACCAGGAAGCAATTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
3301                ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAATC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
PAV12               ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/45/2011          ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
CZ/3/2012           ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/13/2012          ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
JER3230             ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
PRA8                ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/15/2011          ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GTGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/4/2011           ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GTGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
PRA6                ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GTGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANSCTR2            ATGCATGGCATTTGGAAACCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTGCTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGTAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GTGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
Pat_F               ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGACTCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAACTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATATCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGTGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
JER4755             ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTAACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACATACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
U4                  ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTAACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACATACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
HANChild2&3         ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCGAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
BE/5/2010           ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
HAN16               ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
HANSCTR11A          ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
PAV20               ATGCGTGGCATTTGGAAGCCAGGAAGCAACTTAATATACAGA---TGGATATACGTACTTACTATTTGGACTCCTTTGTATAGAAGTAAATGTGAGAACACTACTAATTC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACTACAAGCACTCTCATCACTTCTAATCCAAATACA---TCGTATGTTTTCACCTCTTACAATACAT------------------------------------CGACAATTTTAAGCACATCAACGGAAACTAACGTTGGTTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCGGCAACAAGCAACGTCACATCAAATGTCACAGAGATAAAAGTAACAACAGTCACCATAATTCCAACCGTAATAACAAATACAACTATCAGTAACA---CATCTG---TAAGTTGTGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATGAATGCAAACCAATAAAAGTAAATAAAACAGATATCAAAGCAGAAGAATGGACCAATGTTACTATACAAAGCAATTTCACAATACCGCACTGTCACAAGGTGGTTTGGATACGACAATATAATCTAACCACACATGGAGATTACTTCCCAACACGATATAAACGTCC----------TTTTGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATAA---TCACGGCACACATGAGGACAAAAATTTTAATTTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAAC---ATCTAACAACGACGGACAACTCTGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATGTTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGCTATAACCCAGAGCATGAAGATTGA 
HAN27               ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTA---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATT--------------------------------------------------------------GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
UK/Lon5             ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACAATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATCCCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATATCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANSCTR4            ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACATCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
PAV5                ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTA---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
W                   ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/24/2011          ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/14/2011          ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/37/2011          ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/1/2012           ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/17/2011          ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
Pat_A               ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR1A            ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
HANRTR5             ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTACCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
UKNEQAS2            ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTTATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATGC---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAATATCATCTGCATCAACTTCAACAC------------CTATTTCTAACACAG------CTACCATAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGTTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAACTAACGTTGGCTCTACGGAAATAAACGTTACTTCCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCAAATGT------------------------CACCATAACTCCAACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACTGTG---ATGAATGTCAACCAATAAAAGTAAATAAAACAGATATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGATATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATCTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAACCAGAGTGAAGAAAAGC---ATCTAACAACGACGGACAATTCTGTTTCCCATAAACGAAACCATTGCCCAAGAACTTCCCACCGCAGTGCCTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAATAAAAAATACCGTATGTTGGATGACACCGTTAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/5/2011           ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATTT---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAACATTATCTGCATTAACTTCAACAC------------CTATTTCTAACACAG------CTACCACAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGCTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAATTAACGTTGGCTCTACGGAAATAAACGTTACTTTCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCACATGTCACAGACATGAAAGTAACAACAGTCACCATAACTCCGACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATAAATGCCAACTAATAAAAGTAAATAAAACAGACATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGACATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAATCAGGGTGAAGAAAAAC---ATCTAACAACGACGGACGACTCCGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCTTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATATTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/33/2011          ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATTT---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAACATTATCTGCATTAACTTCAACAC------------CTATTTCTAACACAG------CTACCACAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGCTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAATTAACGTTGGCTCTACGGAAATAAACGTTACTTTCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCACATGTCACAGACATGAAAGTAACAACAGTCACCATAACTCCGACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATAAATGCCAACTAATAAAAGTAAATAAAACAGACATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGACATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAATCAGGGTGAAGAAAAAC---ATCTAACAACGACGGACGACTCCGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCTTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATATTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
NAN2LA              ATGCGTGGCATTTGGAAGCCAGGAAGTAACCTAATATACAGA---TTGATATGCGTACTTACTATCTGGACTCCTTTGTACAGAAGTAAATGTGAGAACACTACTAATTT---------------TTCATCCACCGCTGAATCTACAAGCATTATCACTACTACATTGACTACAGATCTTTCATCTACATATCAAACATTATCTGCATTAACTTCAACAC------------CTATTTCTAACACAG------CTACCACAAGCACTTTCATCACTTCCAATCCAAATACA---TCGTATGCTTCCACCTCTTACAATACAT------------------------------------CGATAATTTTAAGCACATCAACGGAAATTAACGTTGGCTCTACGGAAATAAACGTTACTTTCAT---------GAATACTTCAGCAACAAGCAACGTCACGTCACATGTCACAGACATGAAAGTAACAACAGTCACCATAACTCCGACCGTAGTAACAAGTACAACTATCAGTAACATATCATCTG---TAAGTTATGAAATGTTCAA---TA------CGACAATTAATAATACACAAGACCGTG---ATAAATGCCAACTAATAAAAGTAAATAAAACAGACATCGAAGCAGAAGAATGGACCAATGTTACCATACAAAGCAATTTCACGATACCCCATTGTCACAAGGTGGTTTGGATGCGACAATATAATCTAACCACACATGGAGATTATTTCCCAATACGACATAAACGTCC-------------TGTTAAAGGTGCCTTGTATTCACGT--GAAATATGCGGCCATACATACACACACAATCTTCTACACTCATATGACTTATGCATCTCGT---GCGACAACGGAACACTACATCTCTACGGTGTAAACACAACTCATTCAGGTAGATATACTGCACGTTGTCATATTTATGAACATAATGA---TCACGGCACACATGAGGACAAAAATTTTAATCTGATTATATATCCTAGAAATAATACTAACAATACCAACGGTATCTGGATATGTC-----------CACGAC----------CTACAAAAGACGAAGCCCAAGAAAACAATCAGGGTGAAGAAAAAC---ATCTAACAACGACGGACGACTCCGTTTCCCATAAACGAAACCATTACCCAAGAACCTCACACCGCAGTGCTTGGACTGTTACGTTGCTTTGTGTCGCCTGTATACTCCTATTTTTTTTTCGACGTCTTTTTAACAAAAAATACCGTATATTGGATGACACCGTCAGCGAATCGGAATTTATTGTACGGTATAACCCAGAGCATGAAGATTGA 
BE/12/2011 G5       ATGCGTGTCGACCGTCAAAGACGCAACAATTTCACGTACCATCAAACGGTATATATAATCTTAACCTTCTACATTTTACGTAAGGGTAAATGTAACAGCACTGATACCAATAATTCTACATCCACTTCTCCACACAGTACAACTTCTAATA------CTACTGTATATTCCACTCTAAACACATCTAATTTCAGTACATCATCTAAAACTTCTTATACATTCA------------------CCAGTTCACCGGTATTAACCAGCAACACCTATACATCAATCGTGTCTTCT------------GTTACTACACTCAATACCTCAATTAACATTACACACCATACATCTGCAACAACCGCCGCTTTTTCCAGTACTAATACTAGGTTCACAACATTATTAAACAATGCAACAAATATCACGTCAC---TAGTTAATACAACAGCAACTATAGACGTAACATCCAATGAAAATTCATTGAATGCATCAACTATGGATAACACT------------------ACGTCCAACCCTAGAACATCATTTGCTGTTAATTACACCATTACAAT---CAACGGGACAAACAGCTCTAGTTTCAACATATGCGAACAAA---ATATAACAATACGCGTTAAAGCAACTGAAATAACAGCAGAAGAAGGAAATAATGTTACAATACGGGCCAATTCCACA---TGGAGTTGTCCCTTGGTAACCTGGATACGGCATTATAACTTAACCACACATGGTCATCACATATATCCTTATGTACACCGCCA---------AACAAATCATCGACACAAAATCCTAACTTCACATATTATATGCCACCCTGACCGTTCACCAGCCACACCATATCACGATCTGTGCCGCTCAT---GCAATAAAACAGAATTGCACCTTTACGACCTGAATACAACTAACTCTGGCAGATATAGCCGCCGTTGCTACAAAGATTACAA------------TGGACCATATGAAGACGAAAACTTCAGACTAATCGTAAAACCCAGGAACGGCACCGACAACTATACTATCCCAGTATGCCCCA-----------AATCAT----------CGAATTCAGAAA---------ATGACGATGAATATGATTACACAGCAAGCACCATTAGAAATGCTAATCATCGACATAAAACGAACTATCGTGATAGCTCTCATATTACGCGCACCACATGGACTGTTACATTAATTTGTATAGCCTGTGTACTTCTGTTTTTCGCACGACGGGCCTTTAATAAAAAGTACCATCAATTGCAAGACGACATTAGTGAATCACACTTTATTGTGTATTACAATCCAGAGCATGAAGATTAA 
BE/6/2012           ATGCGTGTCGACCGTCAAAGACGCAACAATTTCACGTACCATCAAACGGTATATATAATCTTAACCTTCTACATTTTACGTAAGGGTAAATGTAACAGCACTGATACCAATAATTCTACATCCACTTCTCCACACAGTACAACTTCTAATA------CTACTGTATATTCCACTCTAAACACATCTAATTTCAGTACATCATCTAAAACTTCTTATACATTCA------------------CCAGTTCACCGGTATTAACCAGCAACACCTATACATCAATCGTGTCTTCT------------GTTACTACACTCAATACCTCAATTAACATTACACACCATACATCTGCAACAACCGCCGCTTTTTCCAGTACTAATACTAGGTTCACAACATTATTAAACAATGCAACAAATATCACGTCAC---TAGTTAATACAACAGCAACTATAGACGTAACATCCAATGAAAATTCATTGAATGCATCAACTATGGATAACACT------------------ACGTCCAACCCTAGAACATCATTTGCTGTTAATTACACCATTACAAT---CAACGGGACAAACAGCTCTAGTTTCAACATATGCGAACAAA---ATATAACAATACGCGTTAAAGCAACTGAAATAACAGCAGAAGAAGGAAATAATGTTACAATACGGGCCAATTCCACA---TGGAGTTGTCCCTTGGTAACCTGGATACGGCATTATAACTTAACCACACATGGTCATCACATATATCCTTATGTACACCGCCA---------AACAAATCATCGACACAAAATCCTAACTTCACATATTATATGCCACCCTGACCGTTCACCAGCCACACCATATCACGATCTGTGCCGCTCAT---GCAATAAAACAGAATTGCACCTTTACGACCTGAATACAACTAACTCTGGCAGATATAGCCGCCGTTGCTACAAAGATTACAA------------TGGACCATATGAAGACGAAAACTTCAGACTAATCGTAAAACCCAGGAACGGCACCGACAACTATACTATCCCAGTATGCCCCA-----------AATCAT----------CGAATTCAGAAA---------ATGACGATGAATATGATTACACAGCAAGCACCATTAGAAATGCTAATCATCGACATAAAACGAACTATCGTGATAGCTCTCATATTACGCGCACCACATGGACTGTTACATTAATTTGTATAGCCTGTGTACTTCTGTTTTTCGCACGACGGGCCTTTAATAAAAAGTACCATCAATTGCAAGACGACATTAGTGAATCACACTTTATTGTGTATTACAATCCAGAGCATGAAGATTAA 
NAN1LA              ATGCGTGTCGACCGTCAAAGACGCAACAATTTCACGTACCATCAAACGGTATATATAATCTTAACCTTCTACATTTTACGTAAGGGTAAATGTAACAGCACTGATACCAATAATTCTACATCCACTTCTCCACACAGTACAACTTCTAATA------CTACTGTATATTCCACTCTAAACACATCTAATTTCAGTACATCATCTAAAACTTCTTATACATTCA------------------CCAGTTCACCGGTATTAACCAGCAACACCTATACATCAATCGTGTCTTCT------------GTTACTACACTCAATACCTCAATTAACATTACACACCATACATCTGCAACAACCGCCGCTTTTTCCAGTACTAATACTAGGTTCACAACATTATTAAACAATGCAACAAATATCACGTCAC---TAGTTAATACAACAGCAACTATAGACGTAACATCCAATGAAAATTCATTGAATGCATCAACTATGGATAACACT------------------ACGTCCAACCCTAGAACATCATTTGCTGTTAATTACACCATTACAAT---CAACGGGACAAACAGCTCTAGTTTCAACATATGCGAACAAA---ATATAACAATACGCGTTAAAGCAACTGAAATAACAGCAGAAGAAGGAAATAATGTTACAATACGGGCCAATTCCACA---TGGAGTTGTCCCTTGGTAACCTGGATACGGCATTATAACTTAACCACACATGGTCATCACATATATCCTTATGTACACCGCCA---------AACAAATCATCGACACAAAATCCTAACTTCACATATTATATGCCACCCTGACCGTTCACCAGCCACACCATATCACGATCTGTGCCGCTCAT---GCAATAAAACAGAATTGCACCTTTACGACCTGAATACAACTAACTCTGGCAGATATAGCCGCCGTTGCTACAAAGATTACAA------------TGGACCATATGAAGACGAAAACTTCAGACTAATCGTAAAACCCAGGAACGGCACCGACAACTATACTATCCCAGTATGCCCCA-----------AATCAT----------CGAATTCAGAAA---------ATGACGATGAATATGATTACACAGCAAGCACCATTAGAAATGCTAATCATCGACATAAAACGAACTATCGTGATAGCTCTCATATTACGCGCACCACATGGACTGTTACATTAATTTGTATAGCCTGTGTACTTCTGTTTTTCGCACGACGGGCCTTTAATAAAAAGTACCATCAATTGCAAGACGACATTAGTGAATCACACTTTATTGTGTATTACAATCCAGAGCATGAAGATTAA 
2CEN30              ATGCGTGTCGACCGTCAAAGACGCAACAATTTCACGTACCATCAAACGGTATATATAATCTTAACCTTCTACATTTTACGTAAGGGTAAATGTAACAGCACTGATACCAATAATTCTACATCCACTTCTCCACACAGTACAACTTCTAATA------CTACTGTATATTCCACTCTAAACACATCTAATTTCAGTACATCATCTAAAACTTCTTATACATTCA------------------CCAGTTCATCGGTATTAACCAGCAACACCTATACATCAATCGTGTCTCCT------------GTTACTACACTCAATACCTCAATTAACATTACACACCATACATCTGCAACAACCGCCGCTTTTTCCAGTACTAATACTAGGTTCACAACATTATTAAACAATGCAACAAATATCACGTCAC---TAGTTAATACAACAGCAACTATAGACGTAACATCCAATGAAAATTCATTGAATGCATCAACTATGGATAACACT------------------ACGTCCAACCCTAGAACATCATTTGCTGTTAATTACACCATTACAAT---CAACGGGACAAACAGCTCTAGTTTCAACATATGCGAACAAA---ATATAACAATACGCGTTAAAGCAACTGAAATAACAGCAGAAGAAGGAAATAATGTTACAATACGGGCCAATTCCACA---TGGAGTTGTCCCTTGGTAACCTGGATACGGCATTATAACTTAACCACACATGGTCATCACATATATCCTTATGTACACCGCCA---------AACAAATCATCGACACAAAATCCTAACTTCACATATTATATGCCACCCTGACCGTTCACCAGCCACACCATATCACGATCTGTGCCGCTCAT---GCAATAAAACAGAATTGCACCTTTACGACCTGAATACAACTAACTCTGGCAGATATAGCCGCCGTTGCTACAAAGATTACAA------------TGGACCATATGAAGACGAAAACTTCAGACTAATCGTAAAACCCAGGAACGGCACCGACAACTATACTATCCCAGTATGCCCCA-----------AATCAT----------CGAATTCAGAAA---------ATGACGATGAATATGATTACACAGCAAGCACCATTAGAAATGCTAATCATCGACATAAAACGAACTATCGTGATAGCTCTCATATTACGCGCACCACATGGACTGTTACATTAATTTGTATAGCCTGTGTACTTCTGTTTTTCGCACGACGGGCCTTTAATAAAAAGTACCATCAATTGCAAGACGACATTAGTGAATCACACTTTATTGTGTATTACAATCCAGAGCATGAAGATTAA 
PRA1                ATGCGTGTCGACCGTCAAAGACGCAACAATTTCACGTACCATCAAACGGTATATATAATCTTAACCTTCTACATTTTACGTAAGGGTAAATGTAACAGCACTGATACCAATAATTCTACATCCACTTCTCCACACAGTACAACTTCTAATA------CTACTGTATATTCCACTCTAAACACATCTAATTTCAGTACATCATCTAAAACTTCTTATACATTCA------------------CCAGTTCATCGGTATTAACCAGCAACACCTATACATCAATCGTGTCTCCT------------GTTACTACACTCAATACCTCAATTAACATTACACACCATACATCTGCAACAACCGCCGCTTTTTCCAGTACTAATACTAGGTTCACAACATTATTAAACAATGCAACAAATATCACGTCAC---TAGTTAATACAACAGCAACTATAGACGTAACATCCAATGAAAATTCATTGAATGCATCAACTATGGATAACACT------------------ACGTCCAACCCTAGAACATCATTTGCTGTTAATTACACCATTACAAT---CAACGGGACAAACAGCTCTAGTTTCAACATATGCGAACAAA---ATATAACAATACGCGTTAAAGCAACTGAAATAACAGCAGAAGAAGGAAATAATGTTACAATACGGGCCAATTCCACA---TGGAGTTGTCCCTTGGTAACCTGGATACGGCATTATAACTTAACCACACATGGTCATCACATATATCCTTATGTACACCGCCA---------AACAAATCATCGACACAAAATCCTAACTTCACATATTATATGCCACCCTGACCGTTCACCAGCCACACCATATCACGATCTGTGCCGCTCAT---GCAATAAAACAGAATTGCACCTTTACGACCTGAATACAACTAACTCTGGCAGATATAGCCGCCGTTGCTACAAAGATTACAA------------TGGACCATATGAAGACGAAAACTTCAGACTAATCGTAAAACCCAGGAACGGCACCGACAACTATACTATCCCAGTATGCCCCA-----------AATCAT----------CGAATTCAGAAA---------ATGACGATGAATATGATTACACAGCAAGCACCATTAGAAATGCTAATCATCGACATAAAACGAACTATCGTGATAGCTCTCATATTACGCGCACCACATGGACTGTTACATTAATTTGTATAGCCTGTGTACTTCTGTTTTTCGCACGACGGGCCTTTAATAAAAAGTACCATCAATTGCAAGACGACATTAGTGAATCACACTTTATTGTGTATTACAATCCAGAGCATGAAGATTAA 
PRA2                ATGCGTGTCGACCGTCAAAGACGCAACAATTTCACGTACCATCAAACGGTATATATAATCTTAACCTTCTACATTTTACGTAAGGGTAAATGTAACAGCACTGATACCAATAATTCTACATCCACTTCTCCACACAGTACAACTTCTAATA------CTACTGTATATTCCACTCTAAACACATCTAATTTCAGTACATCATCTAAAACTTCTTATACATTCA------------------CCAGTTCATCGGTATTAACCAGCAACACCTATACATCAATCGTGTCTCCT------------GTTACTACACTCAATACCTCAATTAACATTACACACCATACATCTGCAACAACCGCCGCTTTTTCCAGTACTAATACTAGGTTCACAACATTATTAAACAATGCAACAAATATCACGTCAC---TAGTTAATACAACAGCAACTATAGACGTAACATCCAATGAAAATTCATTGAATGCATCAACTATGGATAACACT------------------ACGTCCAACCCTAGAACATCATTTGCTGTTAATTACACCATTACAAT---CAACGGGACAAACAGCTCTAGTTTCAACATATGCGAACAAA---ATATAACAATACGCGTTAAAGCAACTGAAATAACAGCAGAAGAAGGAAATAATGTTACAATACGGGCCAATTCCACA---TGGAGTTGTCCCTTGGTAACCTGGATACGGCATTATAACTTAACCACACATGGTCATCACATATATCCTTATGTACACCGCCA---------AACAAATCATCGACACAAAATCCTAACTTCACATATTATATGCCACCCTGACCGTTCACCAGCCACACCATATCACGATCTGTGCCGCTCAT---GCAATAAAACAGAATTGCACCTTTACGACCTGAATACAACTAACTCTGGCAGATATAGCCGCCGTTGCTACAAAGATTACAA------------TGGACCATATGAAGACGAAAACTTCAGACTAATCGTAAAACCCAGGAACGGCACCGACAACTATACTATCCCAGTATGCCCCA-----------AATCAT----------CGAATTCAGAAA---------ATGACGATGAATATGATTACACAGCAAGCACCATTAGAAATGCTAATCATCGACATAAAACGAACTATCGTGATAGCTCTCATATTACGCGCACCACATGGACTGTTACATTAATTTGTATAGCCTGTGTACTTCTGTTTTTCGCACGACGGGCCTTTAATAAAAAGTACCATCAATTGCAAGACGACATTAGTGAATCACACTTTATTGTGTATTACAATCCAGAGCATGAAGATTAA 
HAN33 G8            ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
3157                ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
PH                  ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
NL/Rot1             ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
HANChild4           ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTTC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
BE/28/2011          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
BE/43/2011          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTAACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
HAN30               ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
Merlin              ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
BE/23/2010          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
NL/Rot7             ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
UK/Lon3             ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
HANChild1           ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
PRA4                ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
HANRTR1B            ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
CZ/1/2013           ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAATTCTTGATACATCTACTGGCTCACAGATATCAACCACCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATTAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCAACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACG---AAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
BE/33/2010          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACC---TACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCTTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGTGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACGAAGAAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
NL/Rot6             ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCTTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTGCGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGTAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGTGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACGGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACGAAGAAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
BE/32/2010          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCTTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGTGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACGAAGAAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
UKNEQAS1            ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATGTTCC------TAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCTTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACGAAGAAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
BE/8/2011           ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATGTTCC------TAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCTTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACGAAGAAGACGACGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
UK/Lon7/Urine/2011  ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATGTTCC------TAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCTTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAGC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACGTGTTAAATCAACTACATTAACGGCAGAAGAAGGAAAAAACATTACGATACAGGGCAATTCAACA---TGGAACTGCCCCAATGTAGTTTGGTACCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATAGACGTTACCA------AACGCCAACGTATCGACACAAGATCTTAACATCACATCCCATATGTCATCCTGACGTCTCATCACCTGCGGCGTACCACGATCTATGCCGTTCGT---GTAATAAGACAGAACTACGTATATACGATTTAAACACTACAAATTCAGGCAGATATAGTCGACGGTGTTACAAAGAGTACAACCACGA------TGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGAAACGACACTGACAATCATACCACCCCACTATGTCCCA-----------GATACG----------TAGGAACACAATCAGAAGAAGACGAAGAAGACGATGATTATACACTAAGCACTATCACAAAT---AATAACATGCGCAAAACAAGTCACCGTGACATCTCACATGGCACGCGCACTACATGGGCTCTTACACTAATCTGCATAGCCTGCATACTTCTGTTTTTTGTTCGACGAGCCCTCAATAAAAGATACCGTCCATTACGGGACGATATTAGTGAATCTAGCTTTGTTGTACGATATCATCCTGAACATGAAGACTGA 
HAN40 G8^7          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAAC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/12/2012          ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAAC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
JER5550             ATGCGTGTTGACCGTCAAAAACGCAACAACTTCACGTATCGACAAACGGTATATATAATCCTGACCTTCTACATTGTATATAGGGGCAAATGTAACAGCACTGATACCAATAATTCTACGTCTACTTCAGATAGCACCGTCTCTGATA---------CTAGTGTGTACTCTACTCCAAATCTTCC------CAGTACATTTTTTACAACTCTTGATACATCTACTGGCTCACAGATATCAACCGCCTCAAACACCATATCCAGCACTACAAATACATTGGCCGCATCTTCT------------ATAACTACGTTAAACACCTCGACTAACACTACGTCTTATACAGCTTCAACTCTTACTGCTCTCTCCAGTACCCACACAAATTCCCCAATACTCTCCAACAACGCAACATTATACACCACAT---C---GTTGGATAATACGACTACAGACATAACGTCCAGCGAAAGTTCGATCAACGCGTCAACCATTCATAACACT------------------ACGTACAGTCCTGTAACATCGATTGCTGTTAATTGTACTGTCGCAAC---TAATGAAACAAACAATTCAAGTTCAAAAAATTGCCAACAAGATATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
UK/Lon13 G7         ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAGTGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTAACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTCTCTCTAGTACCCACACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---GTTGGATAATACAACTACAGACATGACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAACTGTACTGCTACAAT---TAACGGAACAAACAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGCCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACACTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATTACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACATAACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACACGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCTTCAATAAAAAATATCGTCCATTACGAGATGATATCAGTGAATCTAGCTTTGTTGTGCAATATCATCCTGAACATGAAGACTGA 
HAN34               ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAACTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
CZ/2/2012           ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAACTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/15/2010          ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/8/2012           ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
JER4053             ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/20/2010          ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
HAN8                ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCGTCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
JER4035             ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCGTCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
JER5695             ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGGAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTACAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCGTCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
HAN13               ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTTCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTGA 
Davis               ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTTCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACAT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- 
JER5268             ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATATAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
2CEN15              ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/5/2012           ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
TR                  ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/22/2011          ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
BE/21/2010          ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
PAV31               ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
UK/Lon6             ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGCATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
NANU                ATGCGCGTCAACCGTCAAAGACGCAACAACCTTACGTACCGACAAACGGTATATGTAATTCTGACCTTCTACATTGTACATAGGGGCATATGTAACAGCACCGATACCAACAATTCTACATCTACTTCAAATAGCACCGTCTCTGATA---------CTAATGTATATTCTACTCCAAATCCTCC------CAGTGTATCTTCTACAACTCTTGATACATCTACCGACTCACAGATATCAATCGCCTCAAACACCATATCCAGCACTACAAATACATTGACCGTATATTCT------------ATAACTACGTTAAACACCTCGACTTCATC---------------TTCAACTCTTACTGCTGTCTCTAGTACCCATACAAGATCCTCAATACTCTCCAACAACG---CATCATACACCACAT---C---ATTGGATAATACAACTACAGACATAACGTCCAGCGAAAGTTCAATCAACGTGTCGACAGTTTACAACACC------------------ACGTACATTCCTGTAACATCGCTTGCTATTAATTGTACTGCTACAAT---TAACGGAACAAATAATTCTAGTTCAAAAACTTGCCAACAAGACATTGAAACAATACCTGTGAAATCAACTCCACTAACGGCAGAAGAAGGAACAAATATTACAATACATGGCAATGACACG---TGGGATTGTCCCGACGTGGTTTGGTATCGACATTATAATTGGTCTACACATGGACACCACATTTATCCCAATACACATTACAA------AACTTTGATACATCGACGCAAGATCCTAACGTCACATCCTATATGTTATTCTGATCGCTCATCACCTACCGCGTATCATGATCTATGCCGTTCAT---GTAATAAAACAGAACTACGCCTTTACGATTTAAACACCACCAATTCTGGTAGATATAGCCGACGGTGTTACAAACAGTACCATCACCA------GGGACCACACGAGGATGAAAATTTCGGACTAACTGTAAATCCCAGGAACAACACTGACAATTATACCATCCCAGTATGTCCCA-----------GATACG----------TAGAAACACAATCACAGGAAGATGAACAAGACGACGATTATACACTAAGCACTACCATAAATAATAATCTTATGCGCAAAACAGGTCACTATGACATCTCACATGGCACGCACACTACATGGGCTCTTATACTAATTTGCATAGCCTGCATGCTTCTTTTTTTTGTTCGACGAGCCCTCAATAAAAAATATCGTCCACTACGAGATGATATTAGTGAATCTAGCCTTGTTGTGCAATATCATCCTGAACATGAAGACTAA 
PAV26 G9            ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCATCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCAAATCCTAACAA------------ATCCACAGTGTCACACGCGTTCGCCACCTCACAAACGTCAACCATT---------GGCAACATGACCAACGTTACCTCTGGCTTAAGTACTGCTACAACTGTACATTCTACATTCAATACATCATATAACAATGCATCTAGTACGATTACCATCACAGAGTCCGTTTCAACAGACAACGCAACTACCATCTCATCTTTCACTACCGTAACGCCAAATGCTACATCTTATAACACAACTATTACTGCGTCATACAACGTATCTACTAA------CAGCACCGTGTTT------------ACT------------------ATGAGCATGCCTCTAG------TCA---CAAACTGCAGTGTCGCAACAAACGCATATAATCTTACTAACTCCTCCAACGCCTGTCACACGAAGACTGAAATTATACGTTTTAAAGAAACCAACGCAACAGGAATAGAAGGAGGCAATGTTACTATAAAAGGCAATTATACA---TGGAATTGCAGTTCAGTCTCCTGGGTACGACATTACAATCTGTCCACGCACGGATACCATCTAGGTTATCGTCAAAATGTATATACTCAATATTACTACAGATGGTTGCGTATCCTTACCTCGCATACTATATGCCATTCCCCTCATCAAAACCCTACATCATATCACGACTTATGTCGTTCAT---GCAATAACACAGAACTGTATCTATACGATCTGAATACTACCAATTCCGGCAGATATAGCAGACGTTGTTTTAAAGAAGACCATTTAAA------AGGACATCACGAAGACGAAAATTTCTACTTATTCGTGACACCCCGAAATGAAACTAATCATACTGAAATCATTAACATTACCT-----------TCGTTT----------GTCCTAGAACCAA---CACTAACACCAAAAATAAAAATGAGGAACAAAGTCAACACACTAACAGTACACATCACCATAAACACAATCCCCACCACAGCTCACAAAGAAGCCGCACCGTATGGACAATTATGTTAATTTGTGTAGCCTGTCTGCTTCTATTTTTTGGACGACGAGCTTTTAACAAAAAGTACCAAATGTTACATGACACCGTTAGCGAATCCGAATTCATCGTACGATATAATCCAGAACACGAAGATTAA 
JHC                 ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCATCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCAAATCCTAACAC------------ATCCACAGTGTCACACGCGTTCGCCACCTCACAGACGTCAACCATT---------GGCAACATGACCAACGTTACCTCTGGCTTAAGTACTGCTACAACTGTATATTCTACATTCAATACATCATATAACAATGCATCTAGTACGATTACCATCACAGAGTCCGTTTCAACAGACAACGCAACTACCATCTCATCTTTCACCACCGTAACGCCAAATGCTACATCTTATAACACAACTATTACTGCGTCATACAACGTATCTACTAA------CAGCACCGTGTTT------------ACT------------------ATGAGCATGCCTCTAG------TCA---CAAACTGCAGTATCGCAACAAACGCATATAATCTTACTAACTCCTCCAACGCCTGTCACACGAAGACTGAAATTATACGTTTTAAAGAAACCAACGCAACAGGAATAGAAGGAGGCAATGTTACTATAAAAGGCAATTATACA---TGGAATTGCAGTTCAGTCTCCTGGGTACGACATTACAATCTGTCCACGCACGGATACCATCTAGGTTATCGTCAAAATGTATATACTCAATATTACTACAGATGGTTGCGTATCCTTACCTCGCATACTATATGCCATTCCCCTCATCAAAACCCTACATCATATCACGACTTATGTCGTTCAT---GCAATAACACAGAACTGTATCTATACGATCTGAATACTACCAATTCCGGCAGATATAGCAGACGTTGTTTTAAAGAAGACCATTTAAA------AGGACATCACGAAGACGAAAATTTCTACTTATTCGTGACACCCCGAAATGGAACTAATCATACTGAAATCATTAACACTACCT-----------TCGTTT----------GTCCTAGAACCAA---CACTAACACCAAAAATAAAAATGAGGAACAAAGTCAACACACTAACAGTACACATCACCATAAACGCAATCCCCACCACAGCTCACAAAGAAGCCGCACCGTATGGACAATTATGTTAATTTGTGTAGCCTGTCTGCTTCTATTTTTTGGACGACGAGCTTTTAGTAAAAAGTACCAAATGTTACATGACACCGTTAGCGAATCCGAATTCATCGTACGATATAATCCAGAACACGAAGATTAA 
HANSCTR12           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCATCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCAAATCCTAACAC------------ATCCACAGTGTCACACGCGTTCACCACCTCACAGACGTCAACCATT---------GGCAACATGACCAACGTTACCTCTGGCTTAAGTACTGCTACAACTGTATATTCTACATTCAATACATCATATAACAATGCATCTAGTACGATTACCATCACAGAGTCCGTTTCAACAGACAACGCAACTACCATCTCATCTTTCACCACCGTAACGCCAAATGCTACATCTTATAACACAACTATTACTGCGTCATACAACGTATCTACTAA------CAGCACCGTGTTT------------ACT------------------ATGAGCATGCCTCTAG------TCA---CAAACTGCAGTATCGCAACAAACGCATATAATCTTACTAACTCCTCCAACGCCTGTCACACGAAGACTGAAATTATACGTTTTAAAGAAACCAACGCAACAGGAATAGAAGGAGGCAATGTTACTATAAAAGGCAATTATACA---TGGAATTGCAGTTCAGTCTCCTGGGTACGACATTACAATCTGTCCACGCACGGATACCATCTAGGTTATCGTCAAAATGTATATACTCAATATTACTACAGATGGTTGCGTATCCTTACCTCGCATACTATATGCCATTCCCCTCATCAAAACCCTACATCATATCACGACTTATGTCGTTCAT---GCAATAACACAGAACTGTATCTATACGATCTGAATACTACCAATTCCGGCAGATATAGCAGACGTTGTTTTAAAGAAGACCATTTAAA------AGGACATCACGAAGACGAAAATTTCTACTTATTCGTGACACCCCGAAATGAAACTAATCATACTGAAATCATTAACACTACCT-----------TCGTTT----------GTCCTAGAACCAA---CACTAACACCAAAAATAAAAATGAGGAACAAAGTCAACACACTAACAGTACACATCACCATAAACGCAATCCCCACCACAGCTCACAAAGAAGCCGCACCGTATGGACAATTATGTTAATTTGTGTAGCCTGTCTGCTTCTATTTTTTGGACGACGAGCTTTTAATAAAAAGTACCAAATGTTACATGACACCGTTAGCGAATCCGAATTCATCGTACGATATAATCCAGAACACGAAGATTAA 
HANSCTR13           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCATCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCAAATCCTAACAC------------ATCCACAGTGTCACACGCGTTCGCCACCTCACAGACGTCAACCATT---------GGCAACATGACCAACGTTACCTCTGGCTTAAGTACTGCTACAACTGTATATTCTACATTCAATACATCATATAACAATGCATCTAGTACGATTACCATCACAGAGTCCGTTTCAACAGACAACGCAACTACCATCTCATCTTTCACCACCGTAACGCCAAATGCTACATCTTATAACACAACTATTACTGCGTCATACAACGTATCTACTAA------CAGCACCGTGTTT------------ACT------------------ATGAGCATGCCTCTAG------TCA---CAAACTGCAGTATCGCAACAAACGCATATAATCTTACTAACTCCTCCAACGCCTGTCACACGAAGACTGAAATTATACGTTTTAAAGAAACCAACGCAACAGGAATAGAAGGAGGCAATGTTACTATAAAAGGCAATTATACA---TGGAATTGCAGTTCAGTCTCCTGGGTACGACATTACAATCTGTCCACGCACGGATACCATCTAGGTTATCGTCAAAATGTATATACTCAATATTACTACAGATGGTTGCGTATCCTTACCTCGCATACTATATGCCATTCCCCTCATCAAAACCCTACATCATATCACGACTTATGTCGTTCAT---GCAATAACACAGAACTGTATCTATACGATCTGAATACTACCAATTCCGGCAGATATAGCAGACGTTGTTTTAAAGAAGAGCATTTAAA------AGGACATCACGAAGACGAAAATTTCTACTTATTCGTGACACCCCGAAATGAAACTAATCATACTGAAATCATTAACACTACCT-----------TCGTTT----------GTCCTAGAACCAA---CACTAACACCAAAAATAAAAATGAGGAACAAAGTCAACACACTAACAGTACACATCACCATAAACGCAATCCCCACCACAGCTCACAAAGAAGCCGCACCGTATGGACAATTATGTTAATTTGTGTAGCCTGTCTGCTTCTATTTTTTGGACGACGAGCTTTTAATAAAAAGTACCAAATGTTACATGACACCGTTAGCGAATCCGAATTCATCGTACGATATAATCCAGAACACGAAGATTAA 
Toledo G4B          ATGCGTAACACCTGTCGAAGATGCGATAACTTTACATACAGGCAAACAGTGTATACAATTATAGTATTTTGTATGTTGCATAAAGTTACATGCAACAGTACTGCTAACAGTACTGCATCCATTACGCTATCCAACACTGCCTCTACCACTTTTGTAACCAACATATATTCAACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATTTGCCAATATATCTAATACGGCTGTCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATACACCACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATAGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAATTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
HAN38               ATGCGTAACACCTGTCGAAGATGCGATAACTTTACATACAGGCAAACAGTATATACAATTGTAGTATTTTGTATGTTACATAAAGTTACATGCAACAGTACTGCTAACGGTACTGCATCCATTACGCTATCCAACACTGCCTCTACCACTTTTGTAACCAACATATATTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACGAGTGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGAGTTCAACAAATACCAA---CACTATCTCATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------CTACAAATTGCAGCGCCACAACGTACACCACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACTAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACCCCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACGTACTAACAATACACATCACCACAAACGTAATCTCTACCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
Pat_D               ATGCGTAACACCTGTCGAAGATGCGATAACTTTACATACAGGCAAACAGTATATACAATTGTAGTATTTTGTATGTTACATAAAGTTACATGCAACAGTACTGCTAACAGTACTGCATCCATTACGCTATCCAACACTGCCTCTACCACTTTTGTAACCAACATATATTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGTGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGAGTTCAACAAATACCAA---CACTATCTCATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------CTACAAATTGCAGCGCCACAACGTACACCACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACTAATTCCGGCAGGTACAGTAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACCCCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACGTACTAACAATACACATCACCACAAACGTAATCTCTACCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/6/2010           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTTACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
2CEN5               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTATACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/2/2012           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTATACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/3/2010           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
HAN29               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/12/2010          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/42/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/29/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
BE/28/2010          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
CZ/1/2011           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
HAN20               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
HANSCTR1B           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCGACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCCAATATATCTAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATCTCACCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTGTCACGTCAGATGAAACTTCGCACAACGTATCCACTAATAATGCACTT------------------ATAAGCACACCATGGC------CTACAAATTGCAGCGCCACAACATAC---ACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAGGAAACCAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAGGGTAATTCTACG---TGGGACTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTTATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGCTACGCATCCTTACCTCTCACACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGCCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCCCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTATCATATGTTACAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACCCAGAACATGAAGATTGA 
JP                  ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTTAACAAATACCAA---CACTATATTATCTTTTACCAAC------------GCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/17/2010          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACA--GAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGAATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
JER4559             ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCACATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/44/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGAATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
PAV6                ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
JER1070             ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/18/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/27/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/6/2011           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
PAV23               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
DB                  ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/4/2010           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
PAV16               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
HAN19               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/2/2010           ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
AD169               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/10/2010          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/23/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/49/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
PRA7                ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
HANSCTR9            ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAACGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
BE/38/2011          ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAATGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
HAN12               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAATGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
HAN15               ATGCGTGTCGCCTGCCGAAGACCTCACCATCTCACGTACAGGCATACGGCGTATACAATCATAATATTCTATATTCTGCATAGAGTTACATGCAACAGTACTACTACCAATACTGCATCCATCACATCACCCAACACTGCTTCTACCACCTTTGTGACCAGCGTATTTTCTACTCCGAATAACAACAC------------ATCAACGACGCCACACACATCTGTCACCTCACAAGCGTCAACCATT---------GGCAACATCACCAACGTTACCTCCGACTTGAGTACTTTCACAACCGTATATTCTACATTCAATACATCATATGCTAATATATCCAATACGGCTGCCACTACAGAATTGATTTCAACAAATACCAA---CACTATATTATCTTTTACCAACGTAACAGCAAACGCTACATCATCTTATAACACAACAATCACCGTAACTATCACGTCAGATGAAACTTCGCACAACGTATCCACTAATACTGCACTT------------------ATAAGCACGCCATGGC------TTACAAATTGCAGCGCCACAACGTACACCACGTACAACCGTACTAACTCTTCCAACGCTTGTCACACAGAGACAACAATCATACGTTTCAAAGAAACTAATACAACAGGAATAGAAGGGAGTAATGTCACCATAAAAGGTAATTCTACG---TGGGATTGTCTTTCAGTCGCCTGGATACGACATTACAATCGATCCACACACGGACATCATCTAGGTCATCGTAAGAATGCACATACCCAATCTTGGTAT---TGGTTACGCATCCTTACCTCTCATACTGTATGTCATTCTCAACATGAAAGACCTTCACTGTACCATGACTTATGTCGTTCGT---GCAACAACACAGAACTACATCTGTACGATCTAAATATCACCAATTCCGGCAGGTACAGCAGACGTTGTTTTAAAGAAAATTACTTCAC------AGGACATCACGAAGATGAAAATTTCTACCTATTAGTAACACCAAAAAATCATACTGAAGCTATTAATGCTACTTTCGTTTGCC-----------CTAGAT----------ACAACACCGATAT---C------GAAAATGAAGATAGAGAGAAAGGAAGTCAACATACTAACAATACACATCACCACAAACGTAATCTCTATCATAGCTCGCAAAGAAGCCGCACCGTATGGACCATCGTGTTGGTTTGTATGGCCTGCATAGTTCTGTTTTTTGCACGACGAGCCTTTAACAAAAAGTACCATATGTTGCAAGACACCGTCAGTGAATCAGAATTCATTGTTCGATATCACACAGAACATGAAGATTGA 
UK/Lon4 G4A         ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---NNNNNNNNNNNNNNNNNNNNCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---T------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
PAV24               ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGTCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGCAACAGTACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACAATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTACATTCAATACATCATATAACAATGCATCCAATACGATTACCACTACAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAACACAACAATCACCGTGACTGTTACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACGTACAACCTTACTAACTCTTCCAACGCCTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATCTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGCACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGACACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/40/2011          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGTCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGCAACAGTACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACAATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTACATTCAATACATCATATAACAATGCATCCAATACGATTACCACTACAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAACACAACAATCACCGTGACTGTTACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACGTACAACCTTACTAACTCTTCCAACGCCTGTCACACAGATACA---ATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATCTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGCACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGACACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/29/2010          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCGCCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTACATTCAATACATCATATAACAATGCATCCAATACGATTACCACTACAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAAACACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAGATTGCAACGCTACGACAGACACCACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAATGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATCTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGCTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCGTTAAACCTATAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGCACCATATGGACTATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGACACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
HAN32               ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCCACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
PAV8                ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCCACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/1/2011           ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCCACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/9/2012           ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCCACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/8/2010           ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCCACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
CZ/1/2012           ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCCACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
HAN3                ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/14/2012          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/36/2011          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
NL/Rot5             ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/18/2010          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCTTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---T------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/24/2010          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---T------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
Pat_G               ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTA---------------------------------------------CAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATTTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---T------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGTACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/41/2011          ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTATATTCTACATTCAATACATCATATAACAATGCATCCAATACGATTACCACTACAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGACACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACATAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATCTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCGC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGCACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
JER2282             ATGTGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATATGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTTGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACCGTACATTCTACATTCAATACATCATATAACAATGCATCCAATACGATTACCACTACAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCCAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCAACGCTACGACAGACACCACCTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAACGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATCTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGCACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGATACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
BE/4/2012           ATGCGTATCGCCTACCGAAGACGCAACAATGTCATATACAGCCAGATGGCGTATGCAATTATAATGTTCTGGATACTACATAAAGTCATGTGTAACAGCACCGCTACTAATACTGCACCTATTACGACACCTAACACTGCTTCTACCACTTTCGTAACCACGATGAATTCTACTGCAAATCCCAACAC------------ATCGACAACGCTACACACATCCGTCATCTCACAAACGTCAGCTAAT---------GGCAACATCACTAACGTTACATCAGGCCTGAGCACCATCACAACTGTATATTCTACATTCAATACATCATATAACAATGCATCCAATACGATTACCACTACAGAATTGATTACAACATATACCAACACAACTATCTCATCTTTTACCAACGTAACGCCAAATGCTACATCATCTTATAGCACAACAATCACCGTGACTGTCACGTCAAATGAAACTTTACACAACGTATCTGCTAATACCTCATTT------------------ATGAGCACGCCATGGC------CTACAAATTGCACCGCTACTACAGACACCACGTACAACCTTACTAACTCTTCCAACGCTTGTCACACAGATACAACAATTATACGTTTTAAAGAAACCAACACAACGGGAATAGAAGGGAGCAATGTTACTATTAAGGGTAATTCTACG---TGGCACTGTCGTTCAGTCACTTGGGTACGACACTACAACAGGTCCACACATGGACATCATCTAGGATACCGTCGAAATCAG---------------TAC---AAGTCAACCATCCTAACCTCACATACAATATGTCATTCCCATCACCAATATCCTACATCATATCATGATTTATGCCGTTCAT---GCAATAATACAGAGTTGCATCTATACGATCTCAACACCACAAACTCCGGTAGATATAGCAGACGTTGTTTTATACACGATTACTTCAC------AGGACATCATGAAGATGAAAATTTTTACTTATTCATTAAACCTAGAGCTGAATATAACTATACCAAAATTACTGACACCACTC-----------CAGTCT----------GTTACAGAACAAA---C------ACCAATAGCGAAAACGACCTAT---CTAATACATACAAAAACAATACACATCATAAACGCAATCGCCATCATAATTCACAAAGAAGCCGCACCATATGGACCATTGTATTAATTTGTATAGCCTGCTTAGTCCTGTTTTTTGCACGACGAGCCTTTAACAAAAAATACCATATGTTACAAGACACCGTTAGTGAATCAGAATTCATTGTTAGATATAACCCAGAACATGAAGATTGA 
  



D – RL13 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts. Mutations are likely not have been present in the clinical material but to have resulted during viral isolation in cell culture. 
 
PH G8               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAA----TACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
3157                ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCACA-------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
HAN33               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
NL/Rot1             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
HAN30               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
Merlin              ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
BE/23/2010          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
BE/43/2011          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
BE/28/2011          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
NL/Rot7             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
UK/Lon3             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
HANChild1           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
HANChild4           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
PRA4                ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
HANRTR1B            ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
CZ/1/2013           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACGAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCACTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTCACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
NL/Rot6             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTTTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAACTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACCAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCAGTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
UKNEQAS1            ATGCACTGGCATCTTGCGATTACATGGACGGTAATCACATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGACAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACCAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCAGTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
BE/32/2010          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACCAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCAGTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
BE/33/2010          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGGCAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACCAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCAGTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
BE/8/2011           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGACAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACCAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCAGTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
UK/Lon7             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATTAACGTTTTCGGAATGTTACAACCAAACTTGTCCGTGCCCCTGCATTTGTGTCAATTCTACAACAGTTAGC-ATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCA---------CTACACCCTCGTTA---GTAAC-----------GACTGACAAAGTCGT----------TTCTACTGCAGCGTCGTCAACCATAATATCTCAAACCAACCGCAGTCATACCAGTAATGCTATCACAACCCCGAAAACGCGAT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTCTAAACTTCAGTGGATCA---TGGAATTACATTC--------------AATGGTTCCG----GTACGGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAGCAATTATCATCATACTTTCCCTCGTGGTGCTCTTTGCTTTGATTGTGACATGACAAAACTTCTAATTTACGATCTGACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACGCGCCATGACAATCAATACGAAGAAGCATGCTACAGCCTCACGGTGATTTTTGCCAACACGACATCCATAGTTACCAACAGAACGTGTG------ATAGAAAACGAACAGAAAATACAGACACTACTAACCATGAAATCGGGAAACATATTATTGAA-ACTATTAAGAAAGCCAACATTCCTCTGGGAATTCACGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTCATAGCGCTATATATGGGCAACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAA 
UK/Lon1 G7          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAATCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATTACAACCCCAAAAACGCGGT------TTGAATAT------AATATTACGGGATATGTTGGCCAAGAAGTAACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTTCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATAAATACGAAGAAGCATGCTACAATCTCACGGTAATTCATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATCAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/8/2012           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACA--TTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/15/2010          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
HAN8                ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
HAN34               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
JER4035             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
JER5695             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
JER4053             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/20/2010          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
CZ/2/2012           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAATCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTGGCAAAGCCGT----------GTCTACTACAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAATCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/21/2010          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCATCATCA---GTAAC-----------GATTAGCAAAACCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
UK/Lon6             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTTCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
JER5268             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAGGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
2CEN15              ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/5/2012           ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
TR                  ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/22/2011          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
NANU                ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
PAV31               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
HAN13               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
HAN40               ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
JER5550             ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAGCTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
BE/12/2012          ATGCACTGGCATCTTGCGATTACATGGACGGTAATCATATCCACGTTTTCGGAATGTTGTAACCAAACTTGTCCGTGTTCCTGCGTTTGTGTCAATTCTACAACAGTCAAC-ATATCCACAAATGAAACAACGTCTAAAGCCATCACTCCAACTGCTACGACAAATACCGCAAAAACAACGTCAAGCCTTGTTATTA---------CTACACCGTCATCA---GTAAC-----------GATTAGCAAAGCCGT----------GTCTACTGCAGCTTCATCAACCATACTATCTCAAACCAATCGCAGTCATACAAGTAATGTCATCACAACCCCAAAAACGCGGT------TTGAATAT------AATATCACGGGATATGTTGGCCAAGAAGTGACTTTCAACTTCAGTGGATCATTTTGGAACTACATTG--------------AATGGTTCCG----GTACAGTTCTCCAGGCTGGCTTTATTCCTC------------GGAACCAATATGCACCGTTACCAACAGTTATCATCATACTTTCCCTCGTGGTACCTTATGTTTCGATTGTAACATGACAAAATTTGTTATTTACGATCTAACGTTAAACGATTCTGGAAAGTACGTTGTCAAGAGAACACGTCATGACAATCAATACGAAGAAGCATGCTACAATCTCACGGTAATTTATGCCAACACGACAGCCATAGTTACCAACAGGACGTGTG------ATAGAAGACAAACAAAAAATACAGACACTACTAACCATGGAATCGGGAAACATATTATTGAA-ACTATTAAAAAAGCCAACATTCCCCTGGGGATTCATGCTGTGTGGGCGGGCATAGTGGTATCAGTGGCACTCATAGCACTATATATGGGTAACCGTCGTAGGCCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGACCCGGATGAGTTTTGGACTAAAACCTGA 
CZ/2/2013 G3        ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
BE/11/2011          ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
BE/25/2010          ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
JER5409             ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
JER4041             ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
JER851              ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
HAN1                ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
BE/2/2013           ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
NL/Rot3             ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
HANSCTR10           ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTCTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
PAV32               ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATAATCACGTTATCTGAAGGTTGCAATCATACGTGCCCCTGTCCGTGCAGCTGCCT-TACCTCCACCGTCTCCACCATTACAAAT---CCCTCTAGCTCTGTCACCAACGCTACTAGTACCTCAGTTATCACAACTGAAACCACGCAGAAACCCTCTGCCACCTCTTCAACTGCATCAGCAATCACTTCAAGGATTTCAAAATCACCAAGTG---------------------TTACGCGGACAAC------------ATTTTTTAGCATTCATACCACTCCCTGGTTGAATACCAGTAACGTGACTTGCGACGGCAGTTTGTACACCATCTATAA---GCAGTCTAATTTAAACTACGAAGTAATCAACGTAACAGGATATGTCGGTGGATACGTTACTCTTAAAAACTGCACTAGAACGGATATATGGCATGATGTAGAATGGATAAAATACGG------ACCTCCTACACACCAACTATGCAGGATTGGAAGTTATCATTCAACGTCTCCTCTAAACGGCATGTGTTTAGACTGCAACATGACTTCTCTCACCATATACAACATAACCGTTGAACACGCTGGAAAATACGTTCTGCAACGCTACGGT---------GACGATACAAAGGAGAACTACTATCTAACTGTACTATCAGGAACTACAACATCGTCTCCTATACCTGATAAATGCAAAA---G---------AGAGGAGT---CGAACCAGCACAATCCAGGCTCATGGGAAGATGTAATAAGAACTGTAAA-AAATACTAACATTCCTCTGGGAATCCATGCTGTATGGGCAGGCATAGTGGTATCTGTAGCACTTATAGCCTTATATATGGGTAGCCGTCGCGTCCCCAGGAAACCACATTACACCAAACTTCCCAAATACGATCCAGATGAGTTTTGA------------ 
HAN36 G2            ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATCATCACGTTATCTGAAGGTTGTAATGATACATGCCCTTGTTCGTGCAACTGCCT-CACCTCCACCGCCTCAACCATCAAAAAT---TCGTCTGATTTTGTCACTAACGCTACCAACATTTCAACTACTGCAAATAAAACCACGCACAAACCCTCTACCGCCTCGTCAGATACATCAACAATTACTCCAACGCTGTTGGAATCACCGTCAA---------------------GCGTTACGCGAATATTAACAACGTTCTCTACCGTTCATAGTACCATTCCCTGGTTGAATACCAGCAACGTAACTTGCAACGGTAGTTTGTACACCATCTATAA---ACAATCTAATTTAAATTACGAGGTAATTAACGTAACAGCGTATGTCGGTGGATACGTCACTCTGCAAAATTGCACTAGAACGGATACATGGTATGATGTAGAATGGATAAAATATGG------AACTCGTACACACCAACTGTGCAGAATTGGAAGTTATCATTCAACGTCTCCACTAAACGGCATGTGTCTAGACTGTAACAGAACCTCTCTCACCATCTACAACGTAACCGTCGAACACGCTGGAAAATACGTTTTACATCGCTACATT---------GACGGTAAAAAGGAAAACTACTATCTAACTGTATTATGGGGAACCACAACATCGTCTCCTATACCTGACAAATGCAAAA---C---------AAAAGAGGAGTCAGATCAGCACAGGCGCGGAGCGTGGGACGACGTAATAACAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTGTAGTCGTATCTGTGGCACTTGTAGCCTTATACATGGGTAGCCGTCGCGCTTCCAGGAAACCGCGTTATAAAAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTGA 
HAN25               ATGGACTGGCAGTTTACGGTTAAGTGGACGTTACTGATCATCACGTTATCTGAAGGTTGTAATGATACATGCCCTTGTTCGTGCAACTGCCT-CACCTCCACCGCCTCAACCATCAAAAAT---TCGTCTGATTTTGTCACTAACGCTACCAACATTTCAACTACTGCAAATAAAACCACGCACAAACCCTCTACCGCCTCGTCAGATACATCAACAATTACTCCAACGCTGTTGGAATCACCGTCAA---------------------GCGTTACGCGAATATTAACAACGTTCTCTACCGTTCATAGTACCATTCCCTGGTTGAATACCAGCAACGTAACTTGCAACGGTAGTTTGTACACCATCTATAA---ACAATCTAATTTAAATTACGAGGTAATTAACGTAACAGCGTATGTCGGTGGATACGTCACTCTGCAAAATTGCACTAGAACGGATACATGGTATGATGTAGAATGGATAAAATATGG------AACTCGTACACACCAACTGTGCAGAATTGGAAGTTATCATTCAACGTCTCCACTAAACGGCATGTGTCTAGACTGTAACAGAACCTCTCTCACCATCTACAACGTAACCGTCGAACACGCTGGAAAATACGTTTTACATCGCTACATT---------GACGGTAAAAAGGAAAACTACTATCTAACTGTATTATGGGGAACCACAACATCGTCTCCTATACCTGACAAATGCAAAA---C---------AAAAGAGGAGTCAGATCAGCACAGGCGCGGAGCGTGGGACGACGTAATAACAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTGTAGTCGTATCTGTGGCACTTGTAGCCTTATACATGGGTAGCCGTCGCGCTTCCAGGAAACCGCGTTATAAAAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTGA 
TB40/E              ATGGACTGGCAGTTTACGGTTAAGTGGAGGTTACTGATCATCACGTTATCTGAAGGTTGTAATGATACATGCCCTTGTTCGTGCAACTGCCT-CACCTCCACCGCCTCAACCATCAAAAAT---TCGTCTGATTTTGTCACTAACGCTACCAACATTTCAACTACTGCAAATAAAACCACGCACAAACCCTCTACCGCCTCGTCAGATACATCAACAATTACTCCAACGCTGTTGGAATCACCGTCAA---------------------GCGTTACGCGAATATTAACAACGTTCTCTACCGTTCATAGTACCATTCCCTGGTTGAATACCAGCAACGTAACTTGCAACGGTAGTTTGTACACCATCTATAA---ACAATCTAATTTAAATTACGAGGTAATTAACGTAACAGCGTATGTCGGTGGATACGTCACTCTGCAAAATTGCACTAGAACGGATACATGGTATGATGTAGAATGGATAAAATATGG------AACTCGTACACACCAACTGTGCAGAATTGGAAGTTATCATTCAACGTCTCCACTAAACGGCATGTGTCTAGACTGTAACAGAACCTCTCTCACCATCTACAACGTAACCGTCGAACACGCTGGAAAATACGTTTTACATCGCTACATT---------GACGGTAAAAAGGAAAACTACTATCTAACTGTATTATGGGGAACCACAACATCGTCTCCTATACCTGACAAATGCAAAA---C---------AAAAGAGGAGTCAGATCAGCACAGGCGCGGAGCGTGGGACGACGTAATAACAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTGTAGTCGTATCTGTGGCACTTGTAGCCTTATACATGGGTAGCCGTCGCGCTTCCAGGAAACCGCGTTATAAAAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTGA 
AF1                 ATGGACTGGCAATTTACGGTTAAGTGGACGTTACTGATCATCACGTTATCTGAAGGTTGTAATGATACATGCCCTTGTTCGTGCAACTGCCT-CACCTCCACCGCCTCAACCATCAAAAAT---TCGTCTGATTTTGTCACTAACGCTACCAACATTTCAACTACTGCAAATAAAACCACGCACAAACCCTCTACCGCCTCGTCAGATACATCAACAATTACTCCAACGCTGTTGGAATCACCGTCAA---------------------GCGTTACGCGAATATTAACAACGTTCTCTACCGTTCATAGTACCATTCCCTGGTTGAATACCAGCAACGTAACTTGCAACGGTAGTTTGTACACCATCTATAA---ACAATCTAATTTAAATTACGAGGTAATTAACGTAACAGCGTATGTCGGTGGATACGTCACTCTGCAAAATTGCACTAGAACGGATACATGGTATGATGTAGAATGGATAAAATATGG------AACTCGTACACACCAACTGTGCAGAATTGGAAGTTATCATTCAACGTCTCCACTAAACGGCATGTGTCTAGACTGTAACAGAACCTCTCTCACCATCTACAACGTAACCGTCGAACACGCTGGAAAATACGTTTTACATCGCTACAGT---------GACGGTAAAAAGGAAAACTACTATCTAACTGTATTATGGGGAACCACAACATCGTCTCCTATACCTGACAAATGCAAAA---C---------AAAAGAGGAGTCAGATCAGCACAGGCGCGGAGCGTGGGACGACGTAATAACAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTGTAGTCGTATCTGTGGCACTTGTAGCCTTATACATGGGTAGCCGTCGCGCTTCCAGGAAACCGCGTTATAAAAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
CINCY G1            ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTATCACAGATGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAAAAAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
Pat_H               ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATAACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTATCACAGATGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/10/2011          ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACCCTATCACAGATGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/20/2011          ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACCCTATCACAGATGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/1/2010           ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTATCACAGATGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/10/2012          ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACCCTATCACAGGTGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCGGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/26/2011          ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACCCTATCACAGGTGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCGGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/9/2010           ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACCCTATCACAGGTGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCGGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
UK/Lon9             ATGGACTGGAGATTTGCGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACATGCTCCTGTCCATGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACCCTATCACAGATGCTAACAGCACTTCAGCTATCACAAATGGAACAACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTCTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTACTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCGGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCTCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
6397                ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGA-TGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAAGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
Towne               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCTTTACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
PAV4                ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/22/2010          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
PAV7                ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
UK/Lon2             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
Pat_E               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
HANSCTR1A           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCGCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
PAV11               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/19/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
HAN17               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/14/2010          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
VR1814              ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/9/2011           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
U11                 ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
JER1289             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
HANSCTR11B          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/39/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGACATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/48/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGACATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
NL/Rot4             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTGATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCGCATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGACATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTGTGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
BE/30/2010          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACACCAACATT---AACGTTTTCCACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTAG------------ 
HAN11               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATAACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACACCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACGTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCCGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCGGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
HAN                 ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATAACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTATCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACACCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACGTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAATGTAACTACCGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGCAAAA---C---------AAAAGAGGAATCAGACCAACATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCATGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCATCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/11/2012          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAGCCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAACAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
NAN4LA              ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCTTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/7/2011           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATATGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/15/2012          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGATTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/7/2012           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGAATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/2/2011           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCGCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
PAV25               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
HAN22               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
HAN23               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/32/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/46/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/34/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/16/2012          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/30/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/26/2010          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
U8                  ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/3/2012           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
JER847              ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
UK/Lon8             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
Pat_C               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
HANRTR2             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/31/2010          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAATTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAGATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACCACTCCCTGGTTGAATACCAGCAACATAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTATAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/31/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGTCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCACAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAGTCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/3/2011           ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGTCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCACAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAGTCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/21/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGTCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCACAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAGTCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/19/2010          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGTCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCACAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAGTCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
JER3855             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGTCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATGTCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTGTGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
BE/35/2011          ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATATCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCATTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
PAV18               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATATCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
HAN21               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATATCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
PAV21               ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATATCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
JER2002             ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATATCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCAAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
PAV1                ATGGACTGGAGATTTACGGTTAAGTGGACGTTACTAATGATTACGATATCTGAAGGTTGCAATGACACGTGCTCCTGTCCGTGCAACTGCCT-TACCTCCACCGCCTCCACTATCACAAAT---TCTTCTAACTCTGTCACCGATGCTAACAGCACTTCAGCTATCGCAAATGGAACCACGCACAAACCCTCTACCGCTTCTTCAGTCACATCAGCAACCACTTCAACGCTTTCAAAATCATCGTCAA---------------------GCGCTACGCCAACATT---AACGTTTTCTACCATTCATAGTACTACTCCCTGGTTGAATACCAGCAACGTAACTTGCAATGGCAGTTTGTACACCGTTTATAA---ACACTCTAATTTAAATTACGAAGTAATTAATGTAACAGGATATATCGGTGGATACGTCACTTTGAAAAACTGCAGTAGAACGGATGTATGGCACGATATAGAATGGATAAAATATGG------ACCTCGCGCACACCAACTATGCAGCATTGGACATTATTATTCAACTTCCCCACTGAACGGCATGTGTTTAGACTGCAATAAGACCTCTCTCACTATATACAACGTAACTACAGAACACGCTGGAAAATACGTTTTGCAACGTTACAGT---------GACGGTAAAAAGGAAAACTACTATTTAACCGTGTTATCAGGAACTGCAACATCGTCTCCTATACCTGATAAATGTAAAA---C---------AAAAGAGGAATCAGACCAGCATAATAGCAGAACGTGGGACAATGTAATAAAAACTGTAAA-AAACACTAACATTCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTGGTATCTGTGGCACTTATAGCCTTATACATGGGTAGCCGTCGCGTCCCCAGAAGACCGCGTTATACAAAACTTCCCCAATACGACCCAGATGAATTTTGGACTAAAACCTAA 
NL/Rot2 G10         ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTATCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTTGTAAATACCACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTGGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACGCAGATATCAACGACATTAAGCACAAAAATCGAAACTACCACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAAAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATTATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTGACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTGACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGCTTTGGACTAAAACCTAA 
Pat_K               ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCCCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTTACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACGCAGATATCAACGACATTAAGCACAAAAATCGAAACTACCACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAACTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAAAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCGGATGAGTTTTGGACTAAAACCTAA 
BE/13/2011          ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTATCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACGCAGATATCAACGACATTAAGCACAAAAATCGAAACTACCACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAAAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACACCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTGGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/27/2010          ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTATCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACGCAGATATCAACGACATTAAGCACAAAAATCGAAACTACCACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAAAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACACCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTGGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
2CEN2               ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/16/2010          ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN2                ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN31               ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
JER893              ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PRA3                ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PRA5                ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR10            ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR4             ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANSCTR8            ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR9             ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGATTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/11/2010          ATGAACTGGCAGATTACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAATCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTACTTCGTAAATACTACTAGCACAACAGTTACCAGCAATATAAGTACTCCAGGATCCCCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCGTCACAAACCAC---------CGTTTCAACAAAACCGT------TGATAGCAACCACACAGATATCAACGACATTAAGCACAAAAATCGAAACTACGACGTGTATAAATACCACCACAATCGTTACCTGTAATGATTTGAATTATACAATTCATAA---GAGATGCGATCGTAGCTACGAAGTAATCAACGTAACTGGACACGTCGGTAGCAACGTCACTCTGAAAAAATGTAATGATACAGC---ATGGTACAATGTGGACTGGGTTAAATACGAAGAACCTTACTCTTCATACAAAATGTGCGAATTAGGCAACTATCATCAGACTGCACCGCGCAGCGACATATGTTTTGAGTGTAACGACACTTCTCTGACCATCTACAATCTAACCGCAGAAAACGCCGGAAAATATACCAGACGGCACCGTTAT---------AAGGGTTACGAAGAAAATTACTACGTAACGGTATTATCTAAAGGCGCAACGCCCTCAACTCCTGGCACGTGCCCTGTGAAATATAGAGTAAAATCCAGTGAATCTAGGGACACTGAAGGTACCATCGGAAGTAACATTATACAA-GCCATTCAGAAAGCTAACATCCCTCTGGGAATCCATGCTGTATGGGCAGGTGTAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTACCCGTCGTATCCCTAAAAAGCCGCGTTACACCAGACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACCTAA 
UKNEQAS2 G6         ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATAATAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN27               ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/1/2012           ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/17/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PAV5                ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
UK/Lon5             ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR5             ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANSCTR4            ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGAAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
W                   ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/24/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/14/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/37/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
Pat_A               ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR1A            ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGCAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-CTTATTCCACAAATACTACTAGCACAACAGTTATTAACAATGTAAGCACTTCAGAATCCCTTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAGCTGCACAA---ACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCATGCGGATATC---AACATTAAGCACAAAAATCGAAACCACCACGTGTATAAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAATGTAACGGGACACGTTGGTAGCAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCCTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCGGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACCGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PRA6                ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTAT---TCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAAGCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAGTTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN16               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGTACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCACAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACTATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTCATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGCCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANSCTR11A          ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGTACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCACAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACTATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTCATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANChild2&3         ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAATAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCTAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/5/2010           ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTTATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
JER4755             ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTTATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
U4                  ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTTATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PAV20               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGATACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTTATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAACATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
Pat_F               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTGTTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCTCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR8             ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAATCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
JER3230             ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACGTGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PAV12               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/45/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/15/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
CZ/3/2012           ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
3301                ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/13/2012          ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/4/2011           ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN28               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN39               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PRA8                ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANSCTR2            ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HANRTR6             ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
HAN24               ATGGACTGGCGGGTCACGGTTACGTGGACGATATTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTGTAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAGCTACAACCGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTTACAACCACGCGGATATC---AACATTAAGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAACTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTCGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGCAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATATGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAATCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/5/2011           ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGCCTCTATAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCACGCGGATATC---AACATTAAGCACGAAAATCGAAACTACCACCTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCGACTACCATCAGACTACACCACGTAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTATGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATAATAACATCACCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/33/2011          ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGCCTCTATAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCACGCGGATATC---AACATTAAGCACGAAAATCGAAACTACCACCTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCGACTACCATCAGACTACACCACGTAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTATGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATAATAACATCACCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
NAN2LA              ATGGACTGGCGGGTCACGGTTACGTGGACGATACTAATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGCCTCTATAATGACACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTCAACTACAACTGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCACGCGGATATC---AACATTAAGCACGAAAATCGAAACTACCACCTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCGACTACCATCAGACTACACCACGTAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTATGTAACGGTATTATCTGAAGGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATAATAACATCACCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
BE/13/2010          ATGGACTGGCGGGTCACGGTTACGTGGACGATACTCATATCCACGTTGTCAGAAAGCTGTAAACCAACGTGTCCTTGTCAATGTCTCTATAATGAGACCACCACAA-ATTATTCCATAAATACTACTAGCACAACAGTTATTAACAATATAAGCACTCCAGAATCCTCTGAC---------ACCACTACTCGTACAGATTGTTTAACTACAACTGCACAAACAACCAC---------CGTTTCTACAGAACCAT------CGGTAACAACCACGCGGATATC---AACATTACGCACAAAAATCGAAACTACCACGTGCATGAATACAACTACAAACGTTACATGTGATGGTTTGAATTATACAGTTCATAA---AACATGCGGTCGTAGCTACGAAGTAATCAACGTAACGGGACACGTTGGTAGTAACGTTACTCTGAAAAAATGTAATCACACAAT---ATGGCACAATGTGGATTGGATTAAATATGAAGAACCTTATTCTTCATACAAGATGTGCGAATTAGGCAACTACCATCAGACTACACCACGTAGCAACATATGTTTTGAGTGCAACGACACTTCTCTGACCATCTACAATCTAACTGCAGAAAACGCCGGGAAATATACCAGACGGGACCGTTAT---------AACGGTTACGAAGAAAATTACTACGTAACGGTATTATCTGAAAGTTCAACGTCCTCAACTCCTGGCACATGCCCCGTAAAATATAGAGTAAAATCCAGTGAGTCTACGAACACTGAAGGTACCGTCGGAAGTAACCTTATAGAA-ACCATTCGGAATACTAACATCCCCCTGGGAATTCATGCTGTGTGGGCGGGTATAGTGGTATCAGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCTAGAAAGCCGCGTTATACCAGACTTCCCAAACATGATCCAGATGAGTTTTGGACTAAAACCTAA 
PRA1 G5             ATGGACTGGCAACTTACGGTTATATGGACGATACTGATGTTCACGTTGTTAGAAGGATGCAATCATACGTGCTCTTGCCCGTGTCAGTGCGAAACTTCAACACCCA-CTGATACTACAAATCGAAGTACCACATCTGTCCCCTGTACTACTAGCGCATCAACCACCATCAGTGAAAGTACCTCCGAATCCCCCACCACCGTCACTGGTACCAGTCCTAATTCAACCGCTGTGATCACATCAACGTCAAAAGGCACGCAAATATCCACAAGCAAAGATGTAACGTCAATTAGCACACGAATGGAGACTACCACATCATGTGCAAATAGCACTACCAACGTCACATGCAACGGCACTTTATACACTATTCATAAATTGTGTAACCTTGGCTATAAAGAGGTAATTAACGTAACAGCATATGTCGGTGGATACGTAACTCTCCAAAAATGCAACAAAACAAATACGTGGCGCGATATTGAATGGATAAAATACGG------ACTTTACCAGCCGCAGTTATGCAGCGTGGGACATTACCGCGTTACATCGCCACGTAATGACATGTGTTTCGAATGCAACGAGACATCCCTTACATTGTATAACCTAACCACGAACAACGCTGGAAAGTATGTCCTACGCAACCGTCCT---------GATGGACAGGAGGAATACTATTACTTGACAGTATTAACTGGAGGAGTAACCCCGGTGCCCCATCCAACAGGAAAATGTCAAAAGACT---GCGGATGAGGACCCTGAGTCAGAAATTTCTGGATCGGTGAAAACCATTATTGAA-ACTATTCAGAAAGCTAACATCCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCCATAAAACAACGTTATACCAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACATAA 
2CEN30              ATGGACTGGCAACTTACGGTTATATGGACGATACTGATGTTCACGTTGTTAGAAGGATGCAATCATACGTGCTCTTGCCCGTGTCAGTGCGAAACTTCAACACCCA-CTGATACTACAAATCGAAGTACCACATCTGTCCCCTGTACTACTAGCGCATCAACCACCATCAGTGAAAGTACCTCCGAATCCCCCACCACCGTCACTGGTACCAGTCCTAATTCAACCGCTGTGATCACATCAACGTCAAAAGGCACGCAAATATCCACAAGCAAAGATGTAACGTCAATTAGCACACGAATGGAGACTACCACATCATGTGCAAATAGCACTACCAACGTCACATGCAACGGCACTTTATACACTATTCATAAATTGTGTAACCTTGGCTATAAAGAGGTAATTAACGTAACAGCATATGTCGGTGGATACGTAACTCTCCAAAAATGCAACAAAACAAATACGTGGCGCGATATTGAATGGATAAAATACGG------ACTTTACCAGCCGCAGTTATGCAGCGTGGGACATTACCGCGTTACATCGCCACGTAATGACATGTGTTTCGAATGCAACGAGACATCCCTTACATTGTATAACCTAACCACGAACAACGCTGGAAAGTATGTCCTACGCAACCGTCCT---------GATGGACAGGAGGAATACTATTACTTGACAGTATCAACTGGAGGAGTAACCCCGGTGCCCCATCCAACAGGAAAATGTCAAAAGACT---GCGGATGAGGACCCTGAGTCAGAAATTTCTGGATCGGTGAAAACCATTATTGAA-ACTATTCAGAAAGCTAACATCCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCCATAAAACAACGTTATACCAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACATAA 
PRA2                ATGGACTGGCAACTTACGGTTATATGGACGATACTGATGTTCACGTTGTTAGAAGGATGCAATCATACGTGCTCTTGCCCGTGTCAGTGCGAAACTTCAACACCCA-CTGATACTACAAATCGAAGTACCACATCTGTCCCCTGTACTACTAGCGCATCAACCACCATCAGTGAAAGTACCTCCGAATCCCCCACCACCGTCACTGGTACCAGTCCTAATTCAACCGCTGTGATCACATCAACGTCAAAAGGCACGCAAATATCCACAAGCAAAGATGTAACGTCAATTAGCACACGAATGGAGACTACCACATCATGTGCAAATAGCACTACCAACGTCACATGCAACGGCACTTTATACACTATTCATAAATTGTGTAACCTTGGCTATAAAGAGGTAATTAACGTAACAGCATATGTCGGTGGATACGTAACTCTCCAAAAATGCAACAAAACAAATACGTGGCGCGATATTGAATGGATAAAATACGG------ACTTTACCAGCCGCAGTTATGCAGCGTGGGACATTACCGCGTTACATCGCCACGTAATGACATGTGTTTCGAATGCAACGAGACATCCCTTACATTGTATAACCTAACCACGAACAACGCTGGAAAGTATGTCCTACGCAACCGTCCT---------GATGGACAGGAGGAATACTATTACTTGACAGTATCAACTGGAGGAGTAACCCCGGTGCCCCATCCAACAGGAAAATGTCAAAAGACT---GCGGATGAGGACCCTGAGTCAGAAATTTCTGGATCGGTGAAAACCATTATTGAA-ACTATTCAGAAAGCTAACATCCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCCATAAAACAACGTTATACCAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACATAA 
BE/12/2011          ATGGACTGGCAACTTACGGTTATATGGACGATACTGATGTTCACGTTGTTAGAAGGATGCAATCATACGTGCTCTTGTCCGTGTCAGTGCGAAACTTCAACACCCA-CTGATACTACAAATCGAAGTACCACATCTGTCCCCTGTACTACTAGCGCATCAATCACCATCAGTGAAAGTACCTCCGAATCCCCCACCACCGTCACTGGTACCAGTCCTAATTCAACCGCTGTGATCACATCAACGTCAAAAGGCACGCAAATATCCACAAGCAAAGATGTAACGTCAATTAGCACACGAATGGAGACTACCACATCATGTGCAAATAGCACTACCAACGTCACATGCAACGGCACTTTATACACTATTCATAAATTGTGTAACCTTGGCTATAAAGAGGTAATTAACGTAACAGCATATGTCGGTGGATACGTAACTCTCCAAAAATGCAACAAAACAAATACGTGGCGCGATATTGAATGGATAAAATACGG------ACTTTACCAGCCGCAGTTATGCAGCGTGGGACATTACCGCGTTACATCGCCACGTAATGACATGTGTTTCGAATGCAACGAGACATCCCTTACATTGTATAACCTAACCACGAACAACGCTGGAAAGTATGTCCTACGCAACCGTCCT---------GATGGACAGGAGGAATACTATTACTTGACAGTATCAACTGGAGGAGTAACCCCGGTGCCCCATCCAACAGGAAAATGTCAAAAGACT---GCGGATGAGGACCCTGAGTCAGAAATTTCTGGATCGGTGAAAACCATTATTGAA-ACTATTCAGAAAGCTAACATCCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCCATAAAACAACGTTATACCAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACATAA 
BE/6/2012           ATGGACTGGCAACTTACGGTTATATGGACGATACTGATGTTCACGTTGTTAGAAGGATGCAATCATACGTGCTCTTGCCCGTGTCAGTGCGAAACTTCAACACCCA-CTGATACTACAAATCGAAGTACCACATCTGTCCCCTGTACTACTAGCGCATCAATCACCATCAGTGAAAGTACCTCCGAATCCCCCACCACCGTCACTGGTACCAGTCCTAATTCAACCGCTGTGATCACATCAACGTCAAAAGGCACGCAAATATCCACAAGCAAAGATGTAACGTCAATTAGCACACGAATGGAGACTACCACATCATGTGCAAATAGCACTACCAACGTCACATGCAACGGCACTTTATACACTATTCATAAATTGTGTAACCTTGGCTATAAAGAGGTAATTAACGTAACAGCATATGTCGGTGGATACGTAACTCTCCAAAAATGCAACAAAACAAATACGTGGCGCGATATTGAATGGATAAAATACGG------ACTTTACCAGCCGCAGTTATGCAGCGTGGGACATTACCGCGTTACATCGCCACGTAATGACATGTGTTTCGAATGCAACGAGACATCCCTTACATTGTATAACCTAACCACGAACAACGCTGGAAAGTATGTCCTACGCAACCGTCCT---------GATGGACAGGAGGAATACTATTACTTGACAGTATCAACTGGAGGAGTAACCCCGGTGCCCCATCCAACAGGAAAATGTCAAAAGACT---GCGGATGAGGACCCTGAGTCAGAAATTTCTGGATCGGTGAAAACCATTATTGAA-ACTATTCAGAAAGCTAACATCCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCCATAAAACAACGTTATACCAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACATAA 
NAN1LA              ATGGACTGGCAACTTACGGTTATATGGACGATACTGATGTTCACGTTGTTAGAAGGATGCAATCATACGTGCTCTTGCCCGTGTCAGTGCGAAACTTCAACACCCA-CTGATACTACAAATCGAAGTACCACATCTGTCCCCTGTACTACTAGCGCATCAATCACCATCAGTGAAAGTACCTCCGAATCCCCCACCACCGTCACTGGTACCAGTCCTAATTCAACCGCTGTGATCACATCAACGTCAAAAGGCACGCAAATATCCACAAGCAAAGATGTAACGTCAATTAGCACACGAATGGAGACTACCACATCATGTGCAAATAGCACTACCAACGTCACATGCAACGGCACTTTATACACTATTCATAAATTGTGTAACCTTGGCTATAAAGAGGTAATTAACGTAACAGCATATGTCGGTGGATACGTAACTCTCCAAAAATGCAACAAAACAAATACGTGGCGCGATATTGAATGGATAAAATACGG------ACTTTACCAGCCGCAGTTATGCAGCGTGGGACATTACCGCGTTACATCGCCACGTAATGACATGTGTTTCGAATGCAACGAGACATCCCTTACATTGTATAACCTAACCACGAACAACGCTGGAAAGTATGTCCTACGCAACCGTCCT---------GATGGACAGGAGGAATACTATTACTTGACAGTATCAACTGGAGGAGTAACCCCGGTGCCCCATCCAACAGGAAAATGTCAAAAGACT---GCGGATGAGGACCCTGAGTCAGAAATTTCTGGATCGGTGAAAACCATTATTGAA-ACTATTCAGAAAGCTAACATCCCCCTGGGAATTCATGCTGTATGGGCGGGTATAGTAGTATCGGTGGCACTTATAGCGCTGTACATGGGTAGCCGTCGCATCCCCATAAAACAACGTTATACCAAACTTCCCAAATATGATCCAGATGAGTTTTGGACTAAAACATAA 
PAV26 G9            ATGAACTGGCGGATTACGGTTACGTGGACGATATTACTGCTAT------CAGAAAACTTTGGATCAACGTATTCTTGTCAGTGTCCCTGTAACAGTACTGCTTCAA-ATTACTCTACCAATGGCACTACTACTATCTCAACCTCTGATACTACCAATACAACAGTCAACAGTAAAGGTACCTCCGGACCCTCTACAACCACCGCTTATATAAGTTCTGATACAACCGCG---ATTACATCAACAACCATCCATAT------ATCCACAAAATCACAGTCAAAAACAACGTCGGCCAAAAATATTCAGACCACAACATGTACCAACACTAGCACGAACGTCGTTTGTGATAGTTTGAATTATACGGTCCATAG---AACATGCGGCCGCAGCTACGAGGTAATCAACGTAACAGGACACGTTGGTGGAAACGTTATTCTAAAAAAATGTAATGAC---ACGAGATGGCACAATGTGGACTGGATCCACTATGG------CCATTACACACATAAAATGTGTGAACTAGGGGACTACCATAGAACTACTCTACAAAGTGGCATATGTTTTGAATGCAACGACACCTCCCTGACTATATACAACTTAACCACAGCAAACGCTGGAAAATATACCAGGCGCCGTCGTGAT---------AATAGTGATGAAGAAAACTATTACGTGACAGTGTTAACCAGAGACACGACGACTTCAACTTCTGGTACATGCCCTG------TGAAA---TACAACGCCGAACCCAAGAACACTGAAAGTACCATCGGAAGTAATATTATAGAA-ACCATTCAGAAGGCTAACATTCCCTTGGGACTTCACGCTATATGGGCGGGCATAGTGGTATCAGTGGCACTTATAGCGCTTTACATGGGTAGCCATCGCACGCCCAATAAACCGCATTATACCAAACTTCCCAAATACGATCCGGATGAGTTCTGGACTAAAACCTAA 
JHC                 ATGAACTGGCGGATTACGGTTACGTGGACGATATTACTGCTAT------CAGAAAACTTTGGATCAACGTATTCTTGTCAGTGTCCCTGTAACAGTACTGCTTCAA-ATTATTCTACCAATGGCACTACTACTATCTCAACCTCTGATACTACCAATACAACAGTCAACAGTAAAGGTACCTCCGGACCCTCTACAACCACCGCTTATATAAGTTCTGATACAACCACG---ATTACATCAACAACCATCCATAT------ATCCACAAAATCACAGTCAAAAACAACGTCAGTCACAAATATTCAGACCACAACATGTACCAACACTAGCACGAACGTCGTTTGTGATAGTTTGAATTATACGGTCCATAA---AACATGCGGCCGCAGCTACGAGGTAATCAACGTAACAGGACACGTTGGTGGAAACGTTATTCTAAAAAAATGTAATGAC---ACGAGATGGCACAATGTGGACTGGATCCACTATGG------ACATTACACACATAAAATGTGTGANCTAGGGGACTACCATAGAACTACTCTACAAAGTGGCATATGTTTTGAATGCAACGACACCTCCCTGACTATATACAACTTAACCACAGCAAACGCTGGAAAATATACCAGGCGCCGTCGTGAT---------AATAGTGATGAAGAAAACTATTACGTGACAGTGTTAACCAGAGACACGACGACTTCAACTTCTGGTACATGCCCTG------TGAAA---TACAACGCCGAACCCAAGAACACTGAAAGTACCATCGGAAGTAATATTATAGAA-ACCATTCAGAAGGCTAACATTCCCCTGGGACTTCACGCTATATGGGCGGGCATAGTGGTATCAGTGGCACTTATAGCGCTTTACATGGGTAGCCATCGCACGCCCAAGAAACCGCGTTATACCAAACTTCCCAAATACGATCCAGATGAGTTCTGGACTAAAACCTAA 
HANSCTR12           ATGAACTGGCGGATTACGGTTACGTGGACGATATTACTGCTAT------CAGAAAACTTTGGATCAACGTATTCTTGTCAGTGTCCCTGTAACAGTACTGCTTCAA-ATTATTCTACCAATGGCACTACTACTATCTCAACCTCTGATACTACCAATACAACAGTCAACAGTAAAGGTACCTCCGGACCCTCTACAACCACCGCTTATATAAGTTCTGATACAACCACG---ATTACATCAACAACCATCCATAT------ATCCACAAAATCACAGTCAAAAACAACGTCAGCCACAAATATTCAGACCACAACATGTACCAACACTAGCACGAACGTCGTTTGTGATAGTTTGAATTATACGGTCCATAA---AACATGCGGCCGCAGCTACGAGGTAATCAATGTAACAGGACACGTTGGTGGAAACGTTATTCTAAAAAAATGTAATGAC---ACGAGATGGCACAATGTGGACTGGATCCACTATGG------ACATTACACACATAAAATGTGTGAACTAGGGGACTACCATAGAACTACTCTACAAAGTGGCATATGTTTTGAATGCAACGACACCTCCCTGACTATATACAACTTAACCACAGCAAACGCTGGAAAATATACCAGGCGCCGTCGTGAT---------AATAGTGATGAAGAAAACTATTACGTGACAGTGTTAACCAGAGACACGACGACTTCAACTTCTGGTACATGCCCTG------TGAAA---TACAACGCCGAACCCAAGAACACTGAAAGTACCATCGGAAGTAATATTATAGAA-ACCATTCAGAAGGCTAACATTCCCCTGGGACTTCACGCTATATGGGCGGGCATAGTGGTATCAGTGGCACTTATAGCGCTTTACATGGGTAGCCATCGCACGCCCAAGAAACCGCGTTATACCAAACTTCCCAAATACGATCCAGATGAGTTCTGGACTAAAACCTAA 
HANSCTR13           ATGAACTGGCGGATTACGGTTACGTGGACGATATTACTGCTAT------CAGAAAACTTTGGATCAACGTATTCTTGTCAGTGTCCCTGTAACAGTACTGCTTCAA-ATTATTCTACCAATGGCACTACTACTATCTCAACCTCTGATACTACCAATACAACAGTCAACAGTAAAGGTACCTCCGGACCCTCTACAACCACCGCTTATATAAGTTCTGATACAACCACG---ATTACATCAACAACCATCCATAT------ATCCACAAAATCACAGTCAAAAACAACGTCAGCCACAAATATTCAGACCACAACATGTACCAACACTAGCACGAACGTCGTTTGTGATAGTTTGAATTATACGGTCCATAA---AACATGCGGCCGCAGCTACGAGGTAATCAACGTAACAGGACACGTTGGTGGAAACGTTATTCTAAAAAAATGTAATGAC---ACGAGATGGCACAATGTGGACTGGATCCACTATGG------ACATTACACACATAAAATGTGTGAACTAGGGGACTACCATAGAACTACTCTACAAAGTGGCATATGTTTTGAATGCAACGACACCTCCCTGACTATATACAACTTAACCACAGCAAACGCTGGAAAATATACCAGGCGCCGTCGTGAT---------AATAGTGATGAAGAAAACTATTACGTGACAGTGTTAACCAGAGACACGACGACTTCAACTTCTGGTACATGCCCTG------TGAAA---TACAACGCCGAACCCAAGAACACTGAAAGTACCATCGGAAGTAATATTATAGAA-ACCATTCAGAAGGCTAACATTCCCCTGGGACTTCACGCTATATGGGCGGGCATAGTGGTATCAGTGGCACTTATAGCGCTTTACATGGGTAGCCATCGCACGCCCAAGAAACCGCGTTATACCAAACTTCCCAAATACGATCCAGATGAGTTCTGGACTAAAACCTAA 
BE/4/2012 G4A       ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCAC------CG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACTACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAACTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACATGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGGCGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTACCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/29/2010          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---GACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACTACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGCGAATTAGGCAACTATCATCAAACCACACCACGGCGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATAAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATGCAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTAGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/41/2011          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTTTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAAACAACTACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACTAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAT---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATGCAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
PAV24               ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCTAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACTACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATGCAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGTGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/40/2011          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCTAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACTACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTGGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATGCAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGTGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
JER2282             ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACTACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCAACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTTATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATGCAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/14/2012          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAATAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAGCTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/36/2011          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAATAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAGCTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/1/2011           ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATATTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/9/2012           ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATATTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/8/2010           ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATATTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/18/2010          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAATAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/24/2010          ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAATAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
UK/Lon4             ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAATAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
Pat_G               ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAATAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN32               ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGTTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
PAV8                ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN3                ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
CZ/1/2012           ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
NL/Rot5             ATGGACTGGCGAGTTACGGTTACTTGGACGATACTAATGTCAACGTTGTCAGAAAGCTGCAACCAAACCTGTCCTTGTCTATGTTCCTGTAATACTACCGCCAGTT-ATTCCACTAATAGCACTGAGACAACCACTTC---------AACATTCAGTACAACAATTATCAGCAATAGAAGCACCTTAGAATCTTTAAATTGCTCTACTGCAAATGTACCAACAACCACC---AACG---TTTCTACAAAGTCGTC------GGCAATAACCACACAGATACCCACAACGACAAACACGAAAGTCCAGACCACCCCATGTACTAACATCACCAGGACCGTCACTTGTGATGGTTTAAATTATACCGTCCATAA---AAGATGCGACCGCAGTTACGAAGTAATCAACGTAACAGGACACGTTGGTGGTAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGAATGGATTCATTATGA------ACACCCTACACATAAAATGTGTGAACTAGGCAACTATCATCAAACCACACCACGACGTGACATATGTTTTGACTGCAACGATACCTCCCTGACCATCTACAACTTAACCACAGAAAACGCTGGAAAATACACAAGGCGTTGCCGTAAC---------AACGGTCAAGAAGAAAATTACTACGTGACAGTGTTAACCGGAGATACAACGTCATCCATTCTTGGCACATGCCCTA------TGAGA---TATGAAGATGAATCTAGGAACACCGAAAACACCATCGGAAGTAGCATCATAGAA-ACCATACAGAAAGCTAATATTCCCCTGGGAATTCATGCTGTATGGGCGGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
Toledo G4B          ATGGACTGGCGATTTACGGTTACGTGGAC-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGATCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN20               ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTAAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCTTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
CZ/1/2011           ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCATTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCACTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/29/2011          ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAATCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
2CEN5               ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/3/2010           ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN29               ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/6/2010           ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/12/2010          ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/42/2011          ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/28/2010          ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HANSCTR1B           ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAACA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/2/2012           ATGGACTGGCGATTTACGGTTACGTGGACGATACTAATGTCCGCGTTGTCAGAAAGCTGCAATCAAACCTGTTCTTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTACACCAGCAAATA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACGAACACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTGATCAACGTAACAGGATACGTTGGTAGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACGCCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACCAGGCGTCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATTCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTACGAACACTGAAAACACCATTGGAAGTAGCATCATAGAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN38               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATGTCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAATT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCT---GCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACTAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAATATTCCCTTGGGAATTCATGCTGTATGGGCAGGCGTAGTAGTATCAGTGGCGCTCATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCACATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
Pat_D               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATGTCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAATT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCT---GCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACCACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAAAAACGCTGGAAAATATACTAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAATATTCCCTTGGGAATTCATGCTGTATGGGCAGGCGTAGTAGTATCAGTGGCGCTCATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAGCCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
AD169               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAA-AAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/17/2010          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCATTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACAAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/49/2011          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGATATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/23/2011          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ATCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
JP                  ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATTCAGATGAATTTTGGACTAAGGCTTAA 
PAV16               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCATATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
DB                  ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAATAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
PAV23               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/38/2011          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN12               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN15               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/4/2010           ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/44/2011          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HAN19               ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/2/2010           ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/10/2010          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
JER4559             ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
PRA7                ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
HANSCTR9            ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-ACCATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
PAV6                ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
JER1070             ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/18/2011          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/27/2011          ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCAGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
BE/6/2011           ATGGACTGGCGATTTACGGTTATGTGGACGATACTAATATCCGCGTTATCAGAAAGCTGCAATCAAACCTGTTCCTGTCAATGTCCCTGTAGTACTACCGTTAACT-ATTCCACT---AGTACTGAGACAGCCACATC---------AACATACAGTACAACAGTTATCAGCAATAAAAGCACTTCAGAATCTATAAATTGCTCTACTGCAACTGCACCAGCAACCA------CCG---TTTCTACAAAACCGTC------GAAAACAACCACACAGATATCCACAACGACAAATACAAACGTTGAGACTACCACATGTACCAACACCACCACGACCGTTACTTGTGATGGTTTCAATTATACAGTCCATAA---AAGATGCGACCGCAGTTACGAGGTAATCAACGTAACAGGATACGTTGGTGGCAACATAACTCTAAAAAAATGCAATCGGACTGAGAAATGGCACAATGTAGACTGGATTCATTATGA------GTACCCCACGCATAAAATGTGCGAATTAGGCAACTATCACCAAACAACACCACGGCACGACATATGTTTTGACTGCAACGACACCTCCCTAACTATCTACAACTTAACCACAAGAAACGCTGGAAAATATACCAGGCATCACCGTGAT---------AACGGTCAAGAAGAAAATTACTACGTAACGGTGTTAATTGGAGACACAACGTTATCCACTCTTGGCACATGCCCTG------TAAGA---TATAAAG---AATCTAGGAACACTGAAAACACCATTGGAAGTAACATCATAAAA-AACATTGAGAAAGCTAACATTCCCCTGGGAATTCATGCTGTATGGGCAGGCGTAGTGGTATCAGTGGCGCTTATAGCGTTGTACATGGGTAGCCATCGCATTCCCAAAAAACCGCATTACACCAAACTTCCCAAATATGATCCAGATGAATTTTGGACTAAGGCTTAA 
  



E – UL1 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts. All G9 and G10 strains are mutants. It is not possible to discern the precise locations of the multiple mutations in G9. 
 
PAV26 G9            ATGGGTGTACAATGTAACAATAAACTGCTATTACTAGTCGTAC------TAATAACAATT------------------------------------------------------------------------------------------------------------GCAATCATCCTAACAT-TCTAGTACAATTTCACATGAAAAGCATCCTACAGGAA------ACTTACT---------ATAAACTGAATATATACAAATACCCATCACAGTAGCTGAGGGAAACACAATTTACTTTAATGCTAGCGATAACCCCTCTAATGTCATGCCATCCATAATTTAAAGGTCTGAAATTATACAATGTAACTATGAATGAGTCGAGAATTTATACACAGGACGTCTATCACTGTGACATTCCATGTAATATCAACGATGAACGTAAACAAC-----GTAGACTACTTTGACAACTGTAACA--ACTATAAATAGAGCCGAGTATATTATCACCGTGTTATCTTCACATTATTCTGAACACACGAACTCCTACGTAGCCACTCACGTTGATTGGACAATTGCCGTGGCAACGGTGATAATTATCTGCATCCTAACATACGTCAATGTTTCACCAAACAGAAGACGCAGACTATAAACTAGAAATAACGTCAAGTACATAACGTAA 
JHC                 ATGGGTGTACAATGTAACAATAAACTGCTATTACTAGTCGTAC------TAATAACAATT------------------------------------------------------------------------------------------------------------GCAATCATCCTAACAT-TCTAGTACAATTTCACATGAAAAGCATCCTACAGGAA------ACTTACT---------ACAAACTGAATATATACAAATACCCATCACAGTAGCTGAGGGAAACACAATTTACTTTAATGCTAGCGATAACTCCTGTAATGTCATGCCATCCATAATTTCAAGGTCTGAAATTATAGAATGTAACTATGAATGAGTCGAGAATTTATACACAGGACGTCTATCACTGTGACATTCCATGTAATATCAACGATGAACGTAAACAAC-----GTAGACTACTTTGACAACTGTAACA--ACTATAAATAGAGCCGAGTATATTATCACCGTGTTATCTTCACGTTATTCTGAACACACGAACTCCTACGTAGCCACTCACGTTGATTGGACAATTGCCGCGGCAACGATGATAATTATCTGCATCCTAACATACGTCAATGTTTCACCAAACAGAAGACGCAGACTACAAACTAGAAATAACGTCAAGTACATAACGTAA 
HANSCTR13           ATGGGTGTACAATGTAACAATAAACTGCTATTACTAGTCGTAC------TAATAACAATT------------------------------------------------------------------------------------------------------------GCAATCATCCTAACAT-TCTAGTACAATTTCACATGAAAAGCATCCTACAGGAA------ACTTACT---------ACAAACTGAATATATACAAATACCCATCACAGTAGCTGAGGGAAACACAATTTACTTTAATGCTAGCGATAACTCCTGTAATGTCATGCCATCCATAATTTCAAGGTCTGAAATTATAGAATGTAACTATGAATGAGTCGAGAATTTATACACAGGACGTCTATCACTGTGACATTCCATGTAATATCAACGATGAACGTAAACAAC-----GTAGACTACTTTGACAACTGTAACA--ACTATAAATAGAGCCGAGTATATTATCACCGTGTTATCTTCACGTTATTCTGAACACACGAACTCCTACGTAGCCACTCACGTTGATTGGACAATTGCCGCGGCAACGATGATAATTATCTGCATCCTAACATACGTCAATGTTTCACCAAACAGAAGACGCAGACTACAAACTAGAAATAACGTCAAGTACATAACGTAA 
HANSCTR12           ATGGGTGTACAATGTAACAATAAACTGCTATTACTAGTCGTAC------TAATAACAATT------------------------------------------------------------------------------------------------------------GCAATCATCCTAACAT-TCTAGTACAATTTCACATGAAAAGCATCCTACAGGAA------ACTTACT---------ACAAACTGAATATATACAAATACCCATCACAGTAGCTGAGGGAAACACAATTTACTTTAATGCTAGCGATAACTCCTGTAATGTCATGCCATCCATAATTTCAAGGTCTGAAATTATAGAATGTA----TGAATGAGTCGAGAATTTATACACAGGACGTCTATCACTGTGACATTCCATGTAATATCAACGATGAACGTAAACAAC-----GTAGACTACTTTGACAACTGTAACA--ACTATAAATAGAGCCGAGTATATTATCACCGTGTTATCTTCACGTTATTCTGAACACACGAACTCCTACGTAGCCACTCACGTTGATTGGACAATTGCCGCGGCAACGATGATAATTATCTGCATCCTAACATACGTCAATGTTTCACCAAACAGAAGACGCAGACTACAAACTAGAAATAACGTCAAGTACATAACGTAA 
PH G8               ATGAGTGTACGATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGGACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGAATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAACCGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
HAN33               ATGAGTGTACGATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGGACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAACCGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
NL/Rot1             ATGAGTGTACGATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGGACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAACCGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
3157                ATGAGTGTACGATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGGACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTAACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAACCGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
NL/Rot6             ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATATCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACATAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTGTAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCATTCACGTTGGTTGGACAACCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
BE/32/2010          ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCCCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTGTAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCATTCACGTTGGTTGGACAACCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
BE/33/2010          ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCATTCACGTTGGTTGGACAACCACCGTGGTGATAA------TTATCTGCGTTTTAACCTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
UK/Lon7             ATGGGTGTACAATGTAACAGTAAACTACTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTACCCATTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
UKNEQAS1            ATGGGTGTACAATGTAACAGTAAACTACTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCATTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
BE/8/2011           ATGGGTGTACAATGTAACAGTAAACTACTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCATTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACAAACTAGAAACAACGTCAACCACACAATGTGA 
BE/23/2010          ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------TAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCAACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
HANChild4           ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAATCTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
HAN30               ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
Merlin              ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
CZ/1/2013           ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
BE/43/2011          ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
BE/28/2011          ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
NL/Rot7             ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
HANChild1           ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
PRA4                ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
HANRTR1B            ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCAACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
UK/Lon3             ATGGGTGTACAATGTAACAGTAAACTGCTGCTACTAGCCGTAC------TAATAACAATTATCCTATCTAGCATTCTGGTACAGGCAATTCCACATAAACAAAAAACATC---CTACCAGCAGCTCTTGCTG---------CAAAGTGAACATGTACAAATACCCATCACAGTAGCCGAAGGAGATACAATTTGCTTTAACGTTAGTGATAACCCCTGCAACTTTTCTAGTTACTGGAATCACAATAACTGCGAACTTTGCGGTTGGACACCATTTTACTCGGAATATGCTGGATATTCCGAAAACAAGTCGTGTCACCCACGATTTACCTGTCTTCACGATACTAAAGGTCTGAAACTACACAACGTAACTACAAATGATTCAGGAATTTATACCCGAAACGTTTATTACTGTGACATTCCATGCTACATCAGCGATGATCATAAACATAAC---GTAGAGGACTTTGACAACTGTAACACCACTATAAATAGAACTCACTATATTATTACTGTCTCGTCTTCACGTTATTCTAAACGCACCAATTCCCACGTAGCCACTCACGTTGGTTGGACAGCCACCGTGGTGATAA------TTATCTGCGTTTTAACTTACGTTAACGTTACAACAACCCTGAAGCACAGACTACGAACTAGAAACAACGTCAACCACACAATGTGA 
UK/Lon1 G7          ATGGGTGTACAATATAACACTAAACTGCTATTATTAGCCGTAT------TAATAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTCTTGCTG---------CAGAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACTCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACACTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTA----CTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCGTTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
2CEN15              ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTATTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/5/2012           ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTATTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
TR                  ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTATTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
UK/Lon6             ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTATTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
HAN40               ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGCTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/12/2012          ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGCTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
JER5550             ATGGGTGTACAATATAAC---ACTAAACTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGCTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
JER5268             ATGGGTGTACAATATAACACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATA-----------------------------------------GATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/15/2010          ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGACGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
HAN8                ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
HAN34               ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
JER4035             ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/8/2012           ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
JER5695             ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
JER4053             ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/20/2010          ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
CZ/2/2012           ATGGGTGTACAATATAATACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAACTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/22/2011          ATGGGTGTACAATATAACACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
NANU                ATGGGTGTACAATATAACACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
PAV31               ATGGGTGTACAATATAACACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
HAN13               ATGGGTGTACAATATAACACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGCAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
BE/21/2010          ATGGGTGTACAATATAACACTAAACTGCTGTTATTAGC---CG------TATTAGCAATTATCCCAGCTGGCATTCTAGTACAGGCAATTTCACATGAGCAAAAAACATC---CTACCGGCAACTTTTGCTG---------CAAAGTGAACGTGTGCAAATACCCATCACAACAGTCGAGGGAGATACAATTTGCTTTAACGTTAGTAACAACCCCTGCAACTTTTCCAGTTATTGGAATCACAATAATTGTGAACTTTGCGGTTGGACACCGTTTTTCTTTGAATATGCTGGATATACTGAAAACACGTCGTGTCACCCACGATTTACCTGTCTTCATGATACTAAAGGTCTAAAACTATACAATGTAACCATGAATGACTCGGGAATTTATACACAACACGTTTATCACTGTGATATTCCATGTAACATCAGCGATGATCGTAAATATAAC---GTAGATGACATTGATAACTGCAACGCTACTATAAATGTAACCGACTATATTATTACCGTGTTGTCTTCACGTTATTCTAAACGCACCGATTACCACGTAGATACTTACATTGGTTATGTAACCACTGTGGTGACAATAGTATTTATCTGTGTTTTAACTTGCATTAACGTCTCAGCAACTCTAAGGCACAGACTACGAACTAGAAACAACGTTAACAGCATAACGTGA 
JER851 G3           ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCTT-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
BE/2/2013           ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATCTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGTCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAATTTTAAACGTCAACTGG---ATAACGTGA 
HAN1                ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATCTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
CZ/2/2013           ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
BE/11/2011          ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
PAV32               ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
JER5409             ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
JER4041             ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
NL/Rot3             ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
HANSCTR10           ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGGTGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
BE/25/2010          ATGGGTATACAAGGAAACACTAAACTGCTGTTACTAGCCGTACTAATAGCGATTGCGATCATCCTAACCGGTATCCTAGTTCCGGAAATTTTACATGAACGAAAAAGGGCACTACATGGGCGACT-TTTTATG--------CAAGATCAACATATAGAAACACTCATTACAGTAACTCAGGGAGACACGGTTTACCTCAATGCTAGTAATAATCCCTGCAACTATTCCAGCTTCTGGAAATACGATGATTGTGAACTTTGTGGATGGAACGAATACATACAAA------AACAATACCATGAGAACAAATCGTGTTCTCCACGTTTCACATGCTTTAACGACACTAAAGGTCTCACAGTACATAACGTTACTTTTGGCGATTCAGGAACATACACGGAATACATCTACGAATGTCATCTTTCATGTAATACAATCGATTATAATGAATACAACATGCTAGATTATTTTGACAATTGTACCTACAACATAAATAGCACCAAATATATTATCACCGTGTTATCTCAACGTCATTCTAAATACACAAATTCCCACGTAGCCACTCACGTTAGTTGGACAGCCGCCATAGTAACGGTTATTATAATTTCCGTCCTAATTTGCTTTAACCTTCCAGCAACCCTAAGGCACAGGCTGCGAACTTTAAACGTCAACTGG---ATAACGTGA 
HAN36 G2            ATGGGTACACAATGTAACA------CTAAACTACTATCCGCACTAATAGCAACTGCAATCATCCTAACTGCCATTCTAGCTCCGGTACTTTTACATGAACAAGAAAAGGCATTTTACCGACAACT-TTTTGCG--------CAAAGTCAACATGTAAAAACACCCATCACGGTAGTTCAGGGAGATACAGTTTACCTTAACGCTAGTAATAACCCCTGCAACTATTCCAGCTTCTGGAACTATGGCGATTGCGAACTTTGTGGATGGAACGGATACATACAAA------GACAATATCACGAAAACAAATCGTGCTCTCCACGATTTACATGTTTTAATGACACCAAAGGTCTTAGACTACATAACGTTACGTTTAGCGATTCAGGAACATACACAGAATACATGTACGACTGTGATTTTCCATGTAACACGAGTGACTAT---GAATATGACATACTAAACTATTTTGACAATTGTACTACTACCATAAACAGTACCAATTATATTATCACCGTATTGTCTCCACGTCATTCTAAACACACCGATTTGCACGTATCCGCTCACGCCGGTTTGGCAGCTGCCATGGTGACAGTAATTATAATTTGCGTTTTGATCTACTTTAACGTTCCGGCAACCCGGAGACACAGACTACGAACTAGAAATAACGTTAACCACATACTGTAA 
TB40/E              ATGGGTACACAATGTAACA------CTAAACTACTATCCGCACTAATAGCAACTGCAATCATCCTAACTGCCATTCTAGCTCCGGTACTTTTACATGAACAAGAAAAGGCATTTTACCGACAACT-TTTTGCG--------CAAAGTCAACATGTAAAAACACCCATCACGGTAGTTCAGGGAGATACAGTTTACCTTAACGCTAGTAATAACCCCTGCAACTATTCCAGCTTCTGGAACTATGGCGATTGCGAACTTTGTGGATGGAACGGATACATACAAA------GACAATATCACGAAAACAAATCGTGCTCTCCACGATTTACATGTTTTAATGACACCAAAGGTCTTAGACTACATAACGTTACGTTTAGCGATTCAGGAACATACACAGAATACATGTACGACTGTGATTTTCCATGTAACACGAGTGACTAT---GAATATGACATACTAAACTATTTTGACAATTGTACTACTACCATAAACAGTACCAATTATATTATCACCGTATTGTCTCCACGTCATTCTAAACACACCGATTTGCACGTATCCGCTCACGCCGGTTTGGCAGCTGCCATGGTGACAGTAATTATAATTTGCGTTTTGATCTACTTTAACGTTCCGGCAACCCGGAGACACAGACTACGAACTAGAAATAACGTTAACCACATACTGTAA 
HAN25               ATGGGTACACAATGTAACA------CTAAACTACTATCCGCACTAATAGCAACTGCAATCATCCTAACTGCCATTCTAGCTCCGGTACTTTTACATGAACAAGAAAAGGCATTTTACCGACAACT-TTTTGCG--------CAAAGTCAACATGTAAAAACACCCATCACGGTAGTTCAGGGAGATACAGTTTACCTTAACGCTAGTAATAACCCCTGCAACTATTCCAGCTTCTGGAACTATGGCGATTGCGAACTTTGTGGATGGAACGGATACATACAAA------GACAATATCACGAAAACAAATCGTGCTCTCCACGATTTACATGTTTTAATGACACCAAAGGTCTTAGACTACATAACGTTACGTTTAGCGATTCAGGAACATACACAGAATACATGTACGACTGTGATTTTCCATGTAACACGAGTGACTAT---GAATATGACATACTAAACTATTTTGACAATTGTACTACTACCATAAACAGTACCAATTATATTATCACCGTATTGTCTCCACGTCATTCTAAACACACCGATTTGCACGTATCCGCTCACGCCGGTTTGGCAGCTGCCATGGTGACAGTAATTATAATTTGCGTTTTGATCTACTTTAACGTTCCGGCAACCCGGAGACACAGACTACGAACTAGAAATAACGTTAACCACATACTGTAA 
AF1                 ATGGGTACACAATGTAACA------CTAAACTACTATCCGCACTAATAGCAATTGCAATCATCCTAACTGCCATTCTAGCTCCGGTACTTTTACATGAACAAGAAAAGGCATTTTACCGACAACT-TTTTGCG--------CAAAGTCAACATGTAAAAACACCCATCACGGTAGTTCAGGGAGATACAGTTTACCTTAACGCTAGTAATAACCCCTGCAACTATTCCAGCTTCTGGAACTATGGCGATTGCGAACTTTGTGGATGGAACGGATACATACAAA------GACAATATCACGAAAACAAATCGTGCTCTCCACGATTTACATGTTTTAATGACACCAAAGGTCTTAGACTACATAACGTTACGTTTAGCGATTCAGGAACATACACAGAATACATGTACGACTGTGATTTTCCATGTAACACGAGTGACTAT---GAATATGACATACTAAACTATTTTGACAATTGTACTACTACCATAAACAGTACCAATTATATTATCACCGTATTGTCTCCACGTCATTCTAAACACACCGATTTGCACGTATCCGCTCACGCCGGTTTGGCAGCTGCCATGGTGACAGTAATTATAATTTGCGTTTTGATCTACTTTAACGTTCCGGCAACCCGGAGACACAGACTACGAACTAGAAATAACGTTAACCACATACTGTAA 
BE/10/2011 G1       ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------TAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTATTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
UK/Lon9             ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCACGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
BE/20/2011          ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
BE/10/2012          ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
BE/26/2011          ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
BE/9/2010           ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
BE/1/2010           ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
BE/30/2010          ATGGGTATACAATGTAACACTAAACTACTGCTACTAGCCGCGCTAATAGCAACTCCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAAACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAATAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGAATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTCAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAACACAAGTGACTATGATGAATATGACATAGTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGCCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACAGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACAAACTAGAAACAACGCTAACCACATACCGTGA 
HAN11               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTATCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTATCAGACTTAACAACGTTACATTTAGCGATTCAGGAACATACACGGAATACATGTATGAATGCGATTTGTCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAACTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGATTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTAACCACATACCGTGA 
HAN                 ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGACT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTATCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAATTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAACAACGTTACATTTAGCGATTCAGGAACATACACGGAATACATGTATGAATGCGATTTGTCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAACTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCCATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGATTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTAACCACATACCGTGA 
JER847              ATGGGTATACAATGTAACATTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTAT---ATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/7/2011           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACAGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTT---AACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HANRTR2             ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACAGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTT---AACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
Towne               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATAT----CCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
NL/Rot4             ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATTTTTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
Pat_E               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAAAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/35/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTATCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTTACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
JER2002             ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTTAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV7                ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGGGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/7/2012           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCGTTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/16/2012          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTACGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/30/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTACGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/15/2012          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTACGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/46/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGTCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV11               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCAAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV4                ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/19/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HAN17               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/14/2010          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
VR1814              ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/9/2011           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
6397                ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV25               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/31/2010          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HAN22               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HAN23               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/32/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/2/2011           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/34/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/11/2012          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/26/2010          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
U8                  ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/3/2012           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/22/2010          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
U11                 ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
NAN4LA              ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
JER3855             ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/31/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/3/2011           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/21/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/19/2010          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/39/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
BE/48/2011          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
JER1289             ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
CINCY               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
UK/Lon2/            ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
UK/Lon8             ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
Pat_C               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HANSCTR11B          ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
Pat_H               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HANSCTR1A           ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTACCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV21               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTATCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATTAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV18               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTATCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGATGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
HAN21               ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTATCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
PAV1                ATGGGTATACAATGTAACACTAAACTACTGTTACTAGCCGCGCTAATAGCAACTGCAACCATTCTAACTAGCATTTTAGTTCCGGTACTTTTACATGAACAAGAAAAAACATTTTACCGGCGATT-TTTTACG--------CAAAGTCAACATGTAGAAAGACCCATCACGGTAACTCAGGGAGATACAGTTTACCTGAACGGTAGTAATAATCCCTGCAACTATTCCAGTTTCTGGAACTACGGCAGTTGCGAACTTTGTGGATGGAACGGATACATACATA------AACAGTATCACGAAAACAAATCATGCTCTCCGCGATTTACATGTTTTAACGACACAAAAGGTCTCAGACTTAATAACGTTACATCTAGCGATTCAGGAACATACACGGAATACGTGTATGAATGCGATTTGCCATGTAATACAAGTGACTATGATGAATATGACATACTAAACTATCTTGACAATTGTACTACTACCATAAACAGCACCAATTATATTATTACCGTATTGTCTCCACGTCATTCTAAACACACCAATTCCCACATATCTATTCACGCTGGTTGGACAGCTGCCGTGGTGACGGTAATTATAATCTGCGTTTTGACTTACTTTAACGTTCCGGCAACCCTGAAACGCAAACTACGAACTAGAAACAACGCTACCCACATACCGTGA 
2CEN30 G5           ATGGGCATGCAGTGTAACACTAAATTGTTATTGCTAGTCGCATTAATACTGATTGCAATAATCCTAACTGGTACCCTAGTGCCGATACTTTTACATGAACAAAAAAAAGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGTACCCATTACAGTAATTCAGGGAGATACAGTCCACCTCAATGGTAGTGACAATCCCTGCAATTATTCCAGCTTTTGGTACCACGGTAACTGCGAACTTTGTGGGTGGAACAGATATCTACGCAATGTTACACAATATTACACAAACACATCGTGTTATCCGCAATTCACCTGCATAAACGAAACTAAGGGTCTGCAATTGTAT-----AACATTAAACGATTCAGGCGCTTATACCGAACACGTTTACGAATGTGAGCTTTCATGTAACATTACTAA---TAACAAATATGAAATACTAAATTATTTTGATAACTGTACCTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTTATTCTAAACACACCGAGTTCCACGTAACCACTCACGTTGGTTTTGTGACTGCCGCGGTGACGGTGATTATAATTTGCTTACTGATCTACTTTAACGTTCCAGCAACCCTAAGACGCAGACTACGAACTAGAAACAACGTTAACCGCATAACGTGA 
PRA1                ATGGGCATGCAGTGTAACACTAAATTGTTATTGCTAGTCGCATTAATACTGATTGCAATAATCCTAACTGGTACCCTAGTGCCGATACTTTTACATGAACAAAAAAAAGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGTACCCATTACAGTAATTCAGGGAGATACAGTCCACCTCAATGGTAGTGACAATCCCTGCAATTATTCCAGCTTTTGGTACCACGGTAACTGCGAACTTTGTGGGTGGAACAGATATCTACGCAATGTTACACAATATTACACAAACACATCGTGTTATCCGCAATTCACCTGCATAAACGAAACTAAGGGTCTGCAATTGTAT-----AACATTAAACGATTCAGGCGCTTATACCGAACACGTTTACGAATGTGAGCTTTCATGTAACATTACTAA---TAACAAATATGAAATACTAAATTATTTTGATAACTGTACCTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTTATTCTAAACACACCGAGTTCCACGTAACCACTCACGTTGGTTTTGTGACTGCCGCGGTGACGGTGATTATAATTTGCTTACTGATCTACTTTAACGTTCCAGCAACCCTAAGACGCAGACTACGAACTAGAAACAACGTTAACCGCATAACGTGA 
PRA2                ATGGGCATGCAGTGTAACACTAAATTGTTATTGCTAGTCGCATTAATACTGATTGCAATAATCCTAACTGGTACCCTAGTGCCGATACTTTTACATGAACAAAAAAAAGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGTACCCATTACAGTAATTCAGGGAGATACAGTCCACCTCAATGGTAGTGACAATCCCTGCAATTATTCCAGCTTTTGGTACCACGGTAACTGCGAACTTTGTGGGTGGAACAGATATCTACGCAATGTTACACAATATTACACAAACACATCGTGTTATCCGCAATTCACCTGCATAAACGAAACTAAGGGTCTGCAATTGTAT-----AACATTAAACGATTCAGGCGCTTATACCGAACACGTTTACGAATGTGAGCTTTCATGTAACATTACTAA---TAACAAATATGAAATACTAAATTATTTTGATAACTGTACCTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTTATTCTAAACACACCGAGTTCCACGTAACCACTCACGTTGGTTTTGTGACTGCCGCGGTGACGGTGATTATAATTTGCTTACTGATCTACTTTAACGTTCCAGCAACCCTAAGACGCAGACTACGAACTAGAAACAACGTTAACCGCATAACGTGA 
BE/12/2011          ATGGGCATGCAATGTAACACTAAATTGTTATTGCTAGTCGCATTAATACTGATTGCAATAATCCTAACTGGTACCCTAGTGCCGATACTTTTACATGAACAAAAAAAAGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGTACCCATCACAGTAATTCAGGGAGATACAGTCCACCTCAATGGTAGTGACAATCCCTGCAATTATTCCAGCTTTTGGTACCACGGTAACTGCGAACTTTGTGGGTGGAACAGATATCTACGCAATGTTACACAATATTACACAAACACATCGTGTTATCCGCAATTCACCTGCATAAACGAAACCAAGGGTCTGCAATTGTATAATATAACATTAAACGATTCAGGCGCTTATACCGAACACGTTTACGAATGTGAGCTTTCATGTAACATTACTAA---TAACAAATATGAAATACTAAATTATTTTGATAACTGTACCTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTTATTCTAAACACACCGAGTTCCACGTAACCACTCACGTTGGTTTTGTGACTGCCGCGGTGACGGTGATTATAATTTGCTTACTGATCTACTTTAACGTTCCAGCAACCCTAAGACGCAGACTACGAACTAGAAACAACGTTAACCGCATAACGTGA 
NAN1LA              ATGGGCATGCAATGTAACACTAAATTGTTATTGCTAGTCGCATTAATACTGATTGCAATAATCCTAACTGGTACCCTAGTGCCGATACTTTTACATGAACAAAAAAAAGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGTACCCATTACAGTAATTCAGGGAGATACAGTCCACCTCAATGGTAGTGACAATCCCTGCAATTATTCCAGCTTTTGGTACCACGGTAACTGCGAACTTTGTGGGTGGAACAGATATCTACGCAATGTTACACAATATTACACAAACACATCGTGTTATCCGCAATTCACCTGCATAAACGAAACCAAGGGTCTGCAATTGTATAATATAACATTAAACGATTCAGGCGCTTATACCGAACACGTTTACGAATGTGAGCTTTCATGTAACATTACTAA---TAACAAATATGAAATACTAAATTATTTTGATAACTGTACCTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTTATTCTAAACACACCGAGTTCCACGTAACCACTCACGTTGGTTTTGTGACTGCCGCGGTGACGGTGATTATAATTTGCTTACTGATCTACTTTAACGTTCCAGCAACCCTAAGACGCAGACTACGAACTAGAAACAACGTTAACCGCATAACGTGA 
BE/6/2012           ATGGGCATGCAATGTAACACTAAATTGTTATTGCTAGTCGCATTAATACTGATTGCAATAATCCTAACTGGTACCCTAGTGCCGATACTTTTACATGAACAAAAAAAAGCGTTTTACTGGCG------------------------------------------------------TCAGGGAGATACAGTCCACCTCAATGGTAGTGACAATCCCTGCAATTATTCCAGCTTTTGGTACCACGGTAACTGCGAACTTTGTGGGTGGAACAGATATCTACGCAATGTTACACAATATTACACAAACACATCGTGTTATCCGCAATTCACCTGCATAAACGAAACCAAGGGTCTGCAATTGTATAATATAACATTAAACGATTCAGGCGCTTATACCGAACACGTTTACGAATGTGAGCTTTCATGTAACATTACTAA---TAACAAATATGAAATACTAAATTATTTTGATAACTGTACCTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTTATTCTAAACACACCGAGTTCCACGTAACCACTCACGTTGGTTTTGTGACTGCCGCGGTGACGGTGATTATAATTTGCTTACTGATCTACTTTAACGTTCCAGCAACCCTAAGACGCAGACTACGAACTAGAAACAACGTTAACCGCATAACGTGA 
BE/29/2011 G4       ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAACACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/6/2010           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCGTTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
2CEN5               ATGGGCATACAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/3/2010           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN29               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/2/2012           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/12/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/42/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/28/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
CZ/1/2011           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN20               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HANSCTR1B           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTGGAAACACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAAATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGACAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTTTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCAAGCTGGTTGGGCAGCCGTCGTGGTGATGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/29/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGACGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTAATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGTAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
Toledo              ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGACGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTAATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTCCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
Pat_D               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGGTTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGCCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
PAV24               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGCCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/40/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAACAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGCCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/4/2012           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACGTTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTACATCGCATAGCGTGA 
BE/41/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACCCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
JER2282             ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
UK/Lon4             ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATAAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/1/2011           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATAGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCACAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/9/2012           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATAGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCACAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN32               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
PAV8                ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/18/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/24/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN3                ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
CZ/1/2012           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/14/2012          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/36/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
NL/Rot5             ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
Pat_G               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/8/2010           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGCAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTGCATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTGGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCACAATTCATCTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACATTTACGAATGTGACCTTTCGTGTAACATTACTACTTATAACGAATATGAAATACTCAATTATTTTGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGTCGCCGTGGTGACGGTAATTATGATCTACGTTCTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/6/2011           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAAC---AAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN38               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCGATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAGATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HANSCTR9            ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGCGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAAGTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/17/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTACGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/49/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGAAACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/23/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTTACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
PAV23               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGAAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
PAV6                ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGGAACAACGTAAATCGCATAGCGTGA 
JER1070             ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/18/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/27/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
DB                  ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/38/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN12               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN15               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/4/2010           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
PAV16               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
JP                  ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/44/2011          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
HAN19               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/2/2010           ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
AD169               ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
BE/10/2010          ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
JER4559             ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
PRA7                ATGGGCATGCAATGCAACACTAAATTGTTATTGCCAGTCGCACTAATACCGGTTGTAATCATCCTAATTGGTACTCTAGTGCCCATACTTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTC---------AACATGTAGAAGCACCCATTACAGTAACGCAGGGAGACACAGTCTACCTAGATGCTAGCAATAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGATATCTACGCAATGTTACACATTACTACACAAACACATCGTGTTCCCCGCAATTCATGTGCATAAACGAAACTAAAGGTCTGCAGTTATATAATGTAACATTAAACGATTCAGGTGCTTATACTGAACACGTTTACGAATGTGATCTTTCATGTAACATTACTACTTATAACGAATATGAAATACTCAATTACTTCGATAACTGTAACTACACCATAAATAGCACCAAGCATATTATCACCGTGGTGTCTTCACGTCATTCTAAACAAACAAATTCCCACGTATCCACTCACGCTGGTTGGGCAGCCGCCGTGGTGACGGTAATTATGATCTACGTTTTGATCCACTTTAACGTTCCGGCAACTCTGAGACACAAACTACGAACTAGAAACAACGTAAATCGCATAGCGTGA 
Pat_K G10           ATGAGCGTACAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGAAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCAGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCATCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTTAAAAAATACCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATACACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAATAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCGATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTATGATTTACTTTAACGTTCCAACGACCCTGAGATAGAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
BE/13/2011          ATGAGCGTACAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CCGACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCGATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCATTGTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
BE/27/2010          ATGAGCGTACAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CCGACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCGATTCCCACGTATCCACTCACGTTGGTTAGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCATTGTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
NL/Rot2             ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTCTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAGCTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCGATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAAACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
2CEN2               ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCGCACGTATCCACTCACGTTGGTTGGACAGCTGTCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
HANRTR10            ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGAAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
HANSCTR8            ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGAAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
JER893              ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGAAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
BE/11/2010          ATGAGCGTGCAATGTAACACTGAGTTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
BE/16/2010          ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATGTACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
HANRTR9             ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATGTACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
HAN2                ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
HAN31               ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
PRA3                ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
PRA5                ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
HANRTR4             ATGAGCGTGCAATGTAACACTGAATTGCTATTACTAATTGCATTAATGCTGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTCTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACACTAATTCAGGAAGACACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTCGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTAAAAAAATAGCACACAAATACATTGTGTTCCCCGAAATTTACCTGCATAAACGAAACTAAAGGGCTGCAATTACATAATGTAACATTGAACGATTCAGGAACATATACTGAGGACGTTTACGAGTGCGACCTTTTATGCAACACTG------------------------------------CTAACTGCACCTACACCATAAACAGCACCAAATATATTATCACCGTGTTCTCCCCACATCATTCTGAACATACCTATTCCCACGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTGTAATCTGCGTTCTAATTTACTTTAACGTTCCAACGACCCTGAGACACAAACTACAAACTAGAAACAACGTAAATCGAATAACGTGA 
BE/5/2011 G6        ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACATAATTTTACAGAAAACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACATACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
NAN2LA              ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACATAATTTTACAGAAAACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACATACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/33/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACATAATTTTACAGAAAACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACACTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACATACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANRTR5             ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATGATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCAGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
W                   ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGGTTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCGCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
PRA6                ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGAAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/13/2010          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTATTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
PAV5                ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTTTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
JER3230             ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAATTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HAN27               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/24/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/14/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
UKNEQAS2            ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/37/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
UK/Lon5             ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
Pat_A               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANRTR1A            ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/1/2012           ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGAACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/17/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGAACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANSCTR4            ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAGAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGTAATTATTCCAGCTTTTGGTACCACGGTAATTGCGAACTTTGTGGTTGGAACGGACACTTACATAATTTTACAGAATACCATACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGAACCTACACCATAAACAGCACTAAATATATTATTACCGTGCTCTCTCCACATCATTCTAAACACACCAATTCCCATGTATCCACTCACGTTGGTTGGACAGCTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANRTR8             ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGT---------CAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATT---ATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
Pat_F               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAACTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAATCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGCACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGGTTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAATACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HAN39               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTATAAACTAGAAACAACGTAAACCGCATAACGTGA 
HAN28               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTCTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
PAV12               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/45/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/15/2011          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HAN24               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
CZ/3/2012           ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
3301                ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/4/2011           ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
PRA8                ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANSCTR2            ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANRTR6             ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/13/2012          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGCGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACTGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACACTTGCCGTGGTTACGATTATTATAATCTGCGTTCTGATTTACTTTAACGTTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANChild2&3         ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAATACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCTAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
PAV20               ATGAGCATACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCCAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCTAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
JER4755             ATGAGCGTACAATGTAACAGTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCTAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCTAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HAN16               ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCTAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGAACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCTAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
HANSCTR11A          ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCTAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGAACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCTAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
BE/5/2010           ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCTAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCGAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
U4                  ATGAGCGTACAATGTAACACTAAATTGCTATTACTAATTGCATTAATACCGATTGCAATTATCCTAACTGGAACTCTAGTGCCGGTAATTTTACATGAACAAAAAAAGGCGTTTTACTGGCGACTTTTTCTGCAAAGTCAACAAAGTCAACATATAGACGCACCTATTACAGTAATTCAGGGAGATACAGTTTATCTCAACGCTAGTAACAACCCCTGCAATTATTCTAGCTTTTGGTACCATGGTAATTGTGAACTTTGTGGATGGAACGGACACTTACACAATTTTACAGAATACCACACAAATACATCGTGTTCCCCGAAATTCATCTGCATAAACGAAACTAAAGGACTGCAGTTACATAATGTAACATTGAACGATTCAGGAACATATACCGAGGACGTTTACGAGTGCGACCTTTTATGTAACATTA------------------------------------CTAACTGCACCTACACCATAAACAGTACTAAATATATTATCACCGTGCTCTCCCCACATCATTCTAAACACACCAATTCCCACGTATCCACTCACGTTGGTTGGACAGTTGCCGTGGTTACGATTATTATAATCTGCGTTCTAATTTACTTTAACATTCCAACAACCCTAAGACACAAACTACAAACTAGAAACAACGTAAACCGCATAACGTGA 
  



F – UL9 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts. Mutations appear to be distributed more randomly in UL9 than in other genes, perhaps indicating that the selection pressures for loss of function are more recent. 
 
HAN24 G6            ---ATGTAT----------GGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTACCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTGTTTT-----AAATTCCCCCAGAAAGCTTGGAATA----CACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HANRTR8             ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTTATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTATTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGCGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTGTTTT-----AAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HANSCTR2            ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTA-------------------------TAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGCAATTTATTACTTTAAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847500            ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGTTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAACATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---GACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACGCAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847501            ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGTTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAACATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---GACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACGCAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/15/2011          ---ATGTATAGATACACGTGGTTGC------------------------------------------------------------------------ATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGCAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
3301                ---ATGTATAGATACACGTGGTTGCTTTGG---TTAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGGGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/13/2012          ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCAC---------------------------------------------------TGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/4/2011           ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCATTATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
CZ/2/2012           ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCACGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGCAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
CZ/3/2012           ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTGGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PRA8                ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTGGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PAV12               ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTACATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/45/2011          ---ATGTATAGATACACGTGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACGACGGTGTGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATGAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCATCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PRA1                ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGA-AAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATGGCGGAATTTACTACTTTGAGTGTTTATACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCATGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACATTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
NL/Rot5             ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGT--------------------------------------------------------------ACACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
2CEN30              ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATGGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACATTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTAGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PRA2                --------------------------------------------------------ACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATGGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACATTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HAN3                ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGCTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTATTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/14/2012          ---ATGTATAGATACACATGATTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/36/2011          ---ATGTATAGATACACATGATTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/24/2010          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTAACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/18/2010          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATGAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
UK/Lon4             ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATGAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
Pat_G               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATGAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HAN32               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/1/2011           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/9/2012           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/8/2010           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
CZ/1/2012           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/17/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PAV8                ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATAGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACACGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTATATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTACCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
W                   ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCTAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACT---TATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
HANSCTR4            ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATA-AGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGATCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
BE/13/2010          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTGAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAGCGAAAAATACGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATATAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PRA6                ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTG--------------------------------------------------AATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
HANRTR1A            ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGAC--TACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
BE/5/2011           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAATAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGGTTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/33/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAATAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGGTTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
NAN2LA              ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAATAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGGTTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGCTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
UK/Lon5             ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAACATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAGTACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
UKNEQAS2            ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGAAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
BE/14/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTGAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
BE/24/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTCCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
HAN27               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGAAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
BE/37/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
BE/1/2012           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
DQ847489            ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
DQ865085            ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
HANRTR5             ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTGTT---ATAGTAATCATCGTTTTAATTTGTTTTAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGCTCGCCGCCGCTTAA 
JHC                 ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTGGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCCACATGTTTAATACGGAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACTCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGATTGCCGCCGCTCAA 
JER3230             ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACTTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATA----TTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACACACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/28/2010          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACG-------------------------------------------------ACAATGTCTTAGAA-ATTATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
CZ/1/2011           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATA--------------------------------------------AAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/3/2010           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCC-TAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HAN29               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCC-TAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/6/2010           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAATCCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
2CEN5               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATATTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGATAACTCACCATAGCGGAATTTATTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
Pat_A               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTGCATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/29/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAATAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/42/2011          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATCACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HANSCTR1B           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATCACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/12/2010          ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCTATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/2/2012           ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGATAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HAN20               ---ATGTATAGATACACATGGTTGCTTTGGTTGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-CCCAGATACAACGTTATGCATTCCGAAAACGGGATATGGAGGTCAAAACCTCAGCCTGCCTCCTAAGAGTATACCACAATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAACTCCGTTAACATGCTATGTTTTTATAACGAAAAATATGAACAAGTGTATAAC---------AAGTTACACATTACACGACAATGTCTTAGAA-ATCATACATTACTTCTTATTAATTTGACAACTCACCATAGCGGAATTTACTACTTTGAGTGTTTCTACATGTTTAATACGAAAGTATGGAAACCAAATGT---ATGCT-ACAATGTCACCGTGCACCCTACGCATCAAACATACATTCACAC---AACTACATTGTTTCATCTGCCTACATCCACACGTAATTCATTAACGATATCATCATTCACCTCAACC---AACTTCACACATGCCGCGGTCCATCATGCCGCCAGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
PAV24 G9            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-GCCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAATCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ATAATGTTACTATATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCTACCGCGGTCCACTATGCCGCCGGTAATGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/40/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-GCCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAATCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ATAATGTTACTATATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCTACCGCGGTCCACTATGCCGCCGGTAATGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847466            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-GCCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAATCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ATAATGTTACTATATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCTACCGCGGTCCACTATGCCGCCGGTAATGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
Pat_D               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-GCCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAATCTCAGTCTGCCTCCTAGTAATGCATCATCAG-----------------------TATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ATAATGTTACTATATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCTACCGCGGTCCACTATGCCGCCGGTAATGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/29/2010          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCCACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTTGCCGCCGCTTAA 
DQ847467            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGATCAAAACCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCCACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847468            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGATCAAAACCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCCACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847470            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGATCAAAACCTCAGTCTGCCTCCTAGTAATGCATCATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCCACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/4/2012           ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCACTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGTTTCTTATTAATTTAACAAGTAACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCTACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATATCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847505            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCACTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGTTTCTTATTAATTTAACAAGTAACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATGTTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACCTACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATATCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/27/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGT-----TATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGCTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/6/2011           ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGT-----TATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGCTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATATGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
PAV6                ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGCTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
JER1070             ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGCTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/18/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCCTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGTCAGATATTATACGACGATGTTTTTGGA-ATCATACATTGCTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTTACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACATCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
DQ847498            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAACGTTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-GCCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAATATCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAGACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATGCAATGTGGATCATACCCCTAGTTATCGTTATGACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
UK/Lon1             ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTTACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC-------------CAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGACTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATGACAATTATCGTTTTAATGTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
PAV23               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTATGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACA---ATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/41/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGT-----TATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACT---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/38/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTA-------------------------------------------------------------------------------------------------CTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
PAV16               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACA-----------------------------TG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HAN12               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACT--ACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HAN15               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACT--ACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/23/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC--AAACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HANSCTR9            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATCTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/10/2010          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGATATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/44/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATA------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
DB                  ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTAGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
JER4559             ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTAGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/17/2010          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATAGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
AD169               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/49/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
JER2282             ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
DQ847469            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
DQ847482            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTAACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATACTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/2/2010           ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGATGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTTGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
BE/4/2010           ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
JP                  ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
HAN19               ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
DQ847479            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
DQ847484            ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTCCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
PRA7                ---ATGTATAGATACACGTGGCTGCTTTGGTGGATAACAATATTGCTTCGTATACAACAGTTCTATCAATGGTGGAA-ACCAGATACAACGTCATGCATTCAGAAAACGGGATATGAAGGTCAAAACCTCAGTCTGCCTCCTAGTAATGCATTATCATCTAAAGACTATACTTTTTCATGGTATAAAGATTCACTTAAAGCCCTTGACATGTTATGTTATTATACTGAAAAACTTGAAGAAATAGATAGC---------AAGCCAGATATTATACGACGATGTTTTTTGA-ATCATACATTGTTTCTTATTAATTTAACAAGTCACTATAGCGGGATTTACTACTTCGATTCTCTATACACATATGGTTGGGTATTACGGACACCTCTATG------TT-ACAATGTCACTGTATATTCCATATATCAAACACACATCCACAC---AACTATATTGCTCTATCCGCCTACGTCCACATATAATTCATTAACTATATCATCATTTACCTCAACC---AACTTAACACATACCGCGGTTCACTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCTTAGTTATCGTTACAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCACCGCCGCTTAA 
U4 G7               ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAGAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTTTGATATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
HANSCTR11A          ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTT-----ATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCGCCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCGCCGCCTAA 
JER4755             ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTC--ATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
BE/5/2010           ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
PAV20               ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
BE/12/2011          ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
BE/6/2012           ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
NAN1LA              ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
HANChild2&3         ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCACCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCACCGCCTAA 
HAN16               ---ATGTACAGATACACGTGGCTGCTTTGGTGGACAACAACGTTACTTTGTATACAACAGTTCCATCAATGGTGGAA-ACCAGATACAACGTTATGCATTCAGAAAATGGGATATAAAGGTATAAATCTTAGTCTGTCTCCCAATAATGTACTATCATCTAAAGACTATACCTTTTCATGGTATAAAGATTCACTCGGAGCCGTTAACATGTTATGTTATTATAATGAAAAACGTGAAGAAGTACATAGC---------AGGTTAGACATTATACGACAATGCCTAGAGA-ATCGCACATTGTCTCTTATTAATTTAACGAGTCACTATAGTGGGACTTACTATTTTGAATCTTTCTACACATTTGATACGGGATTATGGAAACCAGATGT---ATGTT-ACAATGTCACTGTGCACTCGACATATCAAACATACATCCACAC---AACTATATCGTTTCGTTCGCCCATACCCACACATAATCTATTAACAGCATTAGCGTCACTCACCTCAACAAACATCACACATACCGCGGTCTACTATGCCGCCAGTAACGTTAAAGCACAACACGACACTGCCACTCCACATACAACGTGGATCATACCCCTAGTTGTTATTATAACAATCATTGGTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGGTATGATCGCCGCCGCCTAA 
Pat_K G8            ---ATGTATAGATACACGTGGCTGCTTTGGTGGACAACAACGTTATTTCGTATACAACAGTTCCATCAGTGGTGGAA-ACCAGATACGACCTTATGCATCCAGAAAACGGGACATAAAGGTCAAAATATTAGTCTGTTTCCTAATAGTATACCGTCATCTCAATATTATGCTTTTTCATGGTATAAAGATTCACTTAGAGTCGTTAACATGTTATGTTATTATAATGAAAAACATGAAGAAGTATACAGC---------GAGTTAAACATTATACGACAATGTCTAGGGA-ATCATACATTACTTCTTATTAATTTAACGAGTCACTATAGCGGGACTTACTATTTCGAGTCTCT--ACACATTTAATACACGAGCACGGAAACCAGATGT---ATGTT-ACAATGTTACCGTGCACTCGACATATCAAACATACACTCACAC---GACTATATTATTTCATCCACTTACACCCACACATAATTCATTAACAATGTTATCGTCACTCACTTCAACCAACCTCACACACACCGCGGTCCATTATGCCGCCATTAATGTTAAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCATTATAACAATCATCGTTTTAATTTGTTTCAAATTCCCCCAAAAAGCTTGGAATAAATTAATACAATATCGATACAACGGTATGCTCGCTGCCGATTAA 
BE/11/2010          ---ATGTATAGATACACGTGGCTGCTTTGGTGGACAACAACGTTATTTCGTATACAACAGTTCCATCAGTGGTGGAA-ACCAGATACGACCTTATGCATCCAGAAAACGGGATATAAAGGTCAAAATATTAGTCTGTTTCCTAGTAATATACCGTCATCTCAATATTATGCTTTTTCATGGTATAAAGATTCACTTAGAGTCGTTAACATGTTATGTTATTATAATGAAAAACATGAAGAAGTATACAGC---------GAGTTAAACATTATACGACAATGTCTAGGGA-ATCATACATTGCTTCTTATTAATTTAACGAGTCACTATAGCGGGACTTACTATTTCGAGTCTTTCTACACATTTAATACAAGAGCACGGAAACCAGATGT---ATGTT-ACAATGTTACCGTGCACTCGACATATCAAACGTACACCCACAC---AACTATATTATTTCATCCACTTACATCCACACATAATTCATTAACAATGTTATCGTCACTCACTTCAACCAACCTCACACACACCGCGGTCCATTATGCCGCCATTAATGTTAAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCATTATAACAATCATCGTTTTAATTTGTTTCAAATTCCCCCAAAAAGCTTGGAATAAATTAATACAATATCGATACAGCGGTATGCTCGCTGCCGATTAA 
JER893              ---ATGTATAGATACACGTGGCTGCTTTGGTGGACAACAACGTTATTTCGTATACAACAGTTCCATCAGTGGTGGAA-ACCAGATACGACCTTATGCATCCAGAAAACGGGATATAAAGGTCAAAATATTAGTCTGTTTCCTAGTAATATACCGTCATCTCAATATTATGCTTTTTCATGGTATAAAGATTCACTTAGAGTCGTTAACATGTTATGTTATTATAATGAAAAACATGAAGAAGTATACAGC---------GAGTTAAACATTATACGACAATGTCTAGGGA-ATCATACATTGCTTCTTATTAATTTAACGAGTCACTATAGCGGGACTTACTATTTCGAGTCTTTCTACACATTTAATACAAGAGCACGGAAACCAGATGT---ATGTT-ACAATGTTACCGTGCACTCGACATATCAAACATACACCCACAC---AACTATATTATTTCATCCACTTACATCCACACATAATTCATTAACAATGTTATCGTCACTCACTTCAACCAACCTCACACACACCGCGGTCCATTATGCCGCCATTAATGTTAAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCATTATAACAATCATCGTTTTAATTTGTTTCAAATTCCCCCAAAAAGCTTGGAATAAATTAATACAATATCGATACAGCGGTATGCTCGCTGCCGATTAA 
BE/27/2010          ---ATGTATAGATACACGTAGCTGCTTTGGTGGACAACAACGTTATTTCGTATACAACAGTTCCATCAGTGGTGGAA-ACTAGATACGACCTTATGCATCCAGAAAACGGGATATAAAGGTCAAAATATTAGTCTGTTCCCTAGTAATATACCGTCATCTCAATATTATGCTTTTTCATGGTATAAAGATTCACTTAGAGTCGTTAACATGTTATGTTATTATAATGAAAAACATGAAGAAGTATACAGC---------GAGTTAAACATTATACGACAATGTCTAGGGA-ATCATACATTGCTTCTTATTAATTTAACGAGTCACTATAGCGGGACTTACTATTTCGAGTCTCTCTACACATTTAATACAGGGGCACGGAAACCAGATAT---ATGTT-ACAATGTTACCGTGCACTCGACATATCAAACATACACCCACAC---AACTATATTATTTCATCCACTTACATCCACACATAATTCATTAACAATGTTATCGTCACTCACTTCAACCAACCTCACGCACACCGCGGTCCATTATGCCGCCATTAATGTTAAAGCACAACACGACACTGCCACTTCACATGCAATATGGATCATACCCCTAGTTATTATTATAACAATCATCGTTTTAATTTGTTTCAAATTCCCCCAAAAAGCTTGGAATAAATTAATACAATATCGATACAGCGGTATGCTCGCTGCCGATTAA 
BE/13/2011          ---ATGTATAGATACACGTGGCTGCTTTGGTGGACAACAACGTTATTTCGTATACAACAGTTCCATCAGTGGTGGAA-ACTAGATACGACCTTATGCATCCAGAAAACGGGATATAAAGGTCAAAATATTAGTCTGTTCCCTAGTAATATACCGTCATCTTAATATTATGCTTTTTCATGGTATAAAGATTCACTTAGAGTCGTTAACATGTTATGTTATTATAATGAAAAACATGAAGAAGTATACAGC---------GAGTTAAACATTATACGACAATGTCTAGGGA-ATCATACATTGCTTCTTATTAATTTAACGAGTCACTATAGCGGGACTTACTATTTCGAGTCTCTCTACACATTTAATACAGGGGCACGGAAACCAGATGT---ATGTT-ACAATGTTACCGTGCACTCGACATATCAAACATACACCCACAC---AACTATATTATTTCATCCACTTACATCCACACATAATTCATTAACAATGTTATCGTCACTCACTTCAACCAACCTCACGCACACCGCGGTCCATTATGCCGCCATTAATGTTAAAGCACAACACGACACTGCCACTTCACATGCAATATGGATCATACCCCTAGTTATTATTATAACAATCATCGTTTTAATTTGTTTCAAATTCCCCCAAAAAGCTTGGAATAAATTAATACAATATCGATACAGCGGTATGCTCGCTGCCGATTAA 
HANRTR6             ---ATGTATAGATACACGTGGCTGCTTTGGTGGACAACAACGTTATTTCGTATACAACAGTTCCATCAGTGGTGGAA-ACTAGATACGACCTTATGCATCCAGAAAACGGGATATAAAGGTCAAAATATTAGTCTGTTCCCTAGTAATATACCGTCATCTCAATATTATGCTTTTTCATGGTATAAAGATTCACTTAGAGTCGTTAACATGTTATGTTATTATAATGAAAAACATGAAGAAGTATACAGC---------GAGTTAAACATTATACGACAATGTCTAGGGA-ATCATACATTGCTTCTTATTAATTTAACGAGTCACTATAGCGGGACTTACTATTTCGAGTCTCTCTACACATTTAATACAGGGGCACGGAAACCAGATGT---ATGTT-ACAATGTTACCGTGCACTCGACATATCAAACATACACCCACAC---AACTATATTATTTCATCCACTTACATCCACACATAATTCATTAACAATGTTATCGTCACTCACTTCAACCAACCTCACGCACACCGCGGTCCATTATGCCGCCATTAATGTTAAAGCACAACACGACACTGCCACTTCACATGCAATATGGATCATACCCCTAGTTATTATTATAACAATCATCGTTTTAATTTGTTTCAAATTCCCCCAAAAAGCTTGGAATAAATTAATACAATATCGATACAGCGGTATGCTCGCTGCCGATTAA 
BE/9/2011 G4        ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTATACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACAC-----------------------GCCGCCACTTAA 
HAN17               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACAATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACAC-----------------------GCCGCCACTTAA 
BE/19/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGACCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACAC-----------------------GCCGCCACTTAA 
BE/14/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACAC-----------------------GCCGCCACTTAA 
U11                 ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACAC-----------------------GCCGCCACTTAA 
HANSCTR11B          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAAAAAGCTTGGAATAAATTCACAC-----------------------GCCGCCACTTAA 
HANSCTR1A           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCA---------------------------------TCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/39/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTG-------------------TACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/19/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTA-------------------GAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV21               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACAAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTAC-------AT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
UK/Lon8             ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTT-----TGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV25               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTAC----CACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/32/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATT---ATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
Pat_H               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTATT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACATATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
UK/Lon2             ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCGGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
NL/Rot4             ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAAAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
DQ847478            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTACCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
NAN4LA              ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGAATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
JER2002             ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGAATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/7/2011           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-TTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
U8                  ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAGACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/7/2012           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACGATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/16/2012          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/30/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/15/2012          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/11/2012          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/26/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/3/2012           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAATAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/46/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTATACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
6397                ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGATATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV5                ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
HAN21               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV4                ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV11               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
VR1814              ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
Towne               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/31/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
HAN22               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
HAN23               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/2/2011           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/34/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/22/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
JER847              ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV7                ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
JER3855             ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/31/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/3/2011           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/21/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/48/2011          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/8/2011           ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
CINCY               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
DQ847472            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
DQ847473            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
DQ847485            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
HM542481            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
Pat_C               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
Pat_E               ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
HANRTR2             ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
PAV1                ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACAAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
DQ847497            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACAAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTATATAGACAAACCGAGAGTTACTAACGCACTATGTATTTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTAACTTCAACCAACTTCACACATGTCGCGGTCCATTATACCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCACTTAA 
BE/33/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTACATAGACAAACCGAGAGTTACTAACGCACTATGTATCTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CGTACACAGGTCAT------------ACACATTGACTTCAACCAACTTCACACATGTCGCGGTCCATTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/30/2010          ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATAGTACATAGACAAACCGAGAGTTACTAACGCACTATGTATCTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTACCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTGACTTCAACCAACTTCACACATGTCGCGGTCCATTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847492            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTACATAGACAAACCGAGAGTTACTAACGCACTATGTATCTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTGACTTCAACCAACTTCACACATGTCGCGGTCCATTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847493            ---ATGATGTTCCGGTACGCGTTATTACTTCGATGGATAACAATCATTCTTTGTACACGAAAATCCAATTATTGGAA-CTACATATCAACGCCATGTACTTCTATAGTTGGCTACAGTGGCCAGAATATCAGCTTATCTCCCGTTAACAAATTGTCAGTCAAAGACGATGCTTTTCAATGGTACATAGACAAACCGAGAGTTACTAACGCACTATGTATCTATCAAAATAACGAGTGCAGTGTACAACCCAATGAGAACGCTCCGAACATTAAGTGGCAATGTGTACAGA-ATCATACACTTATTCTTATTAATTTAACAACTACATATAGTAGAAATTACTATTTTAATTCTTTTGAAACCCTTGGAGTAACAATAGCAAAATACAATACCCTGTGTT-ACAATGTCAGTGTACATTCTGCCTACCAAACACACTGTTGTACAACCACGTTATCCATGTATTCACCCACACCCGTACACAGGTCAT------------ACACATTGACTTCAACCAACTTCACACATGTCGCGGTCCATTATGCCGCCGGTAACGTTGAAGCACAACACGATACTGCCACCCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATTATCGTTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
AF1 G1              ---ATGTCTAAAAAGTATTTGCGGTTATTTCCATGGATGACAATTTTGTTCTGCACACCAAAATCACAACATTGGAA-CTACATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTATGGAAACGATATTTTTCAATGGTATGCAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATAAGTACCATGTACAATCGAATGAAGATATTTCAAACATCAAATGGCGATGTACAAAAAAAAAATACGTTAATTTTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTCGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAAT---AGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATTATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAATGTGGATCATACCCCTGGTTATCATCATAACAATCATTATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACGATATGCTCGTCGCTGCTTAA 
BE/20/2010          ATGATGTCTAACAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTCGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGC------------------------------CCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
JER5695             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCG-----------------------------------------------------------TGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACACATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847487            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACATAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCACTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
PAV18               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTCAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTATACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
JER5550             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGACAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACATACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/21/2010          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTAGATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGATCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
Davis               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCCTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
NANU                ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAAACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
PAV31               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAAACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/22/2011          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATAGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
2CEN15              ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/5/2012           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
TR                  ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HAN40               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/12/2012          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
UK/Lon6             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTACACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HAN13               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
JER5268             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847476            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847480            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/10/2012          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACA------------TATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/26/2011          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACA------------TATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
UK/Lon9             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACA------------TATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847474            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-AACATACGTTAATTCTTACTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCATCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCAGTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847477            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-AACATACGTTAATTCTTACTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCATCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCAGTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
UK/Lon7             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-AACATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACGTGTTGCGGTCCATCATGCCGCAGGTAATGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
JER4035             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTTTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATTCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
JER4053             ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAGCGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/8/2012           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCATCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HAN34               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACGACAGTATGCTCGCCGCCGCTTAA 
BE/15/2010          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTTAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HAN8                ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847486            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAACGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847481            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAACGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/28/2011          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATAGGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HAN39               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/20/2011          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-AACATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/10/2011          ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCGACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/9/2010           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
BE/1/2010           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
DQ847495            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HANChild1           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAAACGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAACACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAACAGTATGCTCGCCGCCGCTTAA 
HAN38               ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAGAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTCCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCACGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGTCACTCCACATACAACGTGGATCATACCCCTGATTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGTTTAA 
PRA5                ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACA-TACCGATACAGCGATATGCTCGCCGCTGCTTAA 
2CEN2               ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATTAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTTTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HANRTR9             ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATAGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
PRA3                ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGCACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
PAV26               ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAACTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGTAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
BE/16/2010          ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HAN2                ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HAN31               ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
DQ847471            ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
DQ847475            ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
DQ865084            ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HANRTR10            ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HANRTR4             ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HANSCTR8            ---ATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATGCCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGTACAATCCAATGAAGACATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGAAACTATTACTTTCAATCTCTTAAAACTCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACTTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTCACACATGTTGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACGAGGCTGCCACTCCACATACAACGTGGATTATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HANSCTR12           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATATATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACCATACCATGCGTTCTTAAGATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGCACAATCCAATGAAGATATTCCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAGTCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACGGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCATCATTAGCTTCAACCAACTTTACACATGTCGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCTACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACAGATACAGCGGTATGCTCGCCGCCGCTTAA 
HAN11               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACCATACCATGCGTTCTTAAGATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGCACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTCGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACAGATACAGCGGTATGCTCGCCGCCGCTTAA 
HANSCTR13           ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACCATACCATGCGTTCTTAAGATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGCACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTCGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACAGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847483            ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCATGGATGACAATTTTGTTTTGCATACCAAAAACACAACATTGGAA-CTATATGACCATACCATGCGTTCTTAAGATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACCATGCACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTCGCGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACAGATACAGCGGTATGCTCGCCGCCGCTTAA 
Pat_F               ATGATGTCTAAGAAGTGTTCGCGGTTATTTCCAT--------------------------------------------------------ACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTCTTTATCAAAACAATGAGTACTATACACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTACGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HAN36               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCTATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACAGGTTATGTCTTTATCAAAACAATGAGTACTATGTACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTACGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
TB40/E              ATGATGTCTAAGAAGTGTTTGCGGTTATTTCTATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACAGGTTATGTCTTTATCAAAACAATGAGTACTATGTACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTACGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HAN25               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCTATGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACAGGTTATGTCTTTATCAAAACAATGAGTACTATGTACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAACAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTACGGTCCATCATGCCGCAGGTAACGTTGAAGCACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCGCCGCTGCTTAA 
HAN28               ATGATGTCTAAGAAGTGTTTGCGGTTATTTCCGTGGATGACAATTTTGTTTTGCATACCAAAAGCACAACATTGGAA-CTATATGACAATACCATGCGTTCTTAAAATTGGACGCGGCGGTCAAAATATGAGTTTGCCTCCCCTTAACAATTCATTGTACGGAAACGATATTTTTCAATGGTATACAGACAGACCGACAGTCACCAACACGTTATGTATTTATCAAAACAATGAGTACTATGTACAATCCAATGAAGATATTTCAAACATCAAATGGCAATGTACAAAAA-ACCATACGTTAATTCTTATTAACCTAACCGCAACATATAGTAGGAACTATTACTTTCAATCTCTTAAAACCCTTGGGCAAGGAATACCGAGACCGAGCAGCTTATGTT-ATAATGTTAGTGTACACCTTACCCACCAAACACATTGTCATACAACCACATTATCCCTGTATCCACCTACACCTGTACACAATTCATTAACAATATCACCGTCATTAGCTTCAACCAACTTTACACATGTTGCGGTCCATCATGCCGCCGGTAACGTTGAAACACAACACAAGACTGCCACTCCACATACAACGTGGATCATACCCCTGGTTATCATTATAACAATCATCATTTTAATTTGTTTCAAATTTCCCCAGAAAGCTTGGAATAAATTCACACAATACCGATACAGCGATATGCTCACCGCTGCTTAA 
NL/Rot6 G5          ------ATGTCTACGTACACATGGTTATCTCCATGGATAACAATTCTAATTTGCGCACAAAAGTCTCTTCACTGGAA-TTATATAACAACATCATGCACCCCTAGAGTTGGATATAGTGGTCAGAATATTAGCTTGCTCCCTATTAGTAATTCATTGTCTGAAGATGACAACTTTGAATGGCACGTGGATACCCCTAGAGTTACCAACAGATTATGTCTTTATCAACACAAGCGCCATATCGAATCCGACACAAAATACATTTCAAACATTATGTGGCAATGTTTAGAGA-ATCATACATTAATCCTTATAAACTTAACCACGTCATATAATAGACGCTATTATTTTGAATCATTTAAAAGCCGTGGATGGGGAATACCAAAAATAAATAGTATATGTT-ATAATGTTAGTGTACGTTCCGTCCACCAAACACATTATTGCACAACTAC---ATCCATGAATTCACACATACCCGTACGCAGCTCATACACAACATTATCGTCATCCACCTCAACCAATTTCACACATACCGCGGTCCACTATGCCTCCGGTAATGTTGAAGCACAACACAATACTGCTACTCCATATACAATGTGGATCATACCGTTGATTGTTACTATAGCAATCATTGTCTTAATTTGTTTCAAATTCCCCCAGAGAGCTTGGAATAAATGTACACAATACCGATACAGCGGTATGCTCGCCGCCACTTAA 
DQ847490            ------ATGTCTACGTACACATGGTTATCTCCATGGATAACAATTCTAATTTACGCACAAAAGTCTCTTCACTGGAA-TTATATAACAACATCATGCACCCCTAGAGTTGGATATAGTGGTCAGAATATTAGCTTGCTCCCTATTAGTAATTCATTGTCTGAAGATGACAACTTTGAATGGCACGTAGATACCCCTAGAGTTACCAACAGATTATGTCTTTATCAACACAAGCGCCATATCGAATCCGACACAAAATACATTTCAAACATTATGTGGCAATGTTTAGAGA-ATCATACATTAATCCTTATAAACTTAACCACGTCATATAATAGACGCTATTATTTTGAATCATTTAAAAGCCGTGGATGGGGAATACCAAAAATAAATAGTATATGTT-ATAATGTTAGTGTACATTCTGTCCACCAAACACATTGTTGTACAACTAC---ATCCATGAATTCACACATACCCGTACGCAGCTCATACACAACATTATCGTTATCCACCTCAACCAATTTCACACATACCGCGGTTTACTATGCCACCGGTAATGTTGAAGCACAACACAATACTGCTACTCCATATACAATGTGGATCATACCGTTGATTGTTACTATAACAATCATTGTCTTAATTTGTTTCAAATTCCCCCAGAGAGCTTGGAATAAATGCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847491            ------ATGTCTACGTACACATGGTTATCTCCATGGATAACAATTCTAATTTACGCACAAAAGTCTCTTCACTGGAA-TTATATAACAACATCATGCACCCCTAGAGTTGGATATAGTGGTCAGAATATTAGCTTGCTCCCTACTAGTAATTCATTGTCTGAAGATGACAACTTTGAATGGCACGTGGATACCCCTAGAGTTACCAACAGATTATGTCTTTATCAACACAAGCGCCATGTCGAATCCGACACAAAATACATTTCAAACATTATGTGGCAATGTTTAGAGA-ATCATACATTAATCCTTATAAACTTAACCACGTCATATAATAGACGATATTATTTTGAATCATTTAAAAGCCGTGGATGGGGAATACCAAAAATAAATAGTATATGTT-ATAATGTTAGTGTACATTCTGTCCACCAAACACATTGTTGTACAACTAC---ATCCATGAATTCACACATTCCCGTACGCAGCTCATACACAACATTATCGTTATCCACCTCAACCAATTTCACACATACCGCGGTCCACTATGCCGCCGGTAATGTTGAAGCACAACACAATACTGCTACTCCATATACAATGTGGATCATACCGTTGATTGTTACTATAACAATCATTGTCTTAATTTGTTTCAAATTCCCCCAGAGAGCTTGGAATAAATGCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847502            ------ATGTCTACGTACACATGGTTATCTCCATGGATAACAATTCTAATTTACGCACAAAAGTCTCTTCACTGGAA-TTATATAACAACATCATGCACCCCTAGAGTTGGATATAGTGGTCAGAATATTAGCTTGCTCCCTACTAGTAATTCATTGTCTGAAGATGACAACTTTGAATGGCACGTGGATACCCCTAGAGTTACCAACAGATTATGTCTTTATCAACACAAGCGCCATGTCGAATCCGACACAAAATACATTTCAAACATTATGTGGCAATGTTTAGAGA-ATCATACATTAATCTTTATAAACTTAACCACGTCATATAATAGACGATATTATTTTGAATCATTTAAAAGCCGTGGATGGAGAATACCAAAAATAAATAGTATATGTT-ATAATGTTAGTGTACATTCTGTCCACCAAACACATTGTTGTACAACTAC---ATCCATGAATTCACACATTCCCGTACGCAGCTCATACACAACATTATCGTTATCCACCTCAACCAATTTCACACATACCGCGGTCCACTATGCCGCCGGTAATGTTGAAGCACAACACAATACTGCTACTCCATATACAATGTGGATCATACCGTTGATTGTTACTATAACAATCATTGTCTTAATTTGTTTCAAATTCCCCCAGAGAGCTTGGAATAAATGCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
Toledo G2           ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGGCAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTA----CAAGTTATGTCTTTATCAAAGTAATGA---ACGCACAAAATCCAATCTAGACTCTCCAAATATTGTGTGGCAATGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCCTTTAAATATCTCGGACGAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCACCGGTAACGTTGAAGCACAACACGACACTACCACTCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAACTTGTTTCAAATTCCCCCAGAAAGCTTGGAATAAATTCACACAATACAGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847499            ------ATGTCTAAGGGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCACAAAATCCAATCTAAACTCTCTAAATATTGTGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACGAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACTCACCAAACACATTGCCATACAACTACATCATCCTTGTATCCACCTACATCTGTACACGATTCATTGGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTTTAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCTCCGCCGCTTAA 
UKNEQAS1            ------ATGTCTAAGGGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCACAAAATCCAATCTAAACTCTCTAAATATTGTGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACGAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACTCACCAAACACATTGCCATACAACTACATCATCCTTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTTTAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCTCCGCCGCTTAA 
DQ847496            ------ATGTCTAAGGGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCACAAAATCCAATCTAAACTCTCTAAATATTGTGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACTCACCAAACACATTGCCATACAACTACATCATCCTTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTTTAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCTCCGCCGCTTAA 
HAN                 ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGCATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTGATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTGTGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATTTCGGACAAGGAGTACCAAAACCGAACAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGATAACGTTGAAGCACAACACGATACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTCTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGATTGCCGCCGCTTAA 
NL/Rot2             ---ATGATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACTATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTGTGTGGCAATGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTACCACTCCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAACTTGTTTCAAATTCCCTCAGAAAGCTTGGAATAAATTCACACAATACAGATACAGCGGTATGCTCGCCGCCGCTTAA 
CZ/2/2013           ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAA------------------------------GTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGTTTAA 
BE/23/2010          ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAG-----------------------------------------GATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
NL/Rot1             ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAA-----GCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
JER851              ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCT-GCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
DQ847494            ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATGACGTTAGTGTACACTTTACCCACCAAACACGTTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAGCCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
NL/Rot7             ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTAAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PH                  ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTATAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HAN33               ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTAATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/43/2011          ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCTCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HAN1                ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCAATCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
JER4041             ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTCTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/35/2011          ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/11/2011          ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PAV32               ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/25/2010          ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HAN30               ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
Merlin              ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
CZ/1/2013           ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
3157                ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/32/2010          ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
NL/Rot3             ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
UK/Lon3             ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HANChild4           ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
PRA4                ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HANRTR1B            ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
HANSCTR10           ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
JER5409             ------ATGTCTAAGCGTTTGCAGGTATTTCCATGGATAACAATTTTATTTTACACATCAAAATCCCAGTATTGGAA-CTATATGACAATACCATGTACCCCTACAGTTGGATACGGCAGTCATAATATTAGCTTGCATCCGCTTAATAACTCATTATTTCAAGACGATGTTTTTGAATGGTACATAGACAAACCAATGGTTACTAACAAGTTATGTCTTTATCAAAGTAATGA---ACGCATAAAATCCAATCTAGACTCTCCAAATATTATGTGGCAGTGCACAGATA-ATCGTACACTAATTCTCATGAACTTAACCACAACATACAGTAGAAACTATTATTTTCAATCTTTTAAATATCTCGGACAAGGAGTACCAAAACCGAATAACTTGTGTT-ATAACGTTAGTGTACACTTTACCCACCAAACACATTGCCATACAACTACATCATCCCTGTATCCACCTACATCTGTACACGATTCATTAGAAATATCACAGTCATTCACCTCAACCAACTTCACACATACCGCGGTCCACTACGCCGCCGGTAACGTTGAAGCACAACACAACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGCTCGCCGCCGCTTAA 
BE/2/2013 G3        ------ATGACTAGGTACATATGGTTGTTTTTATGGATAACAATTTTGACTTACGTACAAAGATCTTATCATTGGAA-CTATATAAGAACACAGTGTACTCCTAAAATTGGACACGGTAATCAGAATATTAGTTTGCCTCCCCTTAACAACTCGTCGCTTCAAGACGACGTTTTTGAATGGTACATGGATAGACCAACCGTTACTAATATATTATGTATTTATTATCATAATGAGTACAGAGTAAAATCCAATGAAGACATTTTATACATCAAGTGGCAATGTACAGAGA-ATCATACACTAAATCTCATCAATCTAACTGAAATATATGATAGAACCTACTATTTTCAGTCTTTTAAAACTCTCGGACAGGGAATACTGAAACCGAACACTTTATGTT-ATAAAGTTAGCCTGCATTCTACACATCAAATACACTATCATACGACCACACTATCCCCGTATCCATCTAAACCCACACAAAAGTCACCCAAAACACTATTATCACTCACACCAACCAACTTTACACATATCGCGGTCCACTATGCCACCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGATCGCCGCCACTTAA 
JER1289             ------ATGACTAGGTACATATGGTTGTTTTTATGGATAACAATTTTGACTTACGTACAAAGATCTTATCATTGGAA-CTATATAAGAACACAGTGTACTCCTAAAATTGGACACGGTAATCAGAATATTAGTTTGCCTCCCCTTAACAACTCGTCGCTTCAAGACGACGTTTTTGAATGGTACATGGATAGACCAACCGTTACTAATATATTATGTATTTATTATCATAATGAGTACAGAGTAAAATCCAATGAAGACATTTTATACATCAAGTGGCAATGTACAGAGA-ATCATACACTAAATCTCATCAATCTAACTGAAATATATAATAGAACCTACTATTTTCAATCTTTTAAAACTCTCGGACAGGGAATACTGAAACCGAACACTTTATGTT-ATAAAGTTAGCCTGCATTCTACACATCAAATACACTATCATACGACCACACTATCCCCGTATCCATCTAAACCCACACAAAAGTCACCCAAAACACTATTATCACTCACACCAACCAACTTTACACATATCGCGGTCCACTATGCCACCGGTAACGTTGAAGCACAACACGACACTGCCACTTCACATACAATGTGGATCATACCCCTAGTTATCGTTATAACAATCATCGTTTTAATTTGTTTCAAGTTCCCCCAAAAAGCTTGGAATAAATTCACACAATACCGATACAGCGGTATGATCGCCGCCACTTAA 
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Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). 
Cyan highlighting indicates a strain in which this gene is mutated and the mutation responsible: a deletion that causes a frameshift. 
 
BE/14/2012 G6       ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/36/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
2CEN30              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACAAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PRA1                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACAAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PRA2                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACAAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/17/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV8                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN3                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/1/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/9/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/8/2010           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN32               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NL/Rot5             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/18/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
UK/Lon4             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/24/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Pat_G               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
CZ/1/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA------------------------ACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTCCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BAA24099            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTGGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAATCAAGCCCACGGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
BE/4/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCGTGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACC---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BAA24094            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGATGCATGCATTCTTGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTACATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGGTGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGGTCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
UK/Lon8             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGCATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTAAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAGAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BAA24100            ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
BAA24095            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCACACCATGACCACATTCGTACATCTATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
HAN                 ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACC---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
JHC                 ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BAA24096            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGGTCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACA---------------------ACCACCACTACCACCAA---GAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
UK/Lon1             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCCGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAGAAACCCACTACGACCACGAGAACGACAACTACCACAACAAAGAAAACAACCACC---ACGAGCACAACA---ACCACCACTACCACCAAGAAGACGACAACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCATCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Pat_D               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCCTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACTACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACAACA---ACCACAACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATTATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/2/2013           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCCTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATTACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACTACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACAACA---ACCACAACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATTATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV24               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCCTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACTACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACAAGCACAACA---ACCACAACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATTATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/40/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCCTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACTACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACAACA---ACCACAACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATTATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
JER1289             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTCGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTGGGAACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGATGAAATTCATAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTACCGCACCATGACCACATTCGTACATCGATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGGCGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN16               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACAAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAACCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANSCTR11A          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAATCCCA---TAATTGGCACAACCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACAAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAACCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/3/2010           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGACTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACAAC---TACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN29               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGACTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACAAC---TACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JER3230             ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGACTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAAACCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN20               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGACTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/23/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAATAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/4/2011           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
2CEN5               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/6/2010           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/12/2010          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/42/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/28/2010          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/29/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
CZ/1/2011           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV6                ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JER1070             ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/18/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/27/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/6/2011           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV23               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/10/2010          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
AD169               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/2/2010           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
DB                  ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/44/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN19               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/4/2010           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JP                  ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV16               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JER4559             ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/49/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/38/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN12               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/17/2010          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/41/2011          ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JER2282             ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV7                ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
Pat_A               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PRA7                ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HANSCTR9            ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HANSCTR1B           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN15               ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/2/2012           ATGCTGCTCAGGTACATTACCTTTCATCGTGAAAAGGTACTTTACCTAGCGATCGCATGCTTCTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTGGTACCTGCTAAAGTAGGTACTAACGTCACATTGAACGCGGTACATGTGCATGACGGTGACTATGTG---TACTGGTCTTTTGGTGGAGGTGGAGCTAATAGATTAATGTGTCGCTATACACCAAGGCTAGACGAAATTCACAAAAACACCAATCGAAGTTTTTCATGTCTTACAAATCACAGTCTCCTTCTCATCAATGTAACGGAAGAATATACTGATTACTATCGCACCATGACCACATTCGTACATCAGTCCCA---TAATTGGCACAACCACGGCAACAAATGGACTTTAGACACATGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATTATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JER893 G7           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTATCTACATCAGTTTCCACGACGCATGCACTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTC---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGGTATACACCAAAGCTAGAAGAAATTCACAAAAACACCAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATTGGCACGGCCACGGTAATAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGGCCACGAGAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGG------ACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Pat_K               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTATCTACATCAGTTTCCACGACGCATGCACTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTC---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGGTATACACCAAAGCTAGAAGAAATTCACAAAAACACCAATCGAAGTTTCTTATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATTGGCACGGCCACGGTAATAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACCACCACGAGC---------ACGACAACCACCACTACCACCAAGAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/1/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTATATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAACAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGACACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAACAAAACAGCCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAACCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAACACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN27               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTATATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAGCCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAACACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANSCTR4            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTATATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAGCCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAACACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR5             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTATATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCAGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAGCCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAACACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/11/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTATCTACATCAGTTTCCACGACGCATGCACTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTC---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGGTATACACCAAAGCTAGAAGAAATTCACAAAAACACCAATCGAAGTTTCTTATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/5/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTATCTACATCAGTTTCCACGACGCATGCACTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTC---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGGTATACACCAAAGCTAGAAGAAATTCACAAAAACACCAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCAGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/33/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTATCTACATCAGTTTCCACGACGCATGCACTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTC---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGGTATACACCAAAGCTAGAAGAAATTCACAAAAACACCAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCAGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NAN2LA              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTATCTACATCAGTTTCCACGACGCATGCACTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTC---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGGTATACACCAAAGCTAGAAGAAATTCACAAAAACACCAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCAGCACGGCCACGGTAACAGATGGACTTTAGACACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/13/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAAGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGATACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACCACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/27/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAAGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGATACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACCACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR6             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAAGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGATACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACCACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/29/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATCGGCACGGCCACGGTAACAGATGGACTTTAGATACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACCACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGACGACAACAACCAGCACTACCGCCAAAAAGACGGCGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGTCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BAA24093            ATGCTGCTCAGGTACATTATCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATGTTTGGTATCTACATCAGTTTCCACGACGCATGCATTCTAGTACCTGCTAAAGTAGGTACTAACGTCACATTAAACGCGGTGGATGTCCAGAACAACGATTATGTT---TATTGGTCTTTTGGTGGAGGTGGAGGTAATAGATTAATGTGTCGATATACACCAAATCTAGAAGAGATTCACAAAAACACAAATCGAAGTTTCTCATGTCTTAAAAATCACAGTCTCGTTCTCATAAATGTAACAGAAGAATACACCGATTACTATCGCACCATGACCGCGTTCGTACACCAATCCCA---TAATTGGCACGGCCACGGTAACAGATGGACTTTAGATACGTGTTATTATGTATACGTTACCCAAAACGGAACACTTCCCACTACCACCACCAAAAAACCCACCACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGGGCGACAACAACCAGCACTACCGCCAAAAAGACGACGACAAGCACTATCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAATACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
HANRTR8 G2          ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---ACGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HANSCTR2            ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/13/2012          ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAAAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV12               ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
3301                ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/45/2011          ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
CZ/3/2012           ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
CZ/2/2012           ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PRA8                ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN24               ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/15/2011          ATGCTGTTCAGGTACATCACCTTTTATCGCAAAAAGGTACTTTACCTAACGGCCGCATGCATCTTTGGTGGCTACATCAGCTTCCACGATGCCTGCATACCGGTAGTTGGCAAGATAGGTACCAACGTTACGCTGAACGCAGTTGATGTTCTTTCCCCTCATGATCAGGTTCGTTGGTCATATGGTTCAGGTGGGCAAGGCCACATGCTATGCATTTACACTTTTACATCAACAACAACATTTAACAACACACGCTTTAATTTTTCATGTCTAAAAAATTACAGCCTTCTCCTCATTAACGTTACAACGCAGTATAGCACCACTTACCGTACTATGACATCGTTAAACGATTGGCGTCACAGAACACATTATCATAAACCTCCCGGATGGAACTTAGACACATGCTACAATCTTACAGTTAACGAAAACGGTACATTCCCCACCACCACCA---AAAAGCCCAGTACGACCATCAGAACGACAACTGCCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGAC---AAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACATCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGTCATAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN36 G3            ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGAAC---------AACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
TB40/E              ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGAAC---------AACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN25               ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGAAC---------AACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HANChild2&3         ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAAC---------------------CACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTGATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/5/2010           ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
JER4755             ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/12/2011          ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/6/2012           ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
NAN1LA              ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
U4                  ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV20               ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACCGTAAATTACACCAACACTTACCGTACTTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGGACGACAACTACCATCACAACAAAGAAAATAACCACCACGAGCAGGA---CGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGTCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
AF1                 ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGTTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACAAGGACGACAACAACCACCACTACCGCCAAAAAGACGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANSCTR12           ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAAGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAAACATCATTTTCAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACCACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCATCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAACACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN28               ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGACTACCACTACCACCAAGAAGACGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGACCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
Pat_F               ATGCTGTTCAGGTACATCACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTCACGTTGAACGCGGTAGATTTTCATCCCG---GTGATCACGTTCGCTGGTCTTACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTACACTGGTAGTTGGACAGAAT---ACAAAAAGCCAGACATCATTTTTAAGTGTTTATCAAATAACAGTCTTCTTTTAATTAACGTAACTGTAAATTATACCAACACTTACCGTACCTTGACATCGTTAAACAATTGGGTTCACAATCAACATCACCATAAATTTCCCGGATGGAACTTGGACACATGTTACAGTCTCACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACCACGAGAACGACAACTACCACCACAACAAAGAAAACAACCACCAC---------------------TACCACCAAGAAGACGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACGGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTAA 
BE/13/2010 G5       ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTTCACGATGCCTGCATACCGGTGGTTGGCAAAATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCACA---ATGATCACGTTCGCTGGTCATACGGTCCCGGTGGCCCAGGCTACATGTTATGCGTTTACACCGGTAGTTGGACAAAAT---ATGAAAAGCCAAATATTATTTTCCAATGCTTACCAAACAACAGTCTTCTTTTGATTAACGTAACCGTAAATTATACCAACACTTACCGTACCATGACATCGTTAAACAATTGGGCTCACAGTACGCATCGCCATAGAGCTCCCGGGTGGAACTTAGACACATGTTACAATCTTACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACCACAAGAACGACAACTACCACCACAACAAAGAGAACG---------------ACAACTAC---CACTACCGCCAAGAAAACGACGAAGAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NL/Rot6             ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTTCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCACA---ATGATCACGTTCGCTGGTCATACGGTCCCGGTGGCCCAGGCTACATGTTATGCGTTTACACCGGTAGTTGGACAAAAT---ATGAAAAGCCAAATATTATTTTCCAATGCTTACCAAACAACAGTCTTCTTTTGATTAACGTAACCGTAAATTATACCAACACTTACCGTACCATGACATCGTTAAACAATTGGGCTCACAGTACGCATCGCCATAGAGCTCCCGGGTGGAACTTAGACACATGTTACAATCTTACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACCACAAGAACGACAACTACCACCACAACAAAGAGAACA------------------ACTAC---CACTACCGCCAAGAAAACGACGACGAGAACTACCCATCATCGCCACTCCAATTCCAAAGAATCCACCACCCTTAAAACCCACGTAGGACTTCACGCCGGTTTAGGAGCCACAACAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
UKNEQAS1            ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTTCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCACA---ATGATCACGTTCGCTGGTCATACGGTCCCGGTGGCCCAGGCTACATGTTATGCGTTTACACCGGTAGTTGGACAAAAT---ATGAAAAGCCAAATATTATTTTCCAATGCTTACCAAACAACAGTCTTCTTTTGATTAACGTAACCGTAAATTATACCAACACTTACCGTACCATGACATCGTTAAACAATTGGGCTCACAGTACGCATCGCCATAGAGCTCCCGGGTGGAACTTAGACACATGTTACAATCTTACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACCACAAGAACGACAACTACCACCACAACAAAGAGAACA------------------ACTAC---CACTACCGCCAAGAAAACGACGACGGGCACTACCCATCATCGCCACTCCAATTCCAAAGAATCCACCACCCTTAAAACCCACGTAGGACTTCACGCCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PRA3 G4             ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACATCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
2CEN2               ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGCTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/16/2010          ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN31               ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN2                ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV26               ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PRA5                ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR10            ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR4             ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANSCTR8            ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR9             ATGCTGTTCAGGTACATTACCTTTCATCACGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCCATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCATCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACGAGAACAACAACTACCACCACAACAAAGAAAACAACCACCACGAGCACGACAACGAC---CACCATTACCACCAAGAAGACGACAAGCATTACCCATCATCGACACTCCAATCCCAAGGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NL/Rot2             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCTACATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCACCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACCAGAACGACAACTACCACCACAACAAAAATAACCACCA------GGAGGAC---AAC---CACCACTACCGCCAAGAGGACGACAAGCACTACCCATAATCGACACTCCAATCCCAAAAAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAATACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN38               ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAAGTAATTTACCTAGCGGCTGCATGTATCTTTGGTGGCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTAAACGCGGTGGATGTTCTTCCCA---ATGATCACGTTCGTTGGTCATACGGTCCCGGTGGGGCAGGCTATATGCTATGTGTTTATACCGGTAGTTGGACACAAT---ATGACAAGCCAAATATCATTTTTCAGTGCTTACCAAATAACAGTCTTCTTTTGATTAACGTAACCGTAAACTATACCAACACTTACCGCACCATGACATCGTTAAACAATTGGCTTCACAGTCGACATCACCATACATTTCCCGGATGGAATTTGGACACATGTTACAATCTTATAGTGAACGAGAACGGCACATTCCCCATTACCACTACCAAAAAACCTACTACGACCACCAGAACGACAACTACCACCACAACAAAAATAACCACCA------GGAGGACAACAAC---CACCACTACCGCCAAGAGGACGACAAGCACTACCCATAATCGACACTCCAATCCCAAAAAATCCACCACCCCTAAAACCCACGTAGAACTTCACGTCGGTCTAGAAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAATACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANSCTR13 G1        ATGCTGCTCAAGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGTTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTATTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAACACGCGCTTTAATTTTTCATGTTTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTATCGATGGACTTTAGACACATGTTACAATCTGACAGTGAATGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------------------ACCACTACCACCAAGAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN11               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTATTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAACACGCGCTTTAATTTTTCATGTTTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTATCGATGGACTTTAGACACATGTTACAATCTGACAGTGAATGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------------------ACCACTACCACCAAGAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BAA24097            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTATTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAACACGCGCTTTAATTTTTCATGTTTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTATCGATGGACTTTAGACACATGTTACAATCTGACAGTGAATGAAAACGGTACATTCCCCACTACCACCACCAAAAGGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------------------ACCACTACCACCAAGAAGACGACAAGCACTACCCATCACCGACACTCCAATCCCAAAGAATCCACCACCCCTAAAACCCACGTAGAACATCACGTCGGTTTAGGAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
NL/Rot7             ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGTCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
CZ/1/2013           ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
CZ/2/2013           ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/11/2011          ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
PAV32               ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN30               ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
Merlin              ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
UK/Lon3             ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/23/2010          ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/43/2011          ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HANChild4           ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
PRA4                ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HANRTR1B            ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HANSCTR10           ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACTTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN1                ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN33               ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAACTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGTAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
3157                ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAACTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCGCCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGTAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NL/Rot1             ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAACTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCGCCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGTAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PH                  ATGCTGTTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCACGATGCCTGCATACCGGTGGTCGGCAAAATAGGTACCAACGTTACGTTAAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAACTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGCACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTGCGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCGCCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGTAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCACAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/32/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGACAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGTACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAA---CCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTCTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAACATGACAAGCACGGCATCGTACTCATCCCTCAAACCGATCTGTGA 
BE/35/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGACAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGTACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/8/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGTGGACAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACATTTAACAATACGCGCTTTAATTTTTCATGTCTAAGCAATTACAGCCTTCTCCTCATTAACGTTACCACGCAGTATAGTACCACCTATCGTACTATGACATCACTAGACCATTGGCTTCACCAACGACATAACCATGG---TTCTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCTACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/14/2011          ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTA-CTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/37/2011          ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTTCCAAAAAATCCACCACCCCTAACAGTTACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
UKNEQAS2            ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PRA6                ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR1A            ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
W                   ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/24/2011          ATGCTGTTCAGGTACATTACCTTTTATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTTCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/25/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER5409             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER4041             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER851              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
NL/Rot3             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/15/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER5695             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER4035             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/8/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN8                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER4053             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN34               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/20/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACCCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
UK/Lon5             ATGCTGCTCAGGTACATTACCTTTCATCACGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
2CEN15              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/5/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
UK/Lon6             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
TR                  ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/21/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NANU                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV31               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/22/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
JER5268             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV5                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
PAV11               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
VR1814              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/9/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
6397                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
Towne               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
U11                 ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/14/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HANSCTR11B          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HANSCTR1A           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
HAN17               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
CINCY               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCTAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
JER847              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGTCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN22               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCACGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN23               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCACGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV25               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/34/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/31/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/2/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/46/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/32/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/16/2012          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/7/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/26/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/11/2012          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/30/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
U8                  ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/3/2012           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/7/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
JER2002             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
JER3855             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NAN4LA              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/39/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/48/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
NL/Rot4             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Pat_C               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HANRTR2             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/15/2012          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTTCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACTAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Pat_H               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCTAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
UK/Lon2             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACAATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Pat_E               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACAATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/22/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTAACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/19/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
PAV1                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATGAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV21               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV4                ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN13               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCTCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Davis               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACTTCACGTCGGTTTAGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCTCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
HAN40               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTAA 
BE/12/2012          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
JER5550             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAAAACAACCACC------------ACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/33/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAAGCAAGCCCACAATACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCAGTTGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
PAV18               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/10/2012          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/26/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/20/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
UK/Lon9             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/10/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAACACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAAAAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/30/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
BE/28/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAATCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/9/2010           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGTATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
HAN39               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTAAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BE/1/2010           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
UK/Lon7             ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
HANChild1           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTTCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTCACAGTGAACGAAAACGGTACATTCCCCATTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACCACAACACAAAGAACAACCACCACGAGAACCACCACGAGAACAACCACCACCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTTCAATCCCAAAAAATCCACCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGGATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATTTGTGA 
BAA24101            ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTGGATGTTATTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAACACGCGCTTTAATTTTTCATGTTTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAGCCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTAACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAACCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAACCACCA------------CGACAACAACCACCGCCGCCAAGAAGACGACGATACGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCTCTAACAGTCACGTGGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGTACCAACACGTGGCTACACACGCCCTCTGGGTTTTAGCGGTCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGCTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTG--- 
BE/31/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCTATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGTGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTAGCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAAACACCA------------CGAGAACAACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/3/2011           ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCTATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGTGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTAGCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAAACACCA------------CGAGAACAACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/21/2011          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCTATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGTGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTAGCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAAACACCA------------CGAGAACAACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
BE/19/2010          ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCTATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTCCCCCCTCGTGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAGCACGCGCTTTAATTTTTCATGTCTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTAGCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAAACACCA------------CGAGAACAACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAACATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
HAN21               ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTCCTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTCTTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTTAACAACACGCGCTTTAATTTTTCATGTTTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTGTAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAACCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAACCACCA------------CGAGAACAACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCCCAAACCGATCTGTGA 
Toledo              ATGCTGCTCAGGTACATTACCTTTCATCGCGAAAAGGTACTTTACCTAACGGCTGCATGCATCTTTGGTGTCTACATCAGCCTCCATGATGCCTGCATACCGGTGGTTGGCAAGATAGGTACCAACGTTACGTTGAACGCGGTAGATGTTATTCCCCCTCGCGATCAAGTTCGTTGGTCATACGGTCCAGGCGGGCAAGGCTACATGTTATGCATTTTCACTGGCACATCAACAACAACGTTCAACAACACGCGCTTTAATTTTTCATGTTTGAGTAATTACAGCCTCCTCCTCATTAACGTTACCGCGCAGTATAGTACTACCTATCGTACTATGACATCGCTAGACGATTGGCGTCACCAACAACATAGCCATGG---TTTTCGATGGACTTTAGACACATGTTACAATCTGACAGTGAACGAAAACGGTACATTCCCCACTACCACCACCAAAAAGCCCACTACGACTACGAGAACGACAACTACTACAACACAAAGAACAACCACCA------------CGAGAACAACCACCGCCGCCAAGAAGACGACGATAAGCACTACCCATCATAAACACTCCAGTCCCAAAAAATCCAGCACCCCTAACAGTCACGTAGAACATCACGTTGGTTTTGAAGCCACAGCAGCGGAAACACCGTTACAACCAAGCCCACAGCACCAACACGTGGCCACACACGCCCTCTGGGTTTTAGCGGCCGTAATCGTTATTATCATCATTATCATTTTCTACTTTCGAATACCGCAAAAGCTGTGGTTGCTCTGGCAGCATGACAAGCACGGCATCGTGCTCATCCCTCAAACCGATCTGTGA 
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Initiation and termination codons are highlighted in yellow. 
 
Toledo G1           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATGCAGGTGACAACGAACAATGACGCCCGAAATAATAATACAAATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGATTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCCTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGATAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACACCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCATGAAGCTTATATATTCGACATGACTCGTAGAACCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCTTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGACCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
Pat_H               ATGCTCGGGACACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAACTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACAGATGATAATAATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/30/2010          ATGCTCGGGACACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACCTAACCGGGACATTCAATTTCATCCAAAGCAACATAT---CAACTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACAGATGATAATAATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
NL/Rot5             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACACGACTCGCAGAATCACATACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HAN20               ATGTTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACCTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
JER3230             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANSCTR1B           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/42/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/12/2010          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/28/2010          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/6/2010           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
2CEN5               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAATCGCGGTGAGTCTTACCTGACTACCCTTTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTATAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV6                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
JER1070             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/18/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/6/2011           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV8                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HAN22               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/27/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACACGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HAN36               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATATCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTAGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
TB40/E              ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATATCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/11/2010          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/49/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACGCGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCCCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV20               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV24               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTTTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANRTR6             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTTCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACGCGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATAATCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/3/2010           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGACACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACGCGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
VR1814              ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACGCGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
Pat_D               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGCATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
UK/Lon7             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGCATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/40/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAATTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATGATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/10/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCGACCTAACCGGGACATTCAATTTCATCCAAGGCAACATAT---CAGCTAATGCGTCCAGTGGAGATAATTGGAGCGTAGCTAACCTGACAAAAAACTGCATCAACCGCGGTGAGTCTTACCTGACTACCCTCTGGCTTTTGAACTGTACTCAAAACGATACTTATTGGTACTCTGGAAATGCTTACAACTATACA---------AATAACACCTGTGGAAGTACAGTCTCGGGAT---ATCTTTTGGGCATGTGCGAACTATGGAAAAAGTGGGTCGGTAATAATACTTCTCATAACACCACCAGAATCGAGTTGTTAAAAAATGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGTCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/21/2010 G2       ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTGACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATGCC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAAGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
NANU                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTCACCCGCACAGCCGTTGGAGGTTTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTGACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATGCC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAAGAATTCATGAGTTATGCTATCCTGAGTTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/12/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTTGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTTAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGCGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTATTATCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAGAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/6/2012           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTTGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTTAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGCGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTATTATCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAGAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
NAN1LA              ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTTGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTTAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGCGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTATTATCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAGAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
6397                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTTGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGCGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTATCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAGAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
UK/Lon1             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTAAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTAAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCAGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGCTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV31               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HAN32               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAAAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PRA3                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATATCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV5                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV4                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/22/2010          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV11               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
UK/Lon2             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAGAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/17/2010          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGTAGAAACACGTACTTGTTCTCCGTGTCATGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/41/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGTAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/20/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAATTAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANSCTR11B          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAACGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
JER893              ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/33/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
NAN2LA              ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/10/2012          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/26/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PAV18               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
JER1289             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/5/2011           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGGCACAGGTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGATCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTGATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGATTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACC---------AATAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGAAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAGTTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATATTCGACATGACTCGCAGAAACACGTACTTGTTCTCCGTGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
NL/Rot2 G3          ATGCTCGGGATACACGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGCATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCTTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCTTAAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGTAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGACTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAACATGA 
HAN11               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACCCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGCATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCTTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCTCATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTGTGGAAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/25/2010          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAATCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGAGTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCATGCACATGGTAATCTGCATACCATCATGA 
JER5409             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAATCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGAGTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCATGCACATGGTAATCTGCATACCATCATGA 
JER4041             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAATCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGAGTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCATGCACATGGTAATCTGCATACCATCATGA 
JER851              ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAATCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGAGTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCATGCACATGGTAATCTGCATACCATCATGA 
NL/Rot3             ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAATCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGAGTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCATGCACATGGTAATCTGCATACCATCATGA 
JHC                 ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAATTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTAGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANSCTR13           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAATTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGGTAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTAGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACCGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/4/2011           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGATAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HAN40               ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGATAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/22/2011          ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGATAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PRA1                ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGATAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
U11                 ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGATAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/9/2011           ATGCTCGGGATACATGCTATGCTGGTGATGCTGAATTACCACTGGATACAGTTGACAACGAACAATGACGCCCGAAATAATAATACAGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAATTACCCGCACAGCCGTCGGGGGTCTGTATTCAAACTACACCAACTTAACTGAGGTATTCGGCTTTACTCAAGCAAACACAA---CAACCAACTCTTCCGCTGAGGATAATTGGAGCGTGATGAATTTAACGGAGACTTGCATCAACCGCGGTGAGTCCTATCTGACTACCATTTGGCTTCTGAGTTGTGCTCAGAATACTTCCTATTGGTACTCTGGAAATGCCTACAACTATACAGATGATAATAATACCACATGTGGAAGTAAAATTTCGAAAT---ATCTTTTGGGCATGTGCAAACTATGGGAAAGTTGGGTCGCTAATGATACTTCTCATAACACTACCAGAATCGAGTTGCTGAAAAACGAAACACGCTGCACGCTGCCCGCTAAACAGTATACCCTCAACGCCACGGTGGAATGGTACATCAAATCTGAAGGTGACATACCAAAGGAATTCATGAATTATGCTATCCTGAATTCCGTGGCGGTGCTTACATGCGGACTTCAGGAAGCTTATATACTCGACATGACTCGCAGAATCACGTACTTGTTCTCCATGTCCTGCATAGGAATCACAAGTATAATATCCATCATACTCGCCTCCTTATCGCTGCTTATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
UKNEQAS1 G4         ATGCTCGGGATACGGGCTATGCTGGTAATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAACTTCACTTCAGCAAACACAA---CAACTAACTCCTCCACTGAGGGTAGTTGGAGCGTGATGAATTTAACGGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGAGTACCCTTTGGCTTCTAGACTGCAATAAAAACGGTACCTATCAGCATTCTGGAAATGCTTACAACCATACAAA---------TACCAGCTGTGGAAGTAAAGTTCCGGAAT---ATCTCCTGGGTATGTGCCGCTTATGGAAAGATTGGGTCAATAATGATACTTCTTACAACACTGTAAGAGTCCAGTCACTGGGAAATGAAACACGCTGCATGCTGCTCCCTAGACAATATACTCTCAACGCCACGGTGGAATGGTACACCAAATCTGAAGGTGACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCCAGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN G5              ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCTATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAACTTCACTTCAGCAAACACAA---CAACTAACTCCTCCACTGAGGGTAGTTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATATAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTGGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
NL/Rot1             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGTTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAA---TTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/45/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGTTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGACTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/14/2012          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGTTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN33               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGTTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/36/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGTTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGATGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/2/2013           ATGCTCGGGATACGGGCTATGCTGGTAATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCGAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATATAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTAAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTACTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCCGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/5/2010           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANRTR8             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTATACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGTGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAATATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Pat_C               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTAATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAGT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER4559             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAAGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATTA 
DB                  ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAAGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN27               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
CZ/3/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PRA8                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER4755             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV23               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/10/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/23/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
AD169               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/44/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR9            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN12               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/38/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN3                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER2282             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
NL/Rot6             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PRA4                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV7                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER2002             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Pat_E               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/2/2010           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN19               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/4/2010           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JP                  ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV16               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PRA7                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/19/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGACACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGGCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGCATTCAAACTACACCAACTTAACCGAGGCATTCAGATTCACTCCAGCAAACACAA---CAACTAACTCTTCCACGGAGGGTAATTGGAGCGTGACTAACCTAACGGAGAGTTGCATCAACCGCGGTGAGTCCTATCTAACTACCATCTGGCTTCTGAACTGCGCTGACAACAATACTTATTGGTACTCTGGAAATGCCTATAACCATACAAT---------TGACACTTGTAAAAATACAGTTTCGGGATATCTCTTCTTCGGCATGTGCCAGCTATGGAAAGATTGGG---TTACTAATGCTTCTCACGACACTGTCAGAATTCAGTCGTTGGGAAATGAAATACGCTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCTACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Pat_K G6            ATGCTCGGGGTGCGGGCCATGCTGGTGATGCTGGACTACTACTGGATACAGTTGATAACGAACAATGAAACTCGAAGCAACAATACTGATACCATCTTTGTGTCTCTCCTTACCGGACCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACCACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACTGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTAATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACACACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCCCCACGACCTTCCCACTTAATAGAATTCCCACCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANChild2&3         ATGCTCGGGGTGCGGGCCATGCTGGTGATGCTGGACTACTACTGGATACAGTTGATAACGAACAATGAAACTCGAAGCAACAATACTGATACCATCTTTGTGTCTCTCCTTACCGGACCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACTGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTAATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACACACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCCCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/32/2010          ATGCTCGGGGTGCGGGCCATGCTGGTGATGCTGGACTACTACTGGATACAGTTGATAACGAACAATGAAACTCGAAGCAACAATACTGATACCATCTTTGTGTCTCTCCTTACCGGACCCAACGGAGTTACTCGCACAGCCATCGGGAGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACTGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTAATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACACACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCCCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN13               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTATTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
3157                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Davis               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR10           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGCGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
2CEN15              ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCATAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGTCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
UK/Lon6             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGTCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/5/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGTCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
TR                  ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGTCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV26               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGTCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
CZ/1/2011           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAAGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Pat_F               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCTAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PRA6                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
UK/Lon3             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/15/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER4035             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER5695             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/8/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/20/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN8                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER4053             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN30               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANChild4           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/23/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Merlin              ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
CZ/2/2013           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/11/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV32               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN1                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN39               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACAAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGAGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTTGGCTTCACTTCAACAAATATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTCATGGACTATGTTATCCTGACCCCCTTGGCTGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAAGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGTGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCATAATGACATTGAAGTCCAAGTGCCTATTCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
UK/Lon8             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGTACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTATGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACCCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGACTTCTGATATGCCCACGCGACTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCTCATGCACATGGTGGTCTGCATGCCAGCATGA 
UK/Lon9             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTATTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTCTGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/31/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTCTGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGTTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/3/2011           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTCTGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/21/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTCTGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/19/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGATAACGAACAATGGCACTCGAAGCAACAATACCGATACCATCTTTGTATCTCTCCTTACCGGGCCCAACGGAGTTACTCGCACAGCCATCGGGGGTCTGTATTCAAACTACACCAACTTAACTGGAGCATTCGGCTTCACTTCAACAAACATGTCAGCAACCAACTCTTCCGCTGAGGATAATTGGAGCGTAACCAACCTGACGGAGAGTTGCATCAACCGCGGTGAGTCCTATGTGACTACCATCTGGCTTCTGGACTGCACTAAAAACGATACTTATTGGTACTATGGAAATGCCTACAATCATACATG---------TGAAGGTA---------CAATTTCGGGATATCTCC---TGGGCATGTGCAAGCTCTGGAAAAGTTGGGTCAATAATATTACTTCTTATAACACTGTCAGAGTCGAATCGCTGGGAAATGAAACACGGTGCATGCTGCTCCCTAGACAGTATACTCTCAACGCCACGGTGGAATGGTACAACAAATCTGAAGGTGACGTACCAGAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGCGGACTGCAGGAAGCTTATATACTCGACAAGGGTCGTAGATACATGTATTTGTTTTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTGTCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGTACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGGCTACTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/13/2011 G7       ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGATTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/27/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGATTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
JER5550             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGATTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/43/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGATTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTACTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANSCTR4            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/1/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
NL/Rot7             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
CZ/1/2013           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANRTR1B            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
HANChild1           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
PRA2                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAAAGCAAAATGTGGACATTACCACCTCCACTTCCTCCACGACCTCCTCACTTAATAGAATTCCCACCGTCTCCTCCGTCGTCGCCTGAGCCCACGCACATGGTAATCTGCATACCATCATGA 
BE/33/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGATCA---GCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACAGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGAGCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTACATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTGTACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGTCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACACGGTGGTCTGCATGCCAGCATGA 
BE/1/2010           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGATCA---GCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACAGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGAGCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACAGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTACATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTGTACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGTCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACACGGTGGTCTGCATGCCAGCATGA 
CINCY               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATGCAGTTGACAACGATCA---GCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACAGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATTAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTACATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTGTACTCGTCTCCCTATCGCTGTTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGTCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACACGGTGGTCTGCATGCCAGCATGA 
BE/8/2011           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGATCA---GCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACAGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTACATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTGTACTCGTCTCCCTATCGCTGTTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGTCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACACGGTGGTCTGCATGCCAGCATGA 
HAN38               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGATCA---GCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACAGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTCAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTACATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTGTACTCGTCTCCCTATCGCTGTTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGTCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACACGGTGGTCTGCATGCCAGCATGA 
BE/35/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGATCA---GCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACAGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAGCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTCAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTACATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTGTACTCGTCTCCCTATCGCTGTTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGTCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTTCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACACGGTGGTCTGCATGCCAGCATGA 
BE/14/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTAAAACTCAAGTTTCGAAATATCTCTTTTCTGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAGAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCGTCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/4/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTAGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTATTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCTATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR12           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTATTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCTATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/13/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCGATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGAAACATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/1/2011           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCGGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/9/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCGGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
2CEN2               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PRA5                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANRTR10            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/16/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANRTR4             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANRTR9             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR8            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN31               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/29/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
CZ/1/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/8/2010           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PH                  ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN2                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/17/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTAAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGAGCCATGCACATGGTGGTCTGCATGCCAGCATGA 
3301                ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACCAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/13/2012          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACCAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
UK/Lon5             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/28/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER3855             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/9/2010           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACGAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR1A           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAACGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTAAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
AF1                 ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAGCTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
2CEN30              ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGTATGCCAGCATGA 
BE/18/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGATATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Pat_G               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGATATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
UK/Lon4             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGATATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/2/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCTTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN28               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTTCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER5268             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTTCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANRTR1A            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGAATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANRTR5             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/14/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/15/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR2            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/29/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/24/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
CZ/2/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN21               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
NAN4LA              ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Towne               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
UKNEQAS2            ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/37/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/24/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
Pat_A               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACTCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAAATTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGCTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGACCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV12               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAATTTAACTGGACCATTTGGCTTCACTTCAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACCAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/7/2011           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGTATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/2/2011           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAATTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/11/2012          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAACACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/15/2012          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGACTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV25               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCTTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV1                ATGCTCGGGATACGGGCTATGTTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HAN16               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANSCTR11A          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
PAV21               ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/31/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/34/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/46/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/32/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
HANRTR2             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
U8                  ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
JER847              ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/48/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/39/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
NL/Rot4             ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATCTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/12/2012          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/7/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/26/2010          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/30/2011          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/16/2012          ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 
BE/3/2012           ATGCTCGGGATACGGGCTATGCTGGTGATGCTGGATTACTACTGGATACAGTTGACAACGCTCAATGGCACCCGAACCAACAATACCGATACCATCTTTGTGTCTCTCCTTACCGGTCCCAACGGAGTTACCCGCACGGCCATCGGGGGTTTGTATTCAAACTACACTAACTTAACTGGAACATTTGGCTTCACTTTAACAAACGCATCAATAACCAACTCTTCCACTGAGGGTAATTGGAGCGTGGCTAATCTGACAGAGAGCTGCATCAACCGCGGTGAGTCCTATCTGACTACCCTCTGGCTTCTGAACTGCACTCAAAACAATACTTATTGGTATTCTGGAAATGCTTACAACCATACCAA---------TAGCACCTGTGAAAATCAAGTTTCGAAATATCTCTTTTCCGGCATGTGCCAGCTATGGAAAAATTGGATCAATATTA---CTTTTAATAACACTATCAAAGTCGAGTTGCTGGGAAATGAAACACGCTGCATGCTGCTTCCTAAACAGTATACTCTGAACGCTACGGTAGAATGGTACAACAAATCTGAAGGTAACGTACCAAAAGAATTTATGGACTATGTTATCCTGACCCCCTTGGCAGTGCTTACATGTGGACTTCAGGAAGCTTATATAGTCGACAAGGGTCGTAGATACATGTATCTGTTCTCCGTGTCCTGCGCGGGAATCACAGGTACCGTATGTATTATACTCGTCTCCCTATCGCTGCTCATCCTCATCTGTTACTATCGCTGTGGCCGGCTTCTGATATGCCCACGCGGCTTTGAACGCTTGCCAGAATTCACTGAGGAAGAGGAGGAAAAAGAAAACTTGTTAACGCACAAGGACATTGAAGTCCAGGTGCCTATCCGCACGCGGCGACTGCTCGTCCCTTGGATCCGGGAGAGCAAAATGTGGGTACTACCACCCCCGTTGCCTCCACGACCTCCCCACTTAATAGAATTCCCGCCGTCTCCTCCGCCATCGCCTGGGCCCATGCACATGGTGGTCTGCATGCCAGCATGA 

	  



 

I – UL33 exon 2 
 
Termination codons are highlighted in yellow. Exon ends are highlighted in magenta. 
 
HAN38 G1            ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACGCCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTGAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACTTACGCGCGTCAGTCATACCGTTCAACTTACATAGTTTTGACGCTGACTTGGCTTGCCGGACTGATTTTTTCTATGCCCGCGGCTGTTTATACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTATACTTCATAGCCGATGAGGTCTCCACAGTACTGCTGTCGTGGAAGGTGCTGCTCACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAAAAACAACGGAGTCGCACTTTAACCTTCGTTAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCTACGGCCGCGTGGCCCATGGACTGCGGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCTATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/14/2010          ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACACCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTAAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACCTACGCGCGTCAGTCATACCGTTCCACTTACATAGTTTTGACGCTGACTTGGCTTGCTGGACTGATTTTTTCTATGCCCGCGGCTGTTTACACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTGTACTTCATAGCCGATGAGGTCTCTACAGTGCTGCTGTCGTGGAAGGTGCTGCTGACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAGAAACAACGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCGTGGCCCATGGACTGCAGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CZ/3/2012           ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACACCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTGAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACCTACGCGCGTCAGTCATACCGTTCCACTTACATAGTTTTGACGCTGACTTGGCTTGCTGGACTGATTTTTTCTATGCCCGCGGCTGTTTACACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTGTACTTCATAGCCGATGAGGTCTCTACAGTGCTGCTGTCGTGGAAGGTGCTGCTGACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAGAAACAACGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCGTGGCCCATGGACTGCAGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAAACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA8                ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACACCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTGAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACCTACGCGCGTCAGTCATACCGTTCCACTTACATAGTTTTGACGCTGACTTGGCTTGCTGGACTGATTTTTTCTATGCCCGCGGCTGTTTACACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTGTACTTCATAGCCGATGAGGTCTCTACAGTGCTGCTGTCGTGGAAGGTGCTGCTGACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAGAAACAACGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCGTGGCCCATGGACTGCAGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAAACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_D               ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACGCCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTGAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACCTACGCGCGTCAGTCATACCGTTCCACTTACATAGTTTTGACGCTGACTTGGCTTGCTGGACTGATTTTTTCTATGCCCGCGGCTGTTTACACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTGTACTTCATAGCCGATGAGGTCTCTACAGTGCTGCTGTCGTGGAAGGTGCTGCTGACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAGAAACAACGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACTGCCGCGTGGCCCATGGACTGCAGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGTATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/8/2011           ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACGCCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTGAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACCTACGCACGTCAGTCATACCGTTCCACTTACATAGTTTTGACGCTGACTTGGCTTGCTGGACTGATTTTTTCTATGCCCGCGGCTGTTTACACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTGTACTTCATAGCCGATGAGGTCTCTACAGTGCTGCTGTCGTGGAAGGTGCTGCTGACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAGAAACAACGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACTGCCGCGTGGCCCATGGACTGCAGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/1/2010           ATCCGCAATACCAGCACCCCGCACGTCAACAGCACCTGTAACATGACTGAGCCGCTGTTCGCCATTCGCACCACCGAAGCCGTGATCAACGCGCTCATTATCTTTGTGGGCGGCCCGCTTAACGCTATAGTGTTGGTCACGCAACTACTCACGAACCGTGTGTTGGGCTACTCGACGCCCACCATCTACATGACCAACCTTTATTCCACTAACTTTCTTACGCTCACCGTGCTACCCTTCATTGTGCTGAGCAACCAGTGGCTACTGCCCGCCAGTGTGTCTTCGTGTAAATTCCTATCGGTGGTTTACTACTCGAGCTGCACAGTGGGCTTTGCCACTGTGGCTTTGATCGCCGCGGACCGTTACCGCGTCCTTCACAAGCGGACCTACGCGCGTCAGTCATACCGTTCCACTTACATAGTTTTGACGCTGACTTGGCTTGCTGGACTGATTTTTTCTATGCCCGCGGCTGTTTACACCACCGTGGTAATACACCACGAAGCTAATGATATCAATAATACCAACGGACACGCCACCTGCGTACTGTACTTCATAGCCGATGAGGTCTCTACAGTGCTGCTGTCGTGGAAGGTGCTGCTGACGCTGGTGTGGGGCGCTGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTTTACTCGACCGTACAGCGCACGTCTCAGAAACAACGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCTTTTGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACTGCCGCGTGGCCCATGGACTGCAGACACTTGACGCTACGACGTACCATAGGCACACTGGCACGCTTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV18 G2            AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot6             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/32/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACTGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGTTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/33/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTTCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGAAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/3/2011           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCAGCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGCTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGACTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/21/2011          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCAGCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGCTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGACTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_H               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCAGCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTTTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCTGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGAGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/19/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCAGCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/4/2012           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGACAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR2            AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGAACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/18/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGAACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_G               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGAACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon4             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGAACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER4035             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTATCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/15/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCACATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Merlin              AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAGTAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon3             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAGTAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN32               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGCAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA3                AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/29/2011          AATCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCTGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CZ/2/2012           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/10/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/22/2011          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/24/2011          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
U8                  AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/8/2012           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
2CEN15              AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/5/2012           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/20/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR9            AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN30               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER5695             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANChild4           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA6                AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/41/2011          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/21/2010          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER4053             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER5550             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/9/2011           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UKNEQAS2            AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN8                AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR11B          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR10           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN40               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CZ/1/2013           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
DB                  AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA2                AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV16               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
3301                AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NAN4LA              AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CZ/2/2013           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/11/2011          AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV32               AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon6             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/6/2012           AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NAN1LA              AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot7             AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
AF1                 AACCGCAGTACCGATACTCCGCATGTCAACATCACCTGTAACATAACGGAGCCGCTATCCGCCATCCGTACCACAGAAGCCGTGATCAACACGTTCATCATTTTCGTAGGCGGCCCGCTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTATTGGGCTATTCAACCCCCACCATCTACATGACCAACCTCTATTCCACCAACTTCCTCACGCTCACCGTACTGCCATTTATCGTGCTGAGCAACCAGTGGCTACTACCCGCTAGCGTGGCTTCGTGCAAATTCTTGTCGGTGATTTACTACTCGAGCTGCACAGTAGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTACCGCTCCACCTATATAATTTTGCTATTGACCTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCTGTCTACACTACAGTAGTGATACATAATGGTAC---AAATGGACAAAGTAGCAATGGACACGCTACCTGCGTATTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCTGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTTGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot1 G3          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCACTCAATGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR1B           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCGACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER847              AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTATACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
6397                AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/31/2011          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN3                AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAATCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
2CEN5               AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCTGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/2/2012           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCTGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/5/2011           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATGTAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NANU                AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/14/2011          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER3230             AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA1                AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/42/2011          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/28/2010          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/6/2010           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/12/2010          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CZ/1/2011           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/2/2010           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/45/2011          AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
2CEN30              AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/5/2010           AATCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACATTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGCGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---AAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/23/2010          AACCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACGTTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAATTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTATTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGTGTTCTTCATAGGCGTGCCTACGCGCGGCAGTCATATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---GAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTTTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTTTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAAAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCTCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGCTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot2             AACCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGCCGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACGTTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAATTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTATTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGTGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---GAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTCTACGCCTTCTTCTACTCAACCGTACAGCGTGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UKNEQAS1            AACCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGACGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACGTTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAATTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTATTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGTGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---GAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTCTACGCCTTCTTCTATTCAACCGTACAGCGCGCGTCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Towne               AACCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGACGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACGTTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAATTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTATTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGTGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---GAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTCTACGCCTTCTTCTATTCAACCGTACAGCGCGCATCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGTCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGAAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANChild2&3         AACCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGACGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACGTTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAATTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTATTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGTGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---GAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTCTACGCCTTCTTCTATTCAACCGTACAGCGCGCATCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATCGGCACGCTGTCACGTCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CINCY               AACCGCAGTACCAGTACTCCGCATGTCAACAGTACCTGTAACATGACGGAGACGCTATCCGCCATCCGCACTACAGAAGCCGTGATCAACACGTTCATCATTTTCGTGGGCGGCCCGCTCAATGCCATAGTGTTGGTCACGCAGCTGCTCACGAACCGTGTATTGGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAATTTTCTCACGCTCACCGTGCTGCCCTTCATCGTGTTGAGCAACCAGTGGCTACTACCCGCTAGCGTGACTTCGTGCAAATTCTTGTCGGTAATTTATTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCCCTGATCGCCGCCGACCGATACCGTGTTCTTCATAAGCGTACCTACGCGCGGCAGTCGTATCGCTCTACCTATATAATTTTGCTATTGACTTGGTTTGCCGGGCTGATCTTTTCCATGCCCGCGGCCGTTTACACTACAGTAGTGATACATAATGGTAC---AGATGA---GAATACCAATGGGCACGCTACCTGCGTACTGTACTTCATAGCCGACGAGGTGTACACGGTACTACTCTCGTGGAAAGTGCTGCTGACGCTAGTGTGGGGCGCCGCGCCCGTTATCATGATGACGTGGTTCTACGCCTTCTTCTATTCAACCGTACAGCGCGCATCTCAGAAACAAAGGAGTCGCACTTTAACCTTCGTCAGCGTGTTACTCATCTCCTTCGTGGCGCTACAGACGCCTTACGTGTCCATCATGATTTTCAACAGTTACGCCACGGCCGCATGGCCCATGGACTGCGAACACCTGACACTGCGACGCACCATTGGCACGCTGTCACGTCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTTTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/44/2011 G4       ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAATCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCTATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAAACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER4755             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCTATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
CZ/1/2012           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGATCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER4559             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAAGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/20/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCAGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA4                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAGCGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/10/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/10/2012          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/14/2012          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/36/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/26/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_A               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon9             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGTCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV12               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATTGGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV7                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCAGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/33/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCATACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NAN2LA              ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCATACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN27               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCACTCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/32/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGTATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/4/2011           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTAATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV24               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCTACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon8             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCTACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
2CEN2               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGATCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA5                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/16/2010          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR4             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR9             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER4041             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
U11                 ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER851              ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/13/2012          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/25/2010          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR5             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/39/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER5409             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/1/2011           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/9/2012           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/8/2010           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/17/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/24/2010          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER2002             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_F               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV23               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN1                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN20               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_E               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV8                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/3/2010           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV26               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV4                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER2282             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN2                ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot3             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon2             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCTTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTAGCCGGGCTAATTTTTTCCATGCCAGCAGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGTTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACGGCCTGGTCCACGGAATGTAAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCGGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Pat_C               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTTATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR8             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTTATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTATCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTGATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTACCCCACCTACACTGCCTCATCAATCCCATTCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGATCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTATCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/28/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTAATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAAGTGCACACAGTATTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAGAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/49/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGTAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACCACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCAACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTGGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTAAGCGGGGTATGA 
Pat_K               ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGTAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACCACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/35/2011          ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTTACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTGGCGCTACAAACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAATAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/2/2013           ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTGGCGCTACAAACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon7             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTCATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTGGCGCTACAAACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Toledo              ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACGCTTATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAATTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTACTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCACCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGTATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN                 ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTTATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACACCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCTCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGTATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot5             ACCCGCAACACCACTACTCCGCACATCAATGACACTTGCAACATGACGGGGCCGCTGTTCGCCATCCGCACCACCGAAGCCGTGCTCAATACACTTATCATCTTCGTGGGCGGTCCGCTCAACGCTATAGTGTTGGTCACGCAACTGCTCACCAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTATTCCACTAACTTTCTCACGCTTACCGTGTTACCCTTTATCGTGCTCAGCAATCAGTGGCTGCTACCGGCCGGCGTGGCCTCGTGCAAATTCCTGTCGGTGATCTACTACTCAAGTTGCACAGTGGGCTTTGCCACCGTAGCCTTGATCGCCGCCGACCGCTATCGCGTCCTTCACAAGCGAACTTACGCACGCCAATCGTACCGCTCCACCTATACAATTTTGATATTGACATGGCTCGCCGGGCTAATTTTTTCCATGCCCGCGGCTGTCTACACTACGGTAGTAATGCATCATGAAGCCAATGATACCACTAATGCCACTGGGCACGCCACCTGCGTACTGTACTTTGTGGCCGACGAGGTGCACACAGTACTGCTTTCGTGGAAGGTGCTTCTGACGCTGGTGTGGGGCGCCGCGCCCGTGATCATGATGACGTGGTTCTACGCCTTCTTCTACTCGACCGTACAACGCACGTCACAAAAACAAAGGAGTCGCACCTTAACTTTTGTCAGCGTGTTGCTCATCTCCTTCGTAGCGCTACAGACACCTTACATCTCTCTCATGATCTTCAACAGTTACGCCACAACCGCCTGGTCCACGAAATGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCACGCCTGGTTCCCCATTTGCACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGTATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon1 G5          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATTATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTAGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTACTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGAGCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR11A          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATTATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAATGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV1                ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV21               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
UK/Lon5             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER1289             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACATGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/31/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTACTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN31               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTGTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/26/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGTAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/7/2012           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACTTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/19/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/4/2010           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JP                  ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PRA7                ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN19               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN12               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGTCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/16/2012          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/15/2012          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/11/2012          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/30/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/3/2012           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/12/2012          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV25               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/34/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR2             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/48/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/2/2011           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR1A           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR10            ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR8            ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/46/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/7/2011           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
NL/Rot4             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATCTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCCACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN11               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCTTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCGCAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGATCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/13/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTGCCCGCAGCTGTTTACACCACAGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTATTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCATGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACATTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR13           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGGACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTACCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCATGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGTTACAGCGGAGACAAATCTAGCGGCTGGCAACAACTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/22/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCTTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCATGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGTTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN21               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCTTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCATGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGTTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JHC                 ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCATCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCATGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGTTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
TR                  ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTTTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCACTGCTGGGTCATGACTTTCTGCAGCGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
AD169               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGATGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAAACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTACAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/40/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATAATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGGTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/15/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/9/2010           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN16               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
3157                ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN13               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/43/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN36               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/37/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
TB40/E              ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
Davis               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCATCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR4            ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTCCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/13/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTCCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/27/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTCCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANChild1           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTCCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/1/2012           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTCCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/29/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTCCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER893              ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN39               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACACCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV5                ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGACACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTTTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV11               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTCTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGACACGCCACCTGTGTACTGTACTTCGTAGCTGAGGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTTTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV20               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATAATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/30/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATAATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTTAACTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/11/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATAATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGATCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/17/2010          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGATTTTCTGCAACGTATGCGGCAGTGTTTCCGCGGCCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER5268             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAATCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN28               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER3855             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATACGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTCTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/38/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGTAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN33               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PH                  ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/18/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/27/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/23/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/12/2011          ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
JER1070             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR1A            ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV31               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR6             ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANRTR1B            ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
PAV6                ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
VR1814              ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HANSCTR12           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATATGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
BE/6/2011           ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATACGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
HAN22               ACCCGCAACAACACTCCTCCGCACATCAATGACACTTGCAACATGACAGGGCCGCTATTCGCCATTCGAACCACCGAAGCCGTACTCAACACATTCATCATCTTCGTGGGCGGTCCACTTAACGCCATAGTGTTGATCACGCAGCTGCTCACGAACCGCGTGCTTGGCTATTCGACGCCCACCATTTACATGACCAACCTCTACTCTACTAATTTTCTCACGCTTACTGTGCTACCCTTTATCGTACTCAGCAACCAGTGGCTGTTGCCGGCCGGCGTGGCCTCGTGTAAATTTCTATCGGTGATCTACTACTCAAGCTGCACAGTGGGCTTTGCCACCGTAGCTCTGATCGCCGCCGATCGTTATCGCGTCCTTCATAAACGAACATACGCACGCCAATCATACCGTTCAACCTATACGATTTTGCTATTGACATGGCTCGCTGGACTAATTTTTTCCGTGCCCGCAGCTGTTTACACCACGGTGGTGATGCATCACGATGCCAACGATACCAATAATACTAATGGGCACGCCACCTGTGTACTGTACTTCGTAGCTGAAGAAGTGCACACAGTGCTGCTTTCGTGGAAAGTGCTGCTGACGCTGGTATGGGGTGCCGCACCCGTGATAATGATGACGTGGTTCTACGCATTCTTTTACTCAACCGTACAGCGCACGTCACAGAAACAAAGGAGTCGTACCTTAACCTTTGTTAGCGTGCTACTCATCTCCTTCGTGGCGCTACAGACTCCCTACGTCTCTCTCATGATCTTCAACAGTTATGCCACAACCGCCTGGCCCATGCAGTGTGAACACCTCACACTGCGACGCACCATTGGCACGCTGGCGCGTGTGGTGCCCCACCTACACTGCCTCATTAATCCCATCCTGTACGCGCTGCTGGGTCATGACTTTCTGCAACGCATGCGGCAGTGTTTCCGCGGTCAGTTGCTGGACCGCCGCGCTTTCCTGAGATCGCAGCAGAATCAGCGAGCTACAGCGGAGACAAATCTAGCGGCTGGCAACAATTCACAATCAGTGGCTACGTCATTAGACCCCAATAGCAAAAACTGCAATCAGCACGCCAAACGCAGCGTGTCTTTCAATTTTCCCAGCGGTACGTGGAAAGGCGGCCAGAAAACCGCGTCCAACGACACATCCACAAAAATCCCCCATCGACTCTCACAATCGCATCATAACCTCAGCGGGGTATGA 
  



J – UL37 exon 3 
 
Termination codons are highlighted in yellow. Exon ends are highlighted in magenta. 
 
2CEN15 G1           TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGATTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
UK/Lon6             TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGATTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/5/2012           TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCACAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGATTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV7                TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCATCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/4/2012           TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTAATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANChild4           TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/15/2010          TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGAGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN30               TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAGAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Merlin              TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAGAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
UK/Lon3             TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAGAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN32               TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAAGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANSCTR9            TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAAGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/20/2010          TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAATGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/5/2011           TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER4035             TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER5695             TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PRA6                TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANSCTR2            TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/41/2011          TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/21/2010          TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER4053             TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
NANU                TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
3301                TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN39               TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV4                TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
CZ/2/2013           TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/11/2011          TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV32               TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER2282             TCAGACGATCCAATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---CTGTTGTTTTTCGCAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCGTTAAGACTGACATCACGGTGACGGTGTTGTTTTCCGA---------AGACGTCGCGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCCCGTAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATGTTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/2/2013           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAATGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGATCTTTGGCTCGCAGGAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTTCTT---TTGTTGTTTTTCGTAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCATTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGGTGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGTTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN38               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGATCTTTGGCTCGCAGGAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTCCTT---CTGTTGTTTTTCGTAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCATTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAATCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Pat_D               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGATCTTTGGCTCGCAGGAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATATTTCCACCCCTGGCATTGTTGTAGTGTCCACTCGGGAAGCGACGTCACGTTAGTTCCCGTAAAAGTTGTGTTCCTT---CTGTTGTTTTTCGTAAGCTTAACGCTCCTCTTAAGAAACCGCGGACACATGTCTTGTAGAAAAATGTAATCACTTTCCGCATATACCATTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAATCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER5550             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------ATAAGTCACGTTGTCAGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAATTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/18/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------ATAAGTCACGTTGTCAGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAATTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/15/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------ATAAGTCACGTTGTCAGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAATTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/28/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------ATAAGTCACGTTGTCAGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAATTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
UK/Lon4             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------ATAAGTCACGTTGTCAGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAATTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN3                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------ATAAGTCACGTTGTCAGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAATTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACGACAGCCACACAGAAAC 
NL/Rot5             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATAGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCATAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCTGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGATAC 
BE/14/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCTGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCATAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGTGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER3230             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCTGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCATAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGTGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PRA1                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCTGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCATAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGTGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
2CEN30              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCTGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCATAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGTGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER847              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCTGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCATAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGTGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/22/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGGAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAACATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGATACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
UKNEQAS1            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTAGTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTTACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTTATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTTGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACATACATCGGACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
UK/Lon7             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTAGTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTTACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTTATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAAGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTTGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACATACATCGGACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Towne               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGATGGTGTTGTTTTCTGA---------AGAAGTCACGTTATCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTTAAAGGCAGTTTTGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACCGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGGACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Toledo              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTTGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACAGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN11               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGGAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTCTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACGCTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACAGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/30/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACCTCCATCCTTCGCATTCCG---ATGTCCACATGGGAAGCGATGTCATGTTAGTTCCCGTAAACGTTGTGTTTTTT---TTATTGTTTTTCGTAAGCTTAACGCTCCTCTTGAGAAATCGCGGACACATGTCTTGTAGAAAAATATAATCACTTTCCGCATATACCGTTAAGATTGACATCACAGTGACGGTGTTGTTTTCTGA---------AGAAGTCACGTTGTCGGTGACGTTGGTTTCCTCCCAATTTACGGATGACTCAAACGGACTCGTGCGCGCCAGTGCTCGCAATACGTAACTGCGGCCGGTAAGGTTAAGCGTCAGCTGTCCCATGGTAATATTAGTGTCATTTGTAAAACACGCAACCTCCCCGTAGACCTCGGTGACGTTGATATCGCGGCTTTCGTTCAGGATGCGCAGGGGAAACCAGCCTTCCAGGTGGTACTGAAAACCAAACGTGAGCATGACACTGTGCCACTGCCGACGTGATTGCCGAAACGTTACGTTCAAGGGCAGTTTGGATTCGGCTCCGGCGCAGGGGCCGTTGTAGATTTGCGTATGATTGCACGTGCAGTTTAACAGGCAGTTCATACTCGTGGCGTTGGAAGTGACGTTAATGTCCGTACCGTGGTACGTACATCGAACAGAAACACCGTATCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/11/2010 G2       TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---ACGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAACGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
CINCY               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAATGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACTGCTCTCAACACGTAACTACGACCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACATTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV8                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAATGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTTGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/33/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCAATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAATGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN20               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAATGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV12               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAATGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/3/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAAAGGTCATATTGTGTCTTGTTCTGTTTTTCATAAGTTTAATGGTCCTTTTCAGAAGCCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACGGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANSCTR13           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTCTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCTACGGTCACATTGGTGTCATTTGTAAAACACGCGATCTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGATGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/13/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTCTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATCTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGCTCATACTCGTGGTGTTAGAAGTGATGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
TR                  TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTCTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGATGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/45/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTCTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATCTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTGAGCATGACACTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGATGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/33/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTTATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTCAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTTTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
CZ/1/2013           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATATCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAATGTACGGATAGCTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NL/Rot7             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATATCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAATGTACGGATAGCTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/32/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACCTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---ACGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGATTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV1                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTCTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGCGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV21               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTCTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTCTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGCGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PRA4                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV5                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANSCTR4            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV11               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/3/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/21/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
PAV6                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN1                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/31/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/23/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GCGTCCAGACGGGAAGCGTTGTCATGTTAGTTCCCGTAAAGGTCGTGTTTTGTCTTGTTTTGTTTTTCATGAGTTTAACAGTCCTTTTTAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATGTCGCTAGGGTTGACATCACAGTGGTAGTGTTTTCCGAAGAAGTGACGTTGTCAGTGATATTGTCAGTGACGTTAATTTCTTCCCAGTGTACGGATAACTCGAACGGTGTCGTATGCGCCACCGCTCTCAACACGTAACTACGGCCGGTGAGGTTAAGTGTTAGTTGTCCCACGGTCACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTTTCACGGGTCTCGTTGAGAACACGCAGAGGAAACCAGCCTTCCAGATGATACTGGAAACCAAACGTAAGCATGACGCTATGCCATTGTCTCCGTGGTTGCCGAAACGTTACGTTCAGAGGCAGTTTGGCTTCGGCTCCTGCGCAAGGCCCGTTATAGATTTGCGTGTCATTGCGCGTACAGTTTAACCGGCAGTTCATACTCGTGGTGTTAGAAGTGACGTTAACACCCGTGCCGTGGTACGTGCATCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER893 G3           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAATTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NAN4LA              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAATTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER2002             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/8/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PH                  TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/6/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/18/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/27/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/23/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/12/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER1070             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR1A            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/38/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV31               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN22               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR6             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR1B            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANSCTR12           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGTGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PRA3                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/9/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANSCTR10           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN16               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANSCTR11A          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/19/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER5268             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
CZ/1/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/16/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/7/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/15/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/26/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/11/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/30/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/3/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/12/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV23               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
AD169               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/5/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/7/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAAGGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACGGACAACGTGGTCCAGTACGTCCATCCTTTGCATTCCG---GTGTCCAGACGGGAAGCGTTGTCATGTTATTTCCCGTAACTGTCACGTTATGTTTTGTTTTGTTTCTCGTGAGCTTAACGGTCCTCTTGAGAAATCGCGGGCACATGTCTTGTAGAAAGATATAATCACTTTCCGCGTATTTCGTCAGTGTTGACATCACGGTGGTAGTGTTTTCTGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAGCTGTGGCCGGTGAAGTTGAGCGTCAGTTGTCCCACGGTCACGTTCGTGTCATTCCTAAAACATGCTACTTCTCCGTGAACTTCCGTGACGTTTATCTCACGACTCTCGTTCAAGACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGATTAAACGTTACATTCAAGGGCAGTCTGGCTTCGGTCCCGAGACAGGGGCCGTTGTAGATTTGCGTGTGATTGCGTGTGCAGTTTAGGTGGCAGTTCATGCTCGTGGTGTTGGAAGTGCGATTAACGTCCGTACCGTGGTACGTACATCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/40/2011 G4       TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGGCGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTACCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAATCTGGTCCAATACGTCCATCCTTGACACTCTG---ACGTCCAGATGGGAAGCGTTGTCATGTTATTTCCCGTAAATGTTGTATTGCACTTTGTTTTGTTTTTCATAAACTTAAGGGTTCTCCTGAGAAATCGCGGGCACATGTCTTGCAAAAATATGTAATCACTTTCCGCGTATCTAGCCAACGTTGACGTCACAGTAGTAGTGTTTTCCGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAATGGACTCGTGTGTGCTATTGCCCGCAATACGTAACTGTGACCGGTAAAGTTGAACGTCAGTTGTCCCATAGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATCTCACGGCTTTCATTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACTCCCGTCGTGATTGTCGAAATGTCACGTTTAAGGGTAATCTGGCTTCGGTCCCGGCACAGGGCCCGCTGTAAATTAGCGTATGATTGCGCGTGCAGTTTAGCTGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANChild2&3         TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGGCGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTACCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAATCTGGTCCAATACGTCCATCCTTGACACTCTG---ACGTCCAGATGGGAAGCGTTGTCATGTTATTTCCCGTAAATGTTGTATTGCACTTTGTTTTGTTTTTCATAAACTTAAGGGTTCTCCTGAGAAATCGCGGGCACATGTCTTGCAAAAAGATGTAATCACTTTCCGCGTATCTAGCCAACGTTGACGTCACAGTAGTAGTGTTTTCCGAAGAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAATGGACTCGTGTGTGCTATTGCCCGCAATACGTAACTGTGACCGGTAAAGTTGAACGTCAGTTGTCCCATAGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATCTCACGGCTTTCATTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACTCCCGTCGTGATTGTCGAAATGTCACGTTTAAGGGTAATCTGGCTTCGGTCCCGGCACAGGGCCCGCTGTAAATTAGCGTATGATTGCGCGTGCAGTTTAGCTGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JHC                 TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAATCTGGTCCAGTACGTCCATCCTTGACACTCTG---ACGTCCAGATGGGAAGCGTCGTCATGTTATTTCCCGTAAATGTTGTATTGCACTTTGTTTTGTTTTTCATAAACTTAAGGGTTCTCCTGAGAAATCGCGGGCACATGTCTTGCAAAAAGATGTAATCACTTTCCGCGTATCTAGCCAACGTTGACGTCACAGTAGTAGTGTTTTCCGAAAAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAATGGACTCGTGTGTGCTATTGCCCGCAATACGTAACTGTGACCGGTAAAGTTGAACGTCAGTTGTCCCATAGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCCGTGACGTTTATCTCACGGCTTTCATTCAGAATTCGCAGGGGAAACCAGCCTTCCAAATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACTCCCGTCGTGATTGTCGAAATGTCACATTTAAGGGTAATCTGGCTTCGGTCCCGGCACAGGGCCCGCTGTAAATTAGCGTATGATTGCGCGTGCAGTTTAGCTGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
NL/Rot2             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAATCTGGTCCAGTACGTCCATCCTTGACACTCTG---ACGTCCAGATGGGAAGCGTCGTCATGTTATTTCCCGTAAATGTTGTATTGCACTTTGTTTTGTTTTTCATAAACTTAAGGGTTCTCCTGAGAAATCGCGGGCACATGTCTTGCAAAAAGATGTAATCACTTTCCGCGTATCTAGCCAACGTTGACGTCACAGTAGTAGTGTTTCCCGAAAAAGTAGCGTTGTCAG------------TGACGTTTGTTTCTTCCCAACGTACGTATGATTCGAATGGACTCGTGTGCGCTATTGCCCGCAATACGTAACTGTGACCGGTAAAGTTGAACGTCAGTTGTCCCATAGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCCGTGACGTTTATCTCACGGCTTTCATTCAGAATTCGCAGAGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACTCCCGTCGTGATTGTCGAAATGTCACATTTAAGGGTAATCTGGCTTCGGTCCCGGCACAGGGCCCGCTGTAAATTAGCGTATGATTGCGCGTGCAGTTTAGCTGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/46/2011 G5       TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAACGTGGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTGTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGTGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTAATACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/44/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAACGTGGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTGTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGTGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTAATACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
JER4755             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGGTTTCTCCACATGACAGACAACGTGGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTGTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGTGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTAATACGTACATCGGACAGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Pat_E               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGATCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
UK/Lon2             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGATCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/12/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTAACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
2CEN5               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTTCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/2/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTTCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/2/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTTCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANSCTR1B           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/42/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/28/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/6/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/19/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
CZ/1/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/13/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/27/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HANChild1           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN28               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN13               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/43/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/1/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTAGTCCAGTACGTCCATCCTTGACATTCTG---ACGTCCAAACGGGAAGCGACGTTATGTTAGTTCCCGTAACTGTTTTGTTTCTT---GTCCTGTTTTTCGTAAGCTTAAGACTTCTTCTGATGAATCGCGGACACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCTTTAGAGTTGACATCACGGTGGTAGTGTTTTCCCAATAAGTGACGTTGTCAG------------TGACGTTTGTTTCTTCCCAGCGTACGTATGATTCAAACGGACTCGTGTGCGCTATTGCCCGCAACACGTAACTGCGGCCGCTAAAGTTAAGCGTCAGTTGTCCCACGGTCACGTTTGTGGCGTTCGTAGAGCACGCGACTTCCCCACGGACCTCTGTGACGTTTATTTCACGGCTCTCGTTCAGAATTCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCACACCCGCCGTGATTGCCGAAACGTTACGTTCAAGGGTAGTTTGGCTTCGGTCCCGGTACAGGGTCCACTGTAAATTTGCGTATGATTGCACGTGCAGTTTAGATGGCAGTTCATACTCGTGGTGTTGGAAGTGCGATTAACGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/35/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACCTTTGGCTCGCAGGAGAGCCGAACGGCGATTTTTCCACATCATGGACAGCGTGGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGTCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCATTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Pat_K               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGATTTTTCCACATCATGGACAGCGTGGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGTCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCATTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGATACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
CZ/3/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT------TTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PRA8                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT------TTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
Pat_F               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTCTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATCGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
UK/Lon8             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTCTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATCGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/1/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAATCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN40               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/10/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/20/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER4559             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/10/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/14/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/36/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/26/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
Pat_A               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/14/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV18               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NL/Rot6             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
UK/Lon9             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER1289             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGTTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER3855             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGAATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGCCCCAACGCGCGACTTTTGGCTCGAAGCAAAGCCGAACGGCGGTTTTTCCACATGATGGATAACGTAGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGCGTTTATT---GTTTTTCTTTTTGTAATCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAAAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTCATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGTTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
3157 G6             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCCCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCTTCGCATTGCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTCTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAAGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACGTTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGACAC 
BE/37/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCCCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCTTCGCATTGCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTCTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAAGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACGTTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGACAC 
Davis               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCCCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCTTCGCATTGCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTCTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAAGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACGTTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGACAC 
BE/29/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCCT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAG------------TAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV20               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGTTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN31               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCACCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAATAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/34/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTTG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGCTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR10            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATATCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANSCTR8            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATATCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
CZ/2/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
AF1                 TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV25               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR2             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/48/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/2/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/31/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/4/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JP                  TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PRA7                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN19               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN12               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
VR1814              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NAN2LA              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
UK/Lon5             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NL/Rot4             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAATGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANSCTR1A           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCATGGATAGCGTGATCCAATACTTCCATCCGTCGCATTTCG---GTGTCCACATGGGAAGCGACGTCACATTAGTTCCCGTAAATGTTGCGTTTCTT---GTTTTGTTTTTTGTAAGCTTAAGGGTTCTTCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGCCAGTGTTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTTACGTTACTAGTGATGTTACTAGTAGCGTTGGTTTCTTCCCAGTGTACGTGTGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/8/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGATCTTTGGCTCGCAGGAGAGCCGAACGGCGATTTTTCCACATCATGGACAGCGTGGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCGAACGGACTCGTATGTGCTACCGCTCGCAACACGTAACTGTGGTCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCATTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
Pat_H               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---ATGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTTTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTAACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAAAGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCGTTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGTTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/6/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---ATGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTTTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTAACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAAAGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCGTTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGACAC 
UK/Lon1             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---ATGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTTTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTAACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAAAGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCGTTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGACAC 
NAN1LA              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---ACGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTTTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTAACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAAAGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTTATGTTTGTGTCATTTTTAAAGCACGCGACTTCTCCGTGAACTTCCGTGACGTTGGTCTCGCGGCTCTCGTTCAACACCCGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTTCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGACAC 
HAN21               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATGACAGATAACGTGGTCCAGTACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTCTCGTAAGCTTAAGGGTTTTCCTGAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTATTTTCCAAAGAAGTGACGTTACTAGTAACGTCACTAGTAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCAGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAAATGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR8             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTTTCCTGAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTATTTTCCAAAGAAGTGACGTTACTAGTAACGTCACTAGTAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCAGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGTGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAAATGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN                 TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAACAGAGCCGAACGGCGGTTTTTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTCGAGTTTCTT---CTTTTGTTTCTCGTAAGCTTAAGGGTTTTCCTGAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTATTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCAGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCGTGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGATGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGTGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAAATGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
Pat_G               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGGCGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGGAGAGCCGAACGGCGATTTTTCCACATCATGGACAGCGTGGTCCAATACTTCCATCCTTCGCATTCCG---GTGTCCACATGGGAAGCGATGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATATCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAGTGACGTTACTAGTAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGCCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGCTGAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCAACACAGGGGCCGTTGTAGATTTGCGTATTATTGCATGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/29/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTCTCGTAAGCTTAAGGGTTCTCCTGAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTATTTTCCACAGAAGTGACGTTACTAGTGACGTTACTAGTAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTAGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGTAGGGGAAACCAGCCTTCCAAGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGCTGAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCAAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/17/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTTTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTCTGTTTCTCGTAAGCTTAAGGGTTCTCCTGAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTATTTTCCACAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACATGTAGGGGAAACCAGCCTTCCAAGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGCTGAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
U8                  TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGATTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/24/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACGGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER851              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGCGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
2CEN2               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTAAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PRA5                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/16/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR4             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR9             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER4041             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV24               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
U11                 TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/13/2012          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/25/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANRTR5             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/39/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
JER5409             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/1/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/9/2012           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/8/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/4/2011           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/17/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/32/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN27               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/10/2010          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/22/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/24/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
UKNEQAS2            TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN8                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HANSCTR11B          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
6397                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
DB                  TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PRA2                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV16               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
Pat_C               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
PAV26               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
HAN2                TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NL/Rot1             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
NL/Rot3             TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACCCCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATAAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCTACAGTACATATGCTCAACAACGCCCAGTGTCCCAATGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGTCTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTAGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGGCTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGATGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTTTCCCGTGCTCCAAAGCAGCGTCAACAACAGCCACACAGAAAC 
BE/49/2011          TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---ATGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTTTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGACTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGCTGAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN33               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGACTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
BE/9/2010           TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGACTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
HAN36               TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTCGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGACTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
TB40/E              TCAGACGATCCGATGAACGTCGTTTTTTGTGCTGGAACTTCCCTCGTCCCGACAAATGTAGCGGAAATCTTCAAGCAAATCGCGACGAAGTCCGATGAGGAGGATGCAAAAGAGGCTGAGCAACGCGATGCTGCCCGCCGCCACAGTACATATGCTCAACAACGCCCAGTGTCCCAACGCGCGACTTTTGGCTCGGAGCAGAGCCGAACGGCGGTTTCTCCACATCGTGGATAGCGTGATCCAATACTTCCATCCTTCACATTCCG---GTGTCCACATGGGAAGCGACGTCACGTTAGTTCCCGTAAACGTTGAGTTTCTT---TTTTTGTTTTTCGTAAGCTTAAGGGTTCTCCTAAGAAACCGCGGGCACATGTCTTGTAGAAAGATGTAATCACTTTCCGCGTATTTTGTCAGTATTAACATCACAGTGGTAGTGTTTTCCAAAGAAGTGACGTTACTAG------------TAACGTTGGTTTCCTCCCAATGTACGTATGATTCAAACGGACTCGTATGTGCTACCGCTTGCAACACGTAACTGTGGCCGGTGAAGTTGAGCATCAATTGTCCCACGGTAACATTGGTGTCATTTGTAAAACACGCGATTTCTCCGCGAACTTCCGTGACGTTGGTCTCACGACTCTCGTTCAACACACGCAGGGGAAACCAGCCTTCCAGGTGATACTGAAAACCAAATTTAAGCATGACGCTGTGCCATTGCCGTCGTGATTGGTTAAACGTTACATTCAAGGGTAGTCTGGCTTCGGTCCCGACACAGGGGCCGTTGTAGATTTGCGTATTATTGCACGTGCAGTTTAACTGACAGTTCATACTCGTAGTGTTGGAAGTGACGTTAATGTCCGTGCCGTGGTACGTACAGCGGACCGAAACACCGTGTCCCGTGCTCCAAAACAGCGTCAACAACAGCCACACAGACAC 
  



K – UL55N 
 
Initiation codons are highlighted in yellow. 
 
HANSCTR12 G1        GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACTGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT------AGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
TR                  GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGAAGTAGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/38/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGAAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA3                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGAAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN12               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGAAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
TB40/E              GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTACGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACGGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/22/2010          GTAGATGGTCTCGTTAACACCATAGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot2             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTCCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/13/2012          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN11               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/17/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGTACCAGATCCTGGATTCCAT 
JER4755             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon7             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/8/2011           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/30/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Towne               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAATGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR4             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGTACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA6                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGGGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN27               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/17/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR1A            GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR1B            GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot1             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACAATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/48/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGAATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot4             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGAATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/23/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER3855             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_C               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV11               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN31               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/24/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
2CEN5               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/29/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
AF1                 GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN33               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NAN2LA              GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/9/2010           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CZ/1/2011           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV23               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/33/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/5/2010           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR6             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_A               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
3157                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Davis               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon2             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_E               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR11B          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV31               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UKNEQAS2            GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
3301                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/5/2011           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV7                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR9             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/9/2011           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV5                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/24/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
U8                  GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/13/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/27/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon1             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/14/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/20/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN30               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Merlin              GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR2            GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/8/2012           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/31/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/18/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_G               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon4             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot5             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/28/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/32/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA1                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/2/2011           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN2                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR2             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR10           GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NANU                GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
2CEN2               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/16/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/10/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN40               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER3230             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/25/2010          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/39/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR5             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER4041             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER851              GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/22/2011          GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon5             GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR10            GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATCGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV32               GTAGATGGTCTCGTTAACACCATGGCTGACCGTTTGGGAAGAAGTTACGCGTTGA---GAGACTGAACCGGATTGAGAGTGAGCAGCAGACGTCGTATGAGAGGAATGGTGACTGTGAGTAGCAGAAGTTCC---ACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/15/2011 G2/G3    GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/42/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAG---AAGTAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN                 GTAGATGGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/4/2012           GTAGATGGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR13           GTAGATGGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon8             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTGTGGCTTCTATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN21               GTAGATAGTCTCATTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCTATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANRTR8             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/13/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JHC                 GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV8                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN3                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/28/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/2/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR1B           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CZ/3/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA8                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/19/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/6/2010           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAACACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/37/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCATCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN1                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/3/2011           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/12/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/21/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/4/2011           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR4            GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
VR1814              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/43/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR8            GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/3/2010           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCACAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN32               GTAGATAGTCTCGTTGGCTCTATGATTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR9            GTAGATAGTCTCGTTGGCTCTATGATTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER2282             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAAACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/6/2011           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV26               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER2002             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV6                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER893              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN13               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
DB                  GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/18/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/27/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/23/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER1070             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/2/2010           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/12/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN20               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/29/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN39               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER5409             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAAACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGCAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN8                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACAATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/11/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/32/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/6/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NAN1LA              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/46/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/33/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANChild2&3         GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
AD169               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV24               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/15/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER4035             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER4053             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
6397                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/2/2013           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER5695             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PH                  GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCGTGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/1/2010           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAATAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCGTGGGAAGTACTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV1                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAA---GAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV21               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAA---GAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_D               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTTAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV18               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTTAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGCATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Toledo              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTTAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGCATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot6             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTTAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGCATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/35/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN36               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGACACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/19/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGAGTAGAAGAAGTTGCATGAGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGACACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/15/2012          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGGAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/16/2012          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/7/2011           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV4                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CZ/1/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/3/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/11/2012          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/26/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/30/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/12/2012          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/7/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA4                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_F               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/1/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/31/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANChild1           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
U11                 GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN16               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
2CEN30              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA2                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANChild4           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/1/2011           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/9/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/8/2010           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV12               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN28               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/41/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR11A          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CZ/2/2013           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/11/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/14/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot3             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NAN4LA              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGCTTCCATTGTGGGTAGAAGAAGTTGCATGGGAAGTAGAAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon3 G4          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAATATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/45/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGAGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_K               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER1289             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TACGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/49/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTGTGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HANSCTR1A           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER847              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CZ/2/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER5550             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
NL/Rot7             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/21/2010          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV25               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/34/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER5268             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA5                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/14/2012          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/44/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
2CEN15              GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/5/2012           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/10/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/20/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/10/2012          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/26/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JER4559             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon6             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UK/Lon9             GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/36/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGATTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGTTTCCATTATGAGTAGAAG---TTGCACGAG---AAGTAGAAGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
UKNEQAS1 G5         GTAGATAGTCTCGTTGACGTCATGGCTGACCGTTTGAGAAGAAGTTACGTGGTGA---GAGACTGAACCGGATTGAGACCGAGCGGCAGACGTCGTATGAGAGGAATGGTGATTGTGAGTAGAAGTTCCACGAGATCCAGTAGTAGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CINCY               GTAGATAGTCTCGTTGACGTCATGGCTGACCGTTTGAGAAGAAGTTACGTGGTGA---GAGACTGAACCGGATTGAGACCGAGCGGCAGACGTCGTATGAGAGGAATGGTGATTGTGAATAGAAGTTCCACGAGATCCAGTAGTAGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
JP G6               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/4/2010           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
BE/40/2011          GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN22               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
CZ/1/2013           GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV16               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PRA7                GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN19               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGCGTTGAGAGGAGACTGAACCAGATCGAGAATGAGCAGCAGACGTCGTATGAGAAGAATGGTGACTGTGAGTAGCAGAAGTTCC---ATGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAAGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
PAV20 G7            GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGCTTCCATTGTGAGTAGCAGAAGTTCCACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
HAN38               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGCTTCCATTGTGAGTAGCAGAAGTTCCACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
Pat_H               GTAGATAGTCTCGTTGGCTCTATGACTGACGGCTTCAGAAGACGTTACGTGTTGAGAAGAGACTGACCGGGTTTGAGCAGACGTCG---------TATGAGAAGTATGGCTTCCATTGTGAGTAGCAGAAGTTCCACGAGT---AGAAGATGAGGAAACCGCAGCACCCAGACAGACGATACACAGGTTAACGCAGACTACCAGGCACCAGATCCTGGATTCCAT 
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Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). A recombinant is included. 
 
AF390777 G4A        ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACA---GTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396741            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF396743            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992981            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993003            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993016            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993018            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993032            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993055            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF309988            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAATAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN16               ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN39               ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV8                ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
JER5550             ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV32               ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/29/2010          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/1/2011           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/9/2012           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/8/2010           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/24/2011          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
CZ/1/2011           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
CZ/2/2013           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/11/2011          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309987            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309989            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309990            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309991            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309992            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390753            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390767            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390768            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390769            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390779            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390791            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390792            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390793            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390795            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390801            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390821            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390849            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390855            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396721            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396722            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396724            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396727            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396730            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396731            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396739            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
NL/Rot7             ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HANChild4           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PRA2                ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PRA6                ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
CZ/1/2012           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/16/2012          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/3/2012           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/7/2012           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/26/2010          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/11/2012          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/30/2011          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/15/2012          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/12/2012          ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/7/2011           ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309994            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390836            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992962            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCGCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993015            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCGCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992985            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993051            ATGGAGTGGAACACACTAGTACTGGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACCACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686453            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992982            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
BE/13/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/13/2012          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390848            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348350            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
JER3855             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAAGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/33/2010          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309993            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU686431            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686432            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
AF390782            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAAGCTATTGA 
AF390752            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390762            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390785            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390813            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390815            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390819            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
2CEN30              ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
6397                ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HAN27               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
PAV4                ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
PAV5                ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
JER5409             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/3/2011           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/12/2010          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/21/2011          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/4/2011           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/41/2011          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/43/2011          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/37/2011          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HAN34               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HAN29               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
UK/Lon5             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HANRTR5             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HANSCTR9            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
Pat_C               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HANSCTR8            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/3/2010           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCATCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
AF390837            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KR992957            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992959            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992988            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993013            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993024            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993054            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCGCACCTTAACAACCGTGAAGGCAACAACAACTGCAACAACTTCTACAACAACTACGAGGAGCACGACCTCATCGACAACTAGTACTAAACTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCACATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF390853 G4B        ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTNGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTNAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGANTAGTACCAAACNCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR993039            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR261654            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN                 ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
GU585461            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
GU585460            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
GU585459            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390850            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
GU585462            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCAGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390857            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCAGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309995            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAGCTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396733            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAGCTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390797            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACGATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992963            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAAGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992989            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAAGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993022            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAAGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993014            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
3301                ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN22               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV25               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/34/2011          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/15/2011          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/9/2011           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/2/2010           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN23               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN17               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309996            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309997            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309998            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309999            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390749            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390750            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390751            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390754            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390756            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390765            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390780            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390810            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390816            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390820            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390832            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390834            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396736            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR993026            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HANSCTR11B          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/10/2010          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACTATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992964            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993028            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992955            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTGGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
Towne               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/8/2011           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU686433            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686434            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686435            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
HANChild2&3         ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACCATACGTCGACTGCTAGCACAC---------CGAGTCCCTCTAGCTCTACTCACACCTCAACGACCGTGAAGGCAACGACTACTGCGACAACTAGTACAACTACGGTGACAAGTACGACTTCATCAACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAATGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCGCATTGTACATCGCATATGTATGAACTTTCTCTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
NL/Rot2 G4C         ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGGCATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF390838            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------TGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KR992992            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992965            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992973            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993001            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993004            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993009            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF390790            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAAGCTATTGA 
HAN3                ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN20               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN33               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/2/2012           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390748            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390761            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390805            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390814            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HANSCTR1A           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGGCCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
TB40/E              ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
VR1814              ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
CZ/3/2012           ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/14/2010          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN25               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
NL/Rot5             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
Pat_F               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HANRTR9             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PRA8                ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR993044            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCCCGAAAGGCTAA--- 
JER4755             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCGAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGATCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV18               ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
Toledo              ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
EU686436            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
EU686437            ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
NL/Rot6             ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HANSCTR11A          ATGGAGTGGAACACACTAGTACTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
AF396728            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396737            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF395119            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF395120            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGCGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGAGTCCTTCTAGCTCTACTCGCACCTCAACAACCGTGAAGTCAACGGCTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTATCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224688            ATGGAGAGGAGCACAGTAGTATTAGGTCTTTTGGTTTTATCGGTAGGGGCAAGTTCCAACAATACGTCGTCTGCTAGCACAC---------CGAGTCCCTCTAGTTCTACTCGCGCCTCAACAACCGTGAAGGCAACGGCTGTTGCGACATCTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCCGGTTCCACCACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCCTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR993017 G4D        ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACRATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCRGCCTGGTGGACTATGCTTAAYGCTCTCATTCTGATGGGAGCTTTTTGTATCGTAYTACGACATTGCTGYTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992961            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAA---------CGCGTCCTTCTAGTTCTACTCATACCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTYTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU686441            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAATAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
EU686440            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACNACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
BE/28/2011          ATGGAGTGCAACACACTGGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HAN19               ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
JP                  ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
PAV16               ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
UKNEQAS1            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
NAN1LA              ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
NAN2LA              ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
DB                  ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/46/2011          ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/4/2010           ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/6/2012           ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
EU686438            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
EU686439            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
EU686442            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
EU686443            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
EU686444            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTAT--- 
Pat_K               ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
PRA7                ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
U4                  ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTTTACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
KF875982            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTTTACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
KF875983            ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTTTACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
Pat_H               ATGGAGTGCAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTTTACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
KR992986            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTTTACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992969            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993037            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGATAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686456            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTGACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF396742            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACGGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992953            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992978            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993034            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF390772            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAGGGCTATTGA 
AF390828            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAGGGCTATTGA 
AF390798            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCAACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTATAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348345            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTATAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAAAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348346            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTATAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAAAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348347            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTATAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAAAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348348            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTATAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAAAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348349            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTATAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAAAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/45/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTACCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATACTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HANRTR8             ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACGATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
UK/Lon8             ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGTTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
AF390800            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390803            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390807            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390808            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390809            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390811            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390822            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390824            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390833            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224681            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224682            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224683            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224684            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224685            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224686            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224687            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310000            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310001            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310002            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310003            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310004            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310005            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF310006            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390759            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390763            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390764            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390771            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396740            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396744            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF395118            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF395122            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396729            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV7                ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
3157                ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCAACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HAN30               ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
Merlin              ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
PAV26               ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/31/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/18/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/20/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/14/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/17/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
AF390840            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
NL/Rot1             ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
NL/Rot3             ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
UK/Lon3             ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
Pat_G               ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
HANSCTR2            ATGGAGTGGAACACACTAGTATTAGGTCTTTTGGTTTTATCGGTAGTGGCAAGTTCCAACAATACGTCGACTGCTAGCACAC---------CGCGTCCCTCTAGTTCTACTCACGCCTCAACAACCGTGAAGGCAACGACTGTTGCGACAACTAGTACAACTACGGCGACAAGTA---CTTCATCGACGACTAGTGCCAAACCTGGTTCCACTACTCACGACCCCAACGTGATGAGACCACATGCTCACAATGATTTTTACAATGCGCATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAACGCTCTCATTCTGATGGGAGCTTTTTGTATCGTATTACGACATTGCTGCTTCCAGAACTTTACTGCGACCACCACCAAAGGCTATTGA 
BE/35/2011 G3A      ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACGACTAAACCGAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF396745            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686455            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993060            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF309983            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309986            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390794            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390825            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396717            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396718            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396719            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396720            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396732            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396734            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309981            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309982            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992951            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992960            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992966            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992975            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992979            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992980            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992987            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992991            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993031            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993033            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993038            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993053            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
AF309984            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF309985            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HANChild1           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGAGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
UK/Lon1             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCTACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/30/2010          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATTGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
2CEN15              ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATTGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
2CEN5               ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/11/2010          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
CINCY               ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HAN32               ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PAV6                ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PAV23               ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER847              ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER1070             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER1289             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER2002             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER4559             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PAV31               ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/5/2012           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/17/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/44/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/10/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/20/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/26/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/10/2012          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/14/2012          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/36/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/18/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/27/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/23/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/6/2011           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/5/2010           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/32/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/42/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/28/2010          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/6/2010           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/32/2010          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/2/2011           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/49/2011          ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
W2                  ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF309980            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF390841            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF390842            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU686423            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686424            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686425            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686426            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686427            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686428            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686429            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
UK/Lon6             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
UK/Lon9             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PRA4                ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HANRTR2             ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HANSCTR10           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KR993058            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
HANSCTR1B           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACAA---CTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF390856            ATGGAGTGGAACACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGAGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTACAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
TR                  ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGTACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTATTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HAN28               ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACTACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
CZ/1/2013           ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACTACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KR993005            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993021            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
JHC                 ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU348337            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU348340            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU348341            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU348342            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HANSCTR13           ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU348338            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAAGTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU348339            ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAAGTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU686457            ATGGAGTGGAACACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATCGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCGGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686452            ATGGAGTGGACAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGCTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992977            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCACCCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993045            ATGGAGTGGAAAACAGTGATACTAGGTCTTTTTGTTTTATCGGCGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCAACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACCACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTTTCACTGTCCAGCTTCGCGGCTTGGTGGACTATGCTTAACGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGTTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
HAN11 G3A^1         ATGGAGTGGAAAACAGTGATACTAGGTGTTTTTGTTTTATCGGTGGCAGCGGGGAGTTCTGGTAACAGCTCATCCACGTCAACCTCCGCAACTACGTTAAAATCGTCCAGTTCTAGCGTGTCAACAAGCAAATTGACGACAACTGCGACAACT---ACGACAACTACGATGAGTACGACCTCATCGACAACTACCACTAAACCAAGTTCCACTACTCACGACCCTAATGTGATGAAACGACATACTCACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390770 G3B        ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAATATTGA--- 
AF390812            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACAAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACACTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390823            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACAAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACACTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
EU348343            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAACTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992971            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTACACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993040            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992999            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACTACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992974            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992984            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992997            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993010            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993011            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993020            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993023            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993029            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993030            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993048            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993049            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686430            ATGGAGTGGAACACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTAT--- 
BE/1/2010           ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTAA 
HAN8                ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HAN38               ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PAV24               ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PH                  ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER4035             ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER4053             ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
JER5695             ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
NAN4LA              ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/15/2010          ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/8/2012           ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/12/2011          ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
Pat_D               ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCGGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/19/2010          ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
BE/4/2012           ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGCAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACATGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF390773            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAAGGGTATTGA 
AF390802            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACAAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/21/2010          ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
Davis               ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HAN1                ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HAN13               ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
CZ/2/2012           ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
AF390835            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KF875980            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KF875981            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
PRA3                ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
Pat_A               ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
KR993047            ATGGAGTGGAAAACACGAGTACTAAGTTTTTTGGTTTTATCGGTGGCGGTAGGGAGTTATGGTAACAGCTCATCTACGTCAACCTCTGCAAGTACACCGAGTCCTCCTAGTTCTAGTGTATCAACGGTAAAATCGACTACCAGCGTAACAACCTCCACAACACCTACGACGACCACAACCACA---TTAACGAGTACTAAACCAGGTTCTACCACTCACAACCCTAATGTGATGAAACGACACGATCACGATGATTTTTACAATGCACATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTCAATGCTCTCATTCTGATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
2CEN2 G2            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HAN2                ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
U8                  ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/16/2010          ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
PRA5                ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HANRTR10            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HANRTR4             ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
KR992976            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993046            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAAC---------TACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
HAN36               ATGGAGTGCAAAACACTGGTGCTAAGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAGCTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAATTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAATGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/19/2011          ATGGAGTGCAAAACACTGGTGCTAAGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAGCTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAATTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAATGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HAN24               ATGGAGTGCAAAACACTGGTGCTAAGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAGCTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAATTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAATGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
KF875978            ATGGAGTGCAAAACACTGGTGCTAAGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAGCTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAATTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAATGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
KF875979            ATGGAGTGCAAAACACTGGTGCTAAGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAGCTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAATTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACCACCCACGACCCTAATGTGATGAGACGACATGCTAATGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTCATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
EU686422            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAA------CTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTAT--- 
KR992958            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAGCTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTACGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993042            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTACGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992972            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993006            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992995            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992998            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993002            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993012            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993043            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993050            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993052            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993056            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993057            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU348344            ATGGAGTGGAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGTTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HAN21               ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAGGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGTTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
AF309979            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAGGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGTTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/2/2013           ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
EU686420            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTAT--- 
EU686421            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTCCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTAT--- 
AF309977            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTACGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCGCCAAAGGTTATTGA 
BE/24/2010          ATGGAGTGTAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
AF1                 ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HAN12               ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
PAV11               ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
JER851              ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
JER893              ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
JER4041             ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/25/2010          ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/39/2011          ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/38/2011          ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/29/2011          ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
BE/5/2011           ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HAN15               ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
AF309978            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HANSCTR4            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
HAN31               ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTACGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
AF309975            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTACGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
AF309976            ATGGAGTGCAAAACACTGGTGCTAGGCCTTTTGATTATATCGGCGGTAACAGGGAGCTCTAGCAGCAACTCGTCCACGTCAACGTCTTCAACTACACCAAGTCCT------TCTAGTGTGTCGACGAGTAAACCAACTACGAGCGTAACAACCTCCACGACAACTACGACAACTACAACTACATCAACAACTAGCACTAGGCTCAGTTCCACTACCCACGACCCTAATGTAATGAGACGACATGCTAACGATGATTTTTACAAGGCACATTGCACATCGCATATGTACGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTTATTCTCATGGGAGCTTTTTGTATCGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGTTATTGA 
AF390846 G1         ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
HANRTR1A            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGGTCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HANRTR1B            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGGTCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
UK/Lon4             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACAACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390826            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAAGGCTATTGA 
AF390827            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAAGGCTATTGA 
AF390829            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAAGGCTATTGA 
AF390830            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAAGGCTATTGA 
BE/27/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV12               ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
U11                 ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
UKNEQAS2            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/31/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/13/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/1/2012           ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390804            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390817            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396726            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992956            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
UK/Lon2             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
Pat_E               ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309974            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390789            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCTAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAAGCTATTGA 
AF390781            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAAGCTATTGA 
HANRTR6             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACCGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR993027            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATCCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992948            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
UK/Lon7             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAACTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390806            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTGAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390766            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGGTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390775            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAAGGCTATTGA 
AF390854            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCATCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390796            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390851            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACCAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AD169               ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/9/2010           ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV20               ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
JER2282             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/33/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/48/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/40/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/22/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
W1                  ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF224680            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309969            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309970            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309971            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309972            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF309973            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390758            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390760            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390776            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390778            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390784            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390787            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390818            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390831            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390852            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396713            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396714            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396715            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396716            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396723            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396725            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396735            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF396738            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF395121            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390843            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390844            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390845            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KF875976            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KF875977            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992994            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR993019            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
NL/Rot4             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HAN40               ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV1                ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PAV21               ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
JER3230             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
JER5268             ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
NANU                ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/22/2011          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390783            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390788            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
KR992950            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
PRA1                ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
HANSCTR12           ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
BE/23/2010          ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAAC---AGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390774            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAGTTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGATGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTGATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACAAAGGGCTATTGA 
AF390755            ATGGAGTGGAACACTCTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAAGCTATTGA 
AF390757            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTAGCGGTAGTGGCAGACAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390799            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGAACTACGACATTGCTGCTTTCAGAACTTTACTGCAACCACCACCAAAGGCTATTGA 
AF390847            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACACGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTATTAA 
EU686418            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCNAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686416            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686417            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
EU686419            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAT--- 
KR992952            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992993            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993000            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993008            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993025            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---ACTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCAGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992983            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993007            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993035            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993059            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACTACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686459            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGCAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686451            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686454            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686458            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686460            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686461            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
EU686462            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992949            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992954            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992967            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992968            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992970            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992990            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR992996            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
KR993041            ATGGAGTGGAACACACTAGTATTAGGTCTTTTAGTTTTATCGGTAGTGGCAGAGAGTTCTGGTAACAATTCATCCACGTCAACCTCTGCAACTACATCAAAGTCTTCT---GCTAGCGTATCAACTACCAAACTAACAACAGTTGCAACAACTTCTGCAACAACTACGACGACTACGACCTTATCGACAACTAGCACTAAACTCAGTTCTACCACCCACGATCCTAATGTGATGAGACGACATGCGAACGATGATTTTTACAAGGCGCATTGCACATCGCATATGTATGAGCTCTCACTGTCCAGCTTTGCGGCCTGGTGGACTATGCTTAATGCTCTAATTCTCATGGGAGCTTTTTGTATTGTACTACGACATTGCTGCTTCCAGAACTTTACTGCAACCACCACCAAAGGCTAA--- 
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Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). 
 
NL/Rot2 G3          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGATACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTAACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTTAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTTGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGTAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
JER4755             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAAATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAATAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACCC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTTGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCAGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/4/2011           TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACTTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTATTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
2CEN30              TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
6397                TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HAN27               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
PAV4                TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
PAV5                TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
GQ227770            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
GQ227765            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/3/2011           TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/12/2010          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/21/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/41/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/43/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/37/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/3/2010           TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HAN29               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HAN34               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531351            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531350            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HANRTR5             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HANSCTR9            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HANSCTR8            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
JER5409             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATGTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAACCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTGGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
UK/Lon8             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTGGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAGTCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/45/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGTCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTCAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
UK/Lon5             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTA---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
Pat_C               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACAGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTGTTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCATAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531338            TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAAGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGTACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGCGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCCAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTGTAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/33/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGCGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCCAAGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATATTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
CZ/1/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/16/2012          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/3/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/7/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/26/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/11/2012          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/30/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/15/2012          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/12/2012          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/7/2011           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTCTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/1/2011           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTTAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/9/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTTAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HAN16               TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HAN39               TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
JER5550             TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
PAV32               TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/29/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/8/2010           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/24/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
CZ/1/2011           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
CZ/2/2013           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/11/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531318            TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531327            TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531352            TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
NL/Rot7             TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
HANChild4           TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
PRA2                TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
PRA6                TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
PAV8                TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTATGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGTCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAAACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATTGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/13/2012          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATTGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAGGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTTTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
JER3855             TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATGCGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATGATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
BE/13/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
AF531348            TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
EU348364            TTACTGCAACCACCACCAAAGGCTATTGAGGGTAGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATTTAGAAACAGCAGCGAGTCTAGGTAATCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGCAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTACGTATTTTTCATAAACTCTGACACGGCGGTCCGATTACGATCTGATCTACAGAAAGGATCTTGCCGATAGCGTAGCGTGGTGTATACCCACGTCGCTAAGTCCCTTAACTGTGTGGTCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAGTCCGCCGTGCAGTGGTGGTAGCACTATAAGTCACGTTGGTGACGTTG---AAAGTCGTAGACGTTGTATAG---AAAGATGGCGTAGTAGTACTTTGAGATTTCTTACTC---TTTTTTTGCGGTTCTTTGACGGGTGCTTGTTTACGTTTAAGCTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAGATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAGGCCTAAAAAGTAGATCGTCTGACTATCCACATTGACTTTAGTGGAACCAACGTACAGTTTAGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAACGTGGTCAAATTAACACAGCTTTCTTCTCCGGTGTTATTACGAAAGGATACGTTCAACATCTCAGATAGACAGCCCATAGATGGCACAGTGCCACAAGATGGAGGTCTAAACCTCATCTTTCGGCCTGTTTGATTATACTCTGAGTAAACGTACTTGGCCGGTTTTCGCAGTTGGGTACTATAGAAATCGAACCACATATAGGTAATACTATCATTTTGAATAGGACCAGCCAAGATATAGTTATCGGGAAACCGTTCCATTGTTACAACAGCGTTTAGTCCTTGTTTAGTAGGAATGGTAAAAAATTTATAGTAATCCT---GGCTCGCAC--CT-ATCTGCTTTAACAGTTCTTGTTTCCACTTTATTTCAGCTAGCCTGCCATTTTTTGATAAT---ACCCTGCCATAGGGAAACGGTAGTCTGAAAACTCTTGCGGCGCTCTTACAGTTCAAAAGAGAAAATAGCAGAAAAGTTAACGATATAAGAAACAATAAGTTAAAAACACCTCTCATCTCTCC------TTTTCTCCCCAT 
UKNEQAS1 G5         TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGTGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAATTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTCTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAAGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
GQ227780            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGTGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
U4                  TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGTGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
HAN19               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
JP                  TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
PAV16               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
NAN2LA              TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
BE/28/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
BE/4/2010           TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
PRA7                TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTCTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
Pat_K               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGTGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
NAN1LA              TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
DB                  TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
BE/46/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
BE/6/2012           TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
Pat_H               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCTACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGGGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGTGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAAACGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAAATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCAT--------------- 
BE/17/2010          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAACTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACG---TATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGGTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCACCAT 
EU348356            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATTGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTTTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
EU348357            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGACTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATTGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTTTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
EU348359            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATTGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTTTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
EU348360            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATTGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTTTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
EU348358            TTACTGCAACCACCACGAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATTGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTTTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
HANRTR8             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGCTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGTTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
3157                TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAGGGCACTGTGCCACAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
NL/Rot1             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAGGGCACTGTGCCACAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
HAN30               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
Merlin              TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
PAV26               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
PAV7                TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
BE/31/2010          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
BE/18/2010          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
BE/20/2010          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
AF531321            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
NL/Rot3             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
UK/Lon3             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
Pat_G               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
HANSCTR2            TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
BE/14/2011          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTGCAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATGAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCATAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACAGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATATACCCATGTTGCGAGATCTCTTAACTGCGTGGCCATAATGGATTTCATAAAGTTACTATCAGGACGATAACCTGTCGTAGATGTGGCAACCCGCGTTACAGCAGCGGTAGCACTATAAGTCACGTTAGTGGTGACGTTGAAAGCGGTAGACGTTGTATAGGAAAGATATGGCGTAGTAGTACTTTGAGATTTCTTATTCTTTTTTTGTGGTTGTTCTTTGACAAGCGCTTGTTTACGTTTGAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGAACGCGGAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGCGAGTGCAGTTACGTTGCGCGTATCGTAAAAGTAGGGCGGTTAGGCCCAAAAAGTAGATTGTCTGACTATCCACGTTGACTTTGTTGGAACCTATGTACAGTTTTGTGTTCCAACGTGGTACGTTGAAAAACATAGGATTAAACGTGGTGAAATTACCGCAACCTTTTTCGCCGGTATCATTGCGTTTGGAAACATTTAACATTTCGGATAGGCAGTTCATAGAAGGCACTGTGCCGCAAGGTGGGGGTCGTAACGTTATTTTGTGGGCCGTGTGATTATATTCGGAATATACGTACTTGGCTGGTTTTCGGAGTTGAGTACTGTAAAAGTCAAACCACATATGGGTAATGCTATCATTTCTAATGGGACCCGCTAAAATGTAGTCTTGAGGAAATTTATCCATGCTAATAACGATGGCATGAAATTTTTGCTGACTGGGGTACATTAAAAACCGGTATCCGTCAGATGATGTAGACATCAATCGTTTTAAGATATCTTCCTTCTGTTTCTTCAGAATCTCTTTACCTCGATAAGATAGCACGGTATACGGCCAGGAACGTCTTGTTCCTCTGGAGTTTACCAATACATTACAATTTATGAGGGAAAGGAGCAAGAACGTTATAGAGATCAGGAGCATAATTTTAGGAATGCCTTTCACCATTATCATCTCTTTTTTCCCCAT 
Towne G4            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACATGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCTTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTGTAGGAAGAATATGGTGTGGTGGTGCTAACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGCTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGAATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------GTTCTTGCAGTATACGTAATTTTAGTTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
AF531332            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACATGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGGGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCTTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTGTAGGAAGAATATGGTGTGGTGGTGCTAACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGCTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGAATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------GTTCTTGCAGTATACGTAATTTTAGTTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGTGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
BE/8/2011           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACATGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTAACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGCTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGAATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------GTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAACAAATTAAAAACACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
AF531323            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACATGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTAACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGCTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGAATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------GTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
HANChild2&3         TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACATGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTAACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGCTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGAATAGGTCCTGCTAAAATAGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------GTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
HAN22               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
GQ227760            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
GQ227755            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
BE/9/2011           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
BE/2/2010           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
HAN17               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
HAN23               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
HANSCTR11B          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAGCAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGGTTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTGCCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTTAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATGAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
HAN                 TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAACAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGATGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
BE/15/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTGAAGTTACGGATTTCACTTAAAAACAACAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACTTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTTCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATCCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
3301                TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTAAAGTTACGGATTTCACTTAAAAACAACAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTGTACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATTCGAGTTGGGACAATAG---GACTGTAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
PAV25               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTAAAGTTACGGATTTCACTTAAAAACAACAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTGTACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATTCGAGTTGGGACAATAG---GACTGTAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
BE/34/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAGGCTAAAGTTACGGATTTCACTTAAAAACAACAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTGTACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATTCGAGTTGGGACAATAG---GACTGTAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTACAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTC---ATCTC---TCCTTTTCTCCCCAT 
BE/10/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGGTTCACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTCCATATGTGGACGACTGTAAGCTGAAGTTACGGATTTCACTTAAAAACAACAGCGAGTCTAGATAATCCCACAGGGGATCTATAAACGTTCTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTTGTTATTATCGGAAGCCGTTTCGTTTTCCACGGGCATGGTGTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGTGTTTCGTTGCGAATCAATACGTGCGTATTTTTCATAAATTCTGATACGGCGGTCCGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCTTTAACTGCGTGGTCAGAATGGATTTCATAAAGTTTTCGTCAGGACGATAACCAATTGTAGATGTGGGAATTCGAGTTGGGACAATAG---GACTATAAGTTACATTAGTACTGACGTTAAAAATAGTTGACGTATAGGAAGAATATGGTGTGGTGGTGCTGACACG------------ACTTTTCTTACTGATCGATTTGACAGGCGCTTGTTTACGTTTAAGTTTTCGCATAGTGTTCTTCAGCTTGGTGCTGTTAATATACTTGGGAACGCGGAATATATTCCGGCTCATGGCGTTAACCAGGTAGAAGCTGCGTGTACAGTTACGTTGCGCGTAACGTAGAAGCAGGGCGGCTAAACCTAAAAAATAAATTGTTTGGCTATCCACATTGACTTTACTCGGACCCACGTATAGTTTGGTGTTCCAACGTGGTACGTTAAAAAACATAGGATTAAATGTGGTAAAATTGCCACAGTTTTCCTCCCCGGTGTTGTTACGCCGGGATACATTTAGCATTTCAGAAAGGCAAGTCATGGAAGGTATCGTACCACAGGATGGGGGTCGAAATGTTATTTTTTGCCCTGTATGATTATATTCCGAATACACATATTTGGCCGGTTTACGGAGTTGGGTCGTGTGAAAATCGAACCAGAGGTGGGTAATGCTATGATTACGGATAGGTCCTGCTAAAATGGAATTCGGGGGAAACTGTTTCATTTCTACAGTTATGTTATACAACTTTTGCTGACTAGGAAATGTGAAAAACTTGTAATAATCACCTGTT---------TTTGACGCTA------TTTCTTGCAGTATACGTAATTTTAGCTGCCTCTCTTCCTCTT---------TTGCTTTCTGACTCTTTACTCGAAAACGCGCTACCGCGATCTTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTC---ATCTC---CCCTTTTCTCCCCAT 
PAV24 G2A           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCGCAT 
JER4053             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGCCGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
NAN4LA              TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGCCGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
BE/12/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGCCGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
AF531315            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGCCGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
AF531324            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGCCGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
AF531343            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGCCGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
JER5695             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGTCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
HAN8                TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
JER4035             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
BE/15/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
BE/8/2012           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAACCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
HAN38               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTAAGGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAACTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGTTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
PH                  TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGGTAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTAAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGTTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
Pat_D               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACCCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTACAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGAAAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTGGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTAAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGACGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATACATAGAGTATACATATTTGGCTGGTTTCCTAAGCTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGTTTTTT------TAATACCGTGG---GGTGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACCCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCTTTTCCCCACAT 
BE/21/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTAGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
Davis               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACATTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
HAN13               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACATTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
AF531336            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACATTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
HAN1                TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
CZ/2/2012           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGAGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTCAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
Pat_A               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGAGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTCAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
PRA3                TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCAGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACAGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTAAACGTTATTTTTCGAGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
BE/1/2010           TTACTGCAACCACCACCAAAGGTTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCTATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTTTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGATTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
BE/19/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
EU348354            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
BE/4/2012           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAACTGGAGGCTAAAGTTACGGATTTTATCTAGGAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAACCCCGATAACGGT---GTGGGTGTCGTTTTGTTACTATCGAAAGCCGTCGCGTTATCCACGGACATGGTTTCGTTGCAATATAAGGAACTCATGTCAAGAGTACCATAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCGGGACGATAAGCAATCGTAGATGTGGGAACCCGCTTTGCGGTGGTGGTAACACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGACAAATATGGCGTAGTAGTACTCTGAGATTTCTTGGTCTTTTTTTCTAATTGTTCTTTGACAGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAAATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGCGCGTAACGTAGAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAGCATTTCAGAAAGACAAGTCATGGAAGGCACTGCGCCACACGATGGGGGTTTGAACGTTATTTTTCGGGCCGTGTGATTATATATGGAGTATACATATTTGGCTGGTTTCCTAAACTGTGTGCTATAGAAATCATACCACAAATGAGTTACACTTTCGTTGCGAATAGGACCTGCTAAAATATAATAATAAGGAAACTCGGTCATATTAACAGTAAGACTTTGAACTCGAGTCGTATTGATTTGTGGGTACTTTATGTAAGGAATAGGTTCT---------AGTTGTCTTAAAATTTCTAATTTTAATTGCTTTAGCTTTTT------TAATACCGTGG---GATGCCATATCCTAGGACGAAATGGTGCTCGTTGTGATCGCGCACTCTTACAGTTTATGAAAAAGAACAACAGGAAAGTTAGCCATATAAGAAACAATAAGTTAAC---ACCTCTC---ATCTC---TCCCTTTCTCCCCAT 
HAN36 G2B           TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAAATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAGCACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTCGTTTTTCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCATAAGTTACGTTAGTAGTGACGTTGGGAGCGGTAGACGTCGTATAGGAAAAGTATGGTGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATGGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCACAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAATGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATCTTCAATTGTTGTTCTTTAAGTTTCCATTTTAGAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTATATACCATAAATATCCTAAAAACGCC---TCTCACC---AGTAT---TTCTTTTTTCCCCAT 
GQ227761            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAAATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAGCACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTCGTTTTTCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCATAAGTTACGTTAGTAGTGACGTTGGGAGCGGTAGACGTCGTATAGGAAAAGTATGGTGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATGGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCACAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAATGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATCTTCAATTGTTGTTCTTTAAGTTTCCATTTTAGAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTATATACCATAAATATCCTAAAAACGCC---TCTCACC---AGTAT---TTCTTTTTTCCCCAT 
BE/19/2011          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAAATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAGCACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTCGTTTTTCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCATAAGTTACGTTAGTAGTGACGTTGGGAGCGGTAGACGTCGTATAGGAAAAGTATGGTGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATGGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCACAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAATGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATCTTCAATTGTTGTTCTTTAAGTTTCCATTTTAGAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTATATACCATAAATATCCTAAAAACGCC---TCTCACC---AGTAT---TTCTTTTTTCCCCAT 
HAN24               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAAATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAGCACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTCGTTTTTCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCATAAGTTACGTTAGTAGTGACGTTGGGAGCGGTAGACGTCGTATAGGAAAAGTATGGTGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCTAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATGGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCACAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAATGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATCTTCAATTGTTGTTCTTTAAGTTTCCATTTTAGAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTATATACCATAAATATCCTAAAAACGCC---TCTCACC---AGTAT---TTCTTTTTTCCCCAT 
BE/24/2010          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAATACGTGCGTGTTCTTCATAAACTCTGACACGGCGGTCAGGTTACGGTTTGGTTTACAAAAAGGTTCATCTCGATAGCGCAGAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/2/2013           TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCACGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAACCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTCTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HAN21               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAAATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAATGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531328            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTATGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
EU348355            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACGTTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTATGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGTACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF1                 TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTT---TACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/5/2011           TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTTACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HAN31               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
PAV11               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/29/2011          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531317            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531329            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531335            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531339            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531341            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531353            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HANSCTR4            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTACGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
JER893              TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGGCATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HAN12               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
JER851              TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
JER4041             TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
GQ227753            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/25/2010          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/39/2011          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/38/2011          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HAN15               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
2CEN2               TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGTGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGAACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HANRTR10            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCATAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HAN2                TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAAGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
U8                  TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
BE/16/2010          TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
AF531342            TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
PRA5                TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
HANRTR4             TTACTGCAACCACCACCAAAGGTTATTGAGGGTGGAAAGATTTACAGCCCGGCGGTGTTCCGGAGGGGTAAGGTTTCTATACGCAGATGACTGGAGGCTAAAGTTACGGATTTCATTTATAAATAACAGCGAGTCTAGATAGTCCCACAGGGGGTCTATAAACGTTCTCTGAAACACTGTTGATGGTGACGCAGGTGTAGTTTTGTTACTATCGGAAGCCGTTTTGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTTGAGAGTACCGTAAATAGTGTAAGGTGTTTCGTTACGGATCAGTACATGCGTGTTTTTCATAAATTCTGACACGGCGGTCCGGTTACGGTTTGGTTTGCAAAAAGGCTCATCCCGATAGCGCAAAGTAGTATACACCCACGTCGCTAGATCTCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGAACGATAAGCGATCGTAGATGTGGGAACCCGCCTTGCGGTGGTTGTAACACCGTAAGTCACGTTAGTAGTGACGTTGGGAGCGGTAGACGTTGTATAGGAAAAGTATGGCGTAGTACTACTCTGAGATTTCTTAATCTTTTTTTCGAATTGTTCTTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGCGTGTGCAGTTGCGTTGCGCGTAACGTAAAAGCAGGGCGGCTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATAGGATTGAACGTGGTGAAGTTACCGCAGCCTTCTTCGCCGGTATCATTACGCTTGGAAACATTTAACATCTCGGATAAACAATTCATAGAAGGCACTGTACCGCAAGGCGGGGGCCTAAACGTGATTTTCTGAGCCGTTTGATTATACATAGAGTAAACATATTTGGCAGGTTTTCGAAGTTGAGTGCTATAAAAATCAAACCACAAGTGAGTTACACTTTCGTTTCGAATAGGACCCGCTAGGATATAGTACAGTGGAAATTTTTTAAGCTCTGTAGTAATAAACTGAGTGTAATTTTTGGTGATCTGGGGATATTTTGTGTATATGTCGCTCTGT---------AATTGCTTTAAAATTTCAATTTTCAATTGTTGTTCTTTAAGTTTCCATTTTAAAGAGGGTACTTTACCTATCCAGG---GACGTCCTCGGGGCACGTTTAACGCACCTTTACAGTTTATGAGAAAAATAAGCAGGAATGTAGATACCATAAATATCCTAGGAACGCC---TCTCACC---AGTAT---TTTTTTTTTCCCCAT 
NL/Rot4 G1A         TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGTCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTATTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTGTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/48/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGTCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTATTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531330            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGTCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
JER2282             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAGGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGATCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
GQ227785            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAACTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTTTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
W1                  TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAACTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTTTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
PRA1                TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTTGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/40/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCACCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAAAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/22/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATGGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
HAN40               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
PAV1                TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
PAV21               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
JER3230             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
JER5268             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
NANU                TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/9/2010           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
PAV20               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/33/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531320            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
UK/Lon7             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
HANRTR6             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
HANSCTR12           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AD169               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCGAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCTTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAAAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531347            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAACATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAAATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
HANRTR1A            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAACAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
HANRTR1B            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAAACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAACAGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/13/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTGCTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/31/2011          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAAGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/27/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
UK/Lon2             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
Pat_E               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
PAV12               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
U11                 TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
UKNEQAS2            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/1/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531325            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531337            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531346            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
UK/Lon4             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACTGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
HAN11               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAGTTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
BE/22/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTGTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531322            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTGCGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTGTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
AF531344            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTGCGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTGTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
EU348363            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGGTTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGAGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCGGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTTACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTCACCATCAT---CTCTTTTCTCCCCAT 
EU348362            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTGGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATGATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTAGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTGACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTAACCATCAT---CTCTTTTCTCCCCAT 
EU348361            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTGGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATGATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTAGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAGATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTGACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTAACCATCAT---CTCTTTTCTCCCCAT 
HANSCTR13           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTGGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATGATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTAGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCAAACCACAGATAGGTTATACTATAATTCTGAATGGGGCCCGCTAAAATGTAGTATTGTGGAAACTCTGTCATGTTCATAGTGAGATTTTTAACCAGTTGTTTACTTACATTGTATT---TTGTAGAAATTGTCGTTTCT---------AGTTGTCTCAAAATTTCTAACTTAAGCTGATCTAATTTATATTTGCCTATCTTAGACAGTACCAAGCCCCTCCAAGGACG---ATTATAAAGCGCTTTTGACATAACTTGACAGTTTATGAGAGAAACAAGCAAGAAAGATATAGATATTAGAAACACCATCTTAGGGACGTCTCTAACCATCAT---CTCTTTTCTCCCCAT 
BE/23/2010 G1C      TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGACAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGGTTTACATACGTGGGTGACCGGAGGCTAAAGTTACGAATCTCATCTAGAAACAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAATGTTCTCTGAAACCCCATTGATGGTGACGTAGGTGTAGTTTTGTTACTATCGGAAGCTGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTACCGTAAATAGTGTACGGCGTTTCGTTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTTCGGTTGCGGCTTGGTTCACAAAAAGGATTTTGCCGGTAACGTAGAGTGGTATACACCCACGTTGCTAGGTCCCTTAACTGTGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGCGGTAGTAATACTATAAGTCACGTTAGTAGTGACGTTGAGAGCGGCAGACGTTGTATAGGAAAAGTATGGCGTAGTAGTACTCTGAGTTTTCTTAGCCTTTTTTTCGAATTGTTCCTTAACGGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTTAACTTGGTGCCGTTAATATACTTGGGGACGCGAAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGTGCGTAACGTAAAAGCAGGGCGGTTAAACCTAGAAAATAAATCGTTTGACTATCTACGTTAACCTTAGTCGGACCCACGTACAATTTGGTGTTCCAACGCGGTACATTGAAAAACATGGGGTTGAACGTGGTGAAATTACCGCAACCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACAGTACCACAAGGTGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTTGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCATTTCGAATGGGGCCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTGACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTTAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TCCTTTTCTCCCCAT 
PAV18               TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAAGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAGTATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAATACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGTAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCTTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCTGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGTCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTGACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TCCTTTTCTCCCCAT 
Toledo              TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAAGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAGTATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAATACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGTAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCTTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCTGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGTCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTGACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TCCTTTTCTCCCCAT 
NL/Rot6             TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAAGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAGTATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAATACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGTAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCTTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCTGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGTCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTGACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TCCTTTTCTCCCCAT 
HANSCTR11A          TTACTGCGACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAAGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAGTATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAATACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGTAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCTTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCAAAGATAGGTTATACTATCGTTTCGAATGGGACCTGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGTCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTGACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TCCTTTTCTCCCCAT 
Pat_F               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGCGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGCCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGGATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
CZ/3/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGATATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
PRA8                TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGATATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
TB40/E              TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
VR1814              TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
GQ227762            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
HAN3                TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
HAN20               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
BE/2/2012           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
BE/14/2010          TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
HAN25               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
AF531340            TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
NL/Rot5             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
HANRTR9             TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
HANSCTR1A           TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCGATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
HAN33               TTACTGCAACCACCACCAAAGGCTATTGAGGGTGGATAGATTTACAGCCCGGCGGTGTTCCGGCGGGGTAAGATTTCCATACGCGGGTAATTGGAGGCTAAAGTTACGGATTTTATCTAGAAACAGCAGCGAGTCTAGATAGTCCCATAGGGGATCTATAAACGTTTTCTGAAACCTCGTCAATGGTGACGTAGGTGTAGTTTCGTTATTATCGGAAGCCGTTTCGTTTTCCACGGACATGGTTTCGTTGTAATATAAGGAGCTCATGTCAAGAGTGCCGTAAATAGTGTACGGTGTTTCGTTACGAATCAGTACGTGCGTGTTTTTCATAAATTCTGACACGGCGGTACGGTTACGGTCTGGTTTACAAAAGGGTTCATTCCGATACCGCAGAGTAGTATACACCCATGTCGCTAGATCCCTTAACTGCGTGGCCATAATGGACTTCATAAAGCTGCTATCAGGACGATAAGCAATCGTAGATGTGGGAATCCGCTTTGCGCTGGTGGTAACCCTATAAGTCGCGTTAGTAGTGACGTTGAGAGCGGTAGACGTTGTATAGGAAAAATATGGCGTAGTAGTACTCTGAGATTTTTTAGTCTTTTTTTCTAATTGTTCTTTGACTGGCGCTTGTTTACGTTTTAGTTTTCGCATAGTGTTTTTCAACTTGGTGCCGTTAATATACTTGGGGACGCGGAATAGATTCCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTGCAGTTGCGTTGTGCGTAACGTAGAAGTAGGGCGGTTAAACCCAAAAAATAAATCGTTTGACTATCTACGTTAACTTTAGTCGGACCCACGTACAATTTGGTATTCCAACGTGGTACATTGAAAAACATGGGGTTGAACGTGGTAAAATTACCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAACATTTCGGAAAGACAAGTCATTGAAGGCACTGTACCACAAGATGGGGGTCTGAATGTTATCGTTTTAGCCGTATGATTGTACTGTGAGTAGACGTATTTGGCGGGTTTTCTAAGCTGGGTACTATAAAAATCGAACCACAGATAGGTTATACTATCGTTTCGAATGGGACCCGCTAGAATGTAGTATTGTGGAAACTGGGTCATATTCATAGTAAGATTTTTAACGTGTTGCCTAGTCATATTGAAGTATTTTGTATAAGGTTCCCTTTCT---------AATTGTTTTAAAATCTCTAACTTGAATTTATCTAGTTTTTGCTTGCCTATCGTAGAAAGTACTGTACCTAACCAGTAACG---TC------CCGGTGGTCTAACGACCTTACAGTTTATTATAGAAAATAACAGGACAGTCAGTGATATAATAAAGAATAATTTAGAAATGCTTCTCATGTC------TTCTTTTCTCCCCAT 
AF531349 G1B        TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAACAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAATCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGG---TATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531333            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAACAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAATCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGG---TATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGGAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
HAN28               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTGACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACATCTCTCATCTCTCC---TTT---TCTCCCCAT 
CZ/1/2013           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTGACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACATCTCTCATCTCTCC---TTT---TCTCCCCAT 
JER847              TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTACATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAACGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATCTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATTTCTCC---TTT---TCTCCCCAT 
BE/2/2011           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTACATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAACGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATCTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
HANSCTR10           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTACATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAACGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATCTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/49/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGACGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAAATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTGTCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCTCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/32/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATAGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGTGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTATGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/11/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGCCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AATTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTAATCTCTCC---TTT---TCTCCCCAT 
BE/35/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTATAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTAATCTCTCC---TTT---TCTCCCCAT 
JER1289             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAGCGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTAATCTCTCC---TTT---TCTCCCCAT 
CINCY               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTAATCTCTCC---TTT---TCTCCCCAT 
HANRTR2             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGATTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
HANChild1           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGTCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
UK/Lon1             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAAATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531326            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGTGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAAAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531319            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAAAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAATTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531354            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAAAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/30/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---CTT---TCTCCCCAT 
BE/42/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAATTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/28/2010          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAATTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/6/2010           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAATTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
HANSCTR1B           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAATTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/32/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAAATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/44/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTAAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/17/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAAGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
PAV31               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATTTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
PAV6                TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
JER2002             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/18/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/27/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/23/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/6/2011           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGTCATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
2CEN15              TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGTGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
W2                  TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGTGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/5/2012           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGTGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531334            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGTGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
UK/Lon6             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGTGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
2CEN5               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
HAN32               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
PAV23               TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
JER1070             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
JER4559             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/10/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/20/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/26/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/10/2012          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/14/2012          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/36/2011          TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
BE/5/2010           TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
UK/Lon9             TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
PRA4                TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACGTGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTCGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTCGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCTTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531316            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAACTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTCCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTATTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAATCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAAAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
JHC                 TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTATAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGTGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
AF531345            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTATAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGTGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
TR                  TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
EU348351            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
EU348352            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
EU348353            TTACTGCAACCACCACCAAAGGCTATTAAGGGTGGACAGATTTACAGCTCGACGGTGTTCCGGCGGGGTAAGGTTTCCATAAGTGGGTGACTGGAGACTAAAGTTACGGATCTCATCTAGAAATAGCAGCGAGTCTAGATAGTCCCACAGGGGATCTATAAACGTTCTCTGAAATCCCGTTGATGGTGACGTAGGTGTAGT---------TTCGGAAGCCGTTTTGTTTTCCACGAACATGGTTTCGTTGTAATATAAGGAGCTCATATCAAGAGTACCGTAAATAGTGTACGGTGTTTCATTACGGATTAGTACATGCGTGTTTTTCATAAATTCTGATACGGCGGTTCGGTTGCGGCTTGATTCACAAAAAGGGTTTTGCCGGTAACGTAGAGTGGTATACACCCACGTCGCTAGGTCCCTTAATTGCGTGGTCATAATGGACTTCATAAAGCTACTATCAGGACGATAAGCAATTGTAGACGTGGAAACCCGCCTTGCGGTGGTAGTAACACTATAAGTTGCGTTAGTAGTGACGTTCAGAGCGGTTGACGTTGTATAGGGAGAATATGGCGTAGTAGTACTTTGAGATTTCTTACTCTTTTTTTCTGATTGTTCTTTGACTGGAGCTTGTTTACGCTTGAGTTTTCGCATAGTGTTTTTCAACTTAGTACCGTTAATATACTTAGGGACGCGAAATAAATTTCGGCTCATGGCGTTAACCAGGTAGAAACTGTGCGTACAGTTGCGTTGCGCGTAACGTAGAAGCAAGGCGGTTAGGCCTAAAAAGTAGATCGTTTGACTATCCACGTTTACTTTCTTGGAACCTACATATAACTTCGTGTTCCAACGTGGCACATTGAAAAACATGGGGTTGAACGTGGTGAAATTGCCGCAGCCTTGTTCGCCAGTATCATTACGTTTGGAAACGTTTAGCATTTCGGAAAGACAAGTCATGGAAGGCACCGTACCGCAAGATGGGGGTCTGAATGTTATTGTTTTAGCCGTATGATTGTATTCTGAGAAAACGTACTTAGCCGGTTTTCGAAGCTGAGTGCTATAAAAATCGAACCAAAGATAGGTAACACTGTTATTTTGAATGGGTCCCGCTAAAATGTAATACCGTGGAAACTCGGTCATGTTCATAGTCAGATTTTTAATGTGTTGTCTGGTCATATTAAAGTATTTTGTATAGATATCCTTTTCT---------AGTTGTTTCAAAATCTCTAATTTGAACTTGTCTAGTCTTTGCTTGCCTATCGTAGACAGTACTTTACCTGACCAGTAACG---TCCTACGGATAATCGTACCGCAGCCCTACAGTTTATGAAAGAGAATAGCAGGAAAGTTAGCGACATAAGGAAGAATAAATTAAAAACACCTCTCATCTCTCC---TTT---TCTCCCCAT 
  



N – UL120 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). 
 
BE/19/2011 G4A      TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATAACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGACAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTATTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR8             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATAACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGACAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTATTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/23/2010          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGACCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTATTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAACCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTTAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UK/Lon5             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTTTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NL/Rot5             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGACGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTATGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR2             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTATGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/38/2011          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/20/2010          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/12/2010          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/14/2010          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
6397                TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Davis               TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANChild1           TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACTGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UK/Lon7             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACAACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_H               TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACAACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/3/2010           TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTTTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER3855             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTTTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER4053             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/12/2011          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/31/2011          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER4755             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Towne               TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN38               TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGCGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/13/2011          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTGTCTTTGACAAAGTGGATAG---ATGTACTAGTGTTACCGGCCGTTTCGTTGACCATGGATTGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTTACGTAGGTTCCCGGCTGGCCTGTCAGCATGTATGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAGTTGACTTTTCTAGTGAGAAATTGTGTACGATGCGGAAGGACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCGTTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACCTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/15/2010 G4B      TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
JER5695             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HAN8                TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/2/2010           TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/4/2010           TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JP                  TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV16               TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN19               TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA7                TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTGACTTTTCTGGTGAGAAATTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/13/2012          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAGTATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTCGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/16/2010          TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN2                TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR9             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA5                TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR10            TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR4             TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/8/2011           TCACCTCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTATTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER893              TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGG---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Merlin              TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACTACAAAAACCACTTGCGTCAATATGACGATCATAAAGGCTCGGTGATCGCTGCGCCTAAAGTATGCGGGATTCTCCACCAGCTCACTATCTTCGACAAAGTGGATGA---ATGTGTTAGTGTTACCGGCCGTTTTGTTGACCATGGATCGTACTATGAAAGTCCCGGCGCCAAAAGTTCCATTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGCTCTCCTGTCAGCATGTGTGTCAGTTGGTGGGTATAATTCTGTTTAATGTTTTCCATGTCCTCGCTGTAATTAACTTTTCTGGTGAGAAACTGTGTACGGTGCGGGAGAACGATCATCATCCCTGAGGCCAAAAAGGGCGAATCATAAGCTGTTGTGTTACAAAAAATAGTCAGGTTAGTATCATTGTGCTCATAGATATAAGCCATTTTTACTTGAGGTTCATACCACCACCCTACCCTAATTGTAGTTGCCACCGTCACCGAGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NL/Rot2 G1B         TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATCAACACCACAAAAACCACTTGTGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTTTTGAACATAGTGAATGGTTGATACGCTGGCGTTACCGACTGTGTCATTTACCATGGATTTTACTATGAAGGTCCCGACACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATGTATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTTAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/28/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/14/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/6/2011           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/18/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/27/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/23/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER1070             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UKNEQAS2            TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR1A            TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR1B            TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA1                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR1A           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTCAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV4                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCAGGATTTTCCACCAGCTCACTTTCTTGAACATAGTGAATGGTTGATACGCTGGCGTTACCGGCTGTGTTATTTACCATGGATTTTACTATGAAGGTCCCGGCACCAAAAGTCCCGTTAGAGCCCCAGCAAGTGACACTGCCATTCACGTAGGTTCCCGGTGCCGCTGTCAGCATATATGTCATCTGGTGAGTATAGTTTTCCATGTTGGTATGCATGTTATTACTATAGTTGACCTTGCCGGTGAGATATTGTGTGTTTTTTGGAGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTATGTTCATATATATAAGCCATACTTACTTGGGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCGAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN11 G1A           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATATATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGATATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR13           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGATATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR5             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER2282             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACATAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NAN4LA              TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCATTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/2/2012           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTATCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN1                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATTTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/11/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGAATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/29/2010          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGGCAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/24/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACGAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/5/2011           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_F               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
AF1                 TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTTTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV26               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTTTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/29/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAGGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
2CEN2               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV7                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
CZ/1/2012           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER5550             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
CZ/1/2013           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER847              TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER2002             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NL/Rot7             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANChild4           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATGGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/24/2010          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN31               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN12               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV5                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN30               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/18/2010          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/12/2012          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/3/2012           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
CZ/2/2013           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV32               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
CZ/1/2011           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER3230             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
U11                 TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/27/2010          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN32               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV31               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN3                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN20               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/3/2011           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/21/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/32/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN22               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UK/Lon4             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA6                TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_G               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR2            TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR11B          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANRTR6             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
2CEN30              TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTGTTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN27               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTGTTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/45/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTCCCGACACCAAAAGTTCCGTTAGAGCCCCAACAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTGTTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UK/Lon3             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAATGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATAGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN36               TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/33/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NAN2LA              TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NL/Rot3             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR10           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR12           TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTACTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATAGATTTTACTAGGAAAGTTCCGACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACTACTAATAGCGTCACCCCCGCACGGTACAT 
BE/44/2011          TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTTACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/49/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTATGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV20               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTATGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/30/2010          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTATGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAACCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/22/2010          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTACGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/48/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NL/Rot4             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_K               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/2/2013           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATGAAGGCTCGGTGATTGCCGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGGTTGATACGCTGGTGTTACCGGTCGTATCGTTAATCATGGATTTCACTAGGAAAGTTCCAACACCAAAAGTTCCGTTAGAGCCCCAGCAAGTGACACTTCCATTCACGTAGGTTCCCGGTGCCCCTGTCAGCATGTATGTCATCTGGTGAGTATAATTTTCCATGTTGCTATACATGTTATTACTATAGTTGACCTTTCCGGTAAGGTATTGTGTGTTCTTTGATGTACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATAAATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCATCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACGCCCGCACGGTACAT 
TR G2B              TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HANChild2&3         TCACCTCTTGTGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTAATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGTTCATACATATAAGCCACGCTAACTTGGGGCTCATACCACCC---------AATCGCAACCGC------CACCACGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
NL/Rot6             TCACCTCTTGTGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGTTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTAATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGTTCATACATATAAGCCACGCTAACTTGGGGCTCATACCACCC---------AATCGCAACCGC------CACCACGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
Toledo              TCACCTCTTGTGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGTTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTAATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGTTCATACATATAAGCCACGCTAACTTGGGGCTCATACCACCC---------AATCGCAACCGC------CACCACGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HANSCTR11A          TCACCTCTTGTGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGTTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTAATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGTTCATACATATAAGCCACGCTAACTTGGGGCTCATACCACCC---------AATCGCAACCGC------CACCACGTCCCATCTCCCGACACTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
U8                  TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/7/2011           TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/31/2010          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/2/2011           TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
JER5268             TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/46/2011          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/16/2012          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGACGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/7/2012           TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGACGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/11/2012          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGACGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/26/2010          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGACGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/15/2012          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGACGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/30/2011          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGACGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCAGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
PAV11               TCACCTCTTATGACGCTTAAATGTCCAGCTCCAAATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/21/2010          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
PAV1                TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
PAV21               TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
PAV6                TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/42/2011          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/28/2010          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
CZ/3/2012           TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HAN39               TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/41/2011          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/4/2011           TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HAN33               TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
JHC                 TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/13/2010          TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HAN21               TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HAN                 TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HANSCTR9            TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HANSCTR8            TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
HANSCTR1B           TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
PRA8                TCACCTCTTATGACGCTTAAATGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/17/2010          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGCTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
UK/Lon8             TCACCGCTTATGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGATGATTACTGCGCCTAAAGTATGCAGGATTCTCCACCAATTCATCCTGTTGAACAAAGTGGATGATTGACGTGCTGGTGTTACCGGCCGTCGTATTGATCATGGATTTTACTAAGAAAGTTTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCCGTTCACATAGGTTCCCGGTGCCCCTGTCAGCATGCGTTTCAGTTCATGAGTATAATTTTTCCTATCGTTATACATATCATCACTGTAGTTGACTTTGCTGGTGAGAAACTGTGTGTTCTGTGGAATACTGATCATCATCCCCGAGGCCAAAAAGGGCGAATCGCAAGCTGTAGTGTTACAGAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCACGCTAACCTGGGGCTCATACCACCC---------AATCGCAACCGC------CAGCACGTCCCATCTCCCGACATTTATCACCGCCACCACTAACAACGTCACCCCCGCACGGTACAT 
BE/40/2011 G3A      TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAACACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATTTTGTTGAACAAAGTGGATAG---ATGTGCTGGTGTTACCGGTAGTGTCGTTAACCATAGATTGAACTAGGAAAGTCCTGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTGACACTGCCGTTCACGTAGGTTCCCGGGTCACCCGACAGCATGTATTTCAGTTGGTGGGTATAGTTTTTCCTGATATTATCCATGTCATTACTATAGTTGACTTTGCTGGTGAGAAACCGTGTATCCCGTGGAATACTGATCATCATACCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTTAGGTTAGTGTCGTTATGCTCATATATATAAGCCATGCTCACTTGGGGCTCATACCACCC---AATCCCAATTGTGGCCGCCACCGTCACCACGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/32/2010          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGTCTAAAGTACGCGGGATTATCCACCAGTTCATTTTGTTGAACAAAGTGGATAG---ATGTGCTGGTGTTACCGGTAGTGTCGTTAACCATAGATTGAACTAGGAAAGTCCTGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTGACACTGCCGTTCACGTAGGTTCCCGGGTCACCCGACAGCATGTATTTCAGTTGGTGGGTATAGTTTTTCCTGATATTATCCATGTCATTACTATAGTTGACTTTGCTGGTGAGAAACCGTGTATCCCGTGGAATACTGATCATCATACCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTTAGGTTAGTGTCGTTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---AATCCCAATTGTGGCCGCCACCGTCACCACGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UK/Lon1             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGTCTAAAGTACGCGGGATTATCCACCAGTTCATTTTGTTGAACAAAGTGGATAG---ATGTGCTGGTGTTACCGGTAGTGTCGTTAACCATAGATTGAACTAGGAAAGTCCTGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTGACACTGCCGTTCACGTAGGTTCCCGGGTCACCCGACAGCATGTATTTCAGTTGGTGGGTATAGTTTTTCCTGATATTATCCATGTCATTACTATAGTTGACTTTGCTGGTGAGAAACCGTGTATCCCGTGGAATACTGATCATCATACCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTTAGGTTAGTGTCGTTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---AATCCCAATTGTGGCCGCCACCGTCACCACGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UKNEQAS1            TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCCACGTCTAAAGTACGCGGGATTATCCACCAGTTCATTTTGTTGAACAAAGTGGATAG---ATGTGCTGGTGTTACCGGTAGTGTCGTTAACCATAGATTGAACTAGGAAAGTCCTGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTGACACTGCCGTTCACGTAGGTTCCCGGGTCACCCGACAGCATGTATTTCAGTTGGTGGGTATAGTTTTTCCTGATATTATCCATGTCATTACTATAGTTGACTTTGCTGGTGAGAAACCGTGTATCCCGTGGAATACTGATCATCATACCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTTAGGTTAGTGTCGTTATGCTCATATATATAAGCCATGCTCACTTGGGGCTCATACCACCC---AATCCCAATTGTGGCCGCCACCGTCACCACGTCCCATCTCCCGAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
3157 G3B            TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PH                  TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NL/Rot1             TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTACGCGGGATTCTCCACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
CINCY               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGATCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATCGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV24               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATCGCACTAGGAAAGTCCCGGCGCCGAAAACTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
DB                  TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCCCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/11/2010          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAATTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/25/2010          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER4041             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER851              TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER5409             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/35/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/6/2012           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
NAN1LA              TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/39/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCTGTGATTGCTGCGCCTAAAGTATGCGGGGTTCTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGATCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/4/2012           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCTTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTTGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTGTAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTACAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/17/2011          TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAATCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/10/2010          TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/5/2012           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
UK/Lon6             TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/8/2012           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
JER4035             TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
CZ/2/2012           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV12               TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/1/2012           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/5/2010           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV8                TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN13               TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PAV25               TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/34/2011          TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
3301                TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/9/2011           TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/15/2011          TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA2                TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
2CEN15              TCACCTTTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGAGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTGCGCCTAAAGTATGCGGGGTTTTCTACCAGTTCATTCTGTTGAACAAAGTGGATGG---ATGTACTGGTGTTACCGGTCGTGTCGTTAACCATGGATTGCACTAGGAAAGTCCCGGCGCCGAAAATTCCGTTAGAGCCCCAGCAAGTAACGCTGCCGTTCACGTAGGTTCCCGGATCACCCGTTAGCATATATGTCAGTTGGTGGGTATAGTTTTTCCTGATATTATTCATGTCATTACTATAGTTGACTTTGCTAGTGAGAAATCGTGTGTTATGTGGAATACTGATCATCATTCCCGAGGCCAAAAAGGGCGAATTGCGAGCTGTAGTGTTACAAAAAATAGTCAGGTTAGTGTCATTATGCTCATACATATAAGCCATGCTCACTTGGGGCTCATACCACCC---------AATTGCAGCCGCCACCGTCACCATGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/1/2010 G2A       TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGTCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCCGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_D               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACTTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
AD169               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATTCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
NANU                TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/10/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/10/2012          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/26/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/20/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
JER4559             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/14/2012          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/36/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/37/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
JER1289             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
PAV18               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
UK/Lon9             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
UK/Lon2             TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
Pat_E               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
PAV23               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATGGGTGTTACTATCCGTGTTGTTGACCATGGATTTGACTAAGAAAGTCTTGGCGCCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTCACATAAGTTCCCGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTATTGATAAATGTAAGCCATGCTTACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCATCGTTACCACGTCCCATCTTCCCAGACTTACCACCGCCACCACTAACAGCGTCACCCCCGCACGGTACAT 
BE/22/2011          TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCTTGCTGAACAAAGTGAATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCGAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
VR1814              TCACCGCTTGTGACGCTTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCTTGCTGAACAAAGTGAATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCGAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/19/2010          TCACCGCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAAGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCTTGCTGAACAAAGTGAATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCGAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/33/2010          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTATTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTAACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGTTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGACACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_A               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGAGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HANSCTR4            TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATTGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA4                TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/9/2010           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN16               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
2CEN5               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/43/2011          TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
TB40/E              TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN40               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACTACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTTCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGAAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
Pat_C               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGTTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGTACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
PRA3                TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCTCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/1/2011           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/9/2012           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/8/2010           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
HAN28               TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCACCCCCGCACGGTACAT 
BE/6/2010           TCACCTCTTGTGACGCCTAAACGTCCAGCTCCAGATAAAAGAGGCGTTAATAATGAAGACCACAAAAACCACTTGCGTCAGTATGACAATCATAAAGGCTCGGTGATTGCTACGCCTAAAGTACGCGGGATTATCCACCAGTTCATCCTGCTGAACAAAGTGGATGATTGACGTATTGGTGTTACTATCCGTATTGTTGATCATGGATTTGACTAAGAAAGTCTTGGCACCAAAAGTCCCGTTAGAGCCCCAGCAGGTGACGCTGCTATTTACATAAGTTCCAGGTGCCCCCGCTAGCATGTATTTCAGTTGGTGGGTATAATTTTTTCTGTCGTTATCCATGTCATTGCTGTAGTTGACCTTGCTGGTGAGAAAGCGTGTTTTCAACGGGGCACTTATCATCATCCCTGAGGCCAAAAAGGGCGAATTGCAAGCTGTAGTGTTACAAAAAATAGTCAAGTTAGTGTCATTGTGTTGATACATGTAAGCCATGCTCACTTCAGGCTCATACCACCC---GATCCCAATCGCGGCCGCCACCGTCACCACGTCCCATCTCCCCAAACTTACCACCGCCACCACTAATAGCGTCATCCCCGCACGGTACAT 
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Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). Sequences corresponding to genotype-specific qPCR primers and probes are highlighted in green and grey, respectively. 
The left primer had the sequence shown, and the right primer the complementary sequence. The probe had the complementary sequence, except for G3, G4, G5 and G14, in which it had the sequence shown. 
 
AY681097 G12        ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTTTTTTTTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN29               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCCCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATTAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY582520            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAGAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY446892            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCGTGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY446882            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTCTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/14/2011          ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTATGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
PAV4                ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATATACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN39               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HANSCTR9            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
PH                  ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
NAN2LA              ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN3                ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
6397                ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN12               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN20               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN36               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
PAV5                ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
PAV8                ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
U8                  ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/33/2011          ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/28/2010          ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/6/2010           ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/3/2010           ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN15               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HAN24               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
GU365837            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY582493            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY582495            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY582496            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY681098            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
EU514899            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
EU514912            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
EU514917            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
EU514920            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
EU514922            ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
NL/Rot3             ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
UK/Lon5             ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HANSCTR12           ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HANRTR6             ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HANSCTR1A           ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
PRA3                ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HANChild1           ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
PAV18               ---------------------CTAAACAATTATACGTGCTCGGTTCTTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAACTACTATTTTGACCTTTGAGCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGATCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGTGGAAACCATCAGTACACGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATAACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
NL/Rot2             ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTTATCACCGTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAACAAGAAATAGACCGAATAAAGGATTGTTGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY681100            ---------------------TTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTTATCACCGTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTAACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY582517            ---------------------CTAAACTATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAATGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
EU514939            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAACAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAAACTAACTAACAGGCCGAAAATAAATCGCAT 
AY681116            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACTTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAAACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/31/2011          ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATATGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
JER4053             ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAAACTAACTAACAGGCCGAAAATAAATCGCAT 
DQ115746            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAAACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/13/2011          ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/12/2011          ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY582518            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTGTGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAACACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
UK/Lon8             ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGAAAACCGTCAGTACATGGACAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/13/2012          ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
DQ229947            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
DQ229945            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
DQ229944            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY788119            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY788124            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY788129            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY788130            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
AY788133            ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATACTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGGACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
BE/17/2010          ---------------------CTAAACAATTATACGTGCTCGGTTCCTAGGATATTCACCTCTCTTCTGTACTTGTGGTTCATCGCCTTTTTTTGTCACCAGTACTTTATGCCATAAGCTACTATTTTGACCTTTGACCCATGATGATAAGTGATGTTCTGAACCCAAGCATACGGTCTTGCCTTGGGGAGGTTTCAAAAAAAATTGGTCTCTCTCACAAACGGGAGGATGTGGAGGATCATGACCAATAAGAAATAGACCGAATAAAGGATTGCGGAAACCGTCAGTACATGGGCAACGTAATTCTACGCTCTGTACTTCATAATAATACGTATACACGATGACAAGACTAACTAACAGGCCGAAAATAAATCGCAT 
HANChild2&3 G13     ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCACCAAACCGAAAATAAACCGCAT 
UK/Lon1             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCTATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514919            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514915            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTCTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514891            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGAGCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/7/2011           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGTTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
2CEN15              ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTTACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/5/2012           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTTACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
UK/Lon6             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTTACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
PAV7                ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
JER5268             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HAN8                ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
JER5695             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/48/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/1/2012           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/17/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/15/2010          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/30/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/31/2010          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/16/2012          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/7/2012           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/26/2010          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/11/2012          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/15/2012          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/46/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/15/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/2/2011           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HAN34               ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
U3                  ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
DQ115735            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
DQ115743            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
GU365845            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY446883            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY582528            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY582529            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY582530            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY681099            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514892            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514893            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514930            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514937            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514942            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
NL/Rot4             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
UK/Lon2             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
PRA6                ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
Pat_D               ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HANSCTR1B           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HANRTR1B            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HANRTR1A            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
Pat_E               ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
Pat_A               ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTCTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGTTGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCACCAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
EU514902            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAATCAGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HAN11               ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
VR1814              ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
JER3230             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/22/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
UKNEQAS2            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/9/2011           ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
DQ115730            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
DQ115753            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY788123            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY681113            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY446893            ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCGTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGGTGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
BE/19/2011          ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCTTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAGTAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
HANRTR8             ------------------CTAAATCATTATATTTTTTCGACCTCTAGGAAAGTCACCTTTCTTAGTTACGTGTGGTCCATTACCTTTTTTTCCCGTCACCAGCACTTTGTGCCATAAACTACTATTTTGACCATTGAGCCATATTGATAAATGATGATGTGGACCTAAGCATACAGCTTTACCTTTGGGAGGTTTTAAATAATATTGATCTTTTTCACAACCGGGAGGACGTGGAGGGTCACGACCAGCATAAAATATGCCATATAAAGGATCGTGTAAACCATTAGTGCATGGGCAACGTAGTTCCGTACTTTGTACTTCATAATAATACGTATACACGATTACAAGACCAATCAGCAAACCGAAAATAAACCGCAT 
AY681108 G9         ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGGCAAACACCCAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCATCTTTATAGTACAACACGATCAAAAGCCCCAACACACTAAAAATTAATCGCAT 
PAV6                ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
JER1070             ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
JER4035             ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/18/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/27/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/23/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/6/2011           ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/32/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/28/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY681109            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY681110            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY681114            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514951            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGCTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTTTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HANSCTR4            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTAATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
3301                ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
PAV25               ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/34/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/5/2010           ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
309                 ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514911            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HANRTR5             ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCAAAAAAAGGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCATACTTTCAACTTTATAGTACAACACGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514952            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACGCTCTCAACTTTATAGTACAACGCGATCAAAAGGCCAAACAGACCAAAAATAAATCGCAT 
AD169               ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
JER4559             ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/14/2012          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/36/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/10/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/37/2011          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115744            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115749            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY446877            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582486            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582487            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582488            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582489            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582490            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582491            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582492            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY681112            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115717            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514909            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514938            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115750            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
UK/Lon9             ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
CINCY               ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
GU365841            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514900            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115752            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115755            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCACCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTGTTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAGACCATTACTACCACAAGGGCAACGTAACTCCACACTCTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/8/2011           ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACT---ACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ180366            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTTTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTAATTTGTCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAACCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/4/2012           ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCTTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGAAGGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/13/2010          ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCTTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGAAGGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY788113            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCTTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGAAGGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HANSCTR13           ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCTTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGAAGGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY788121            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCTTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGATAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGAAGGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY788122            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCTTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGATAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGAAGGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115731            ---------------------TTAAAATTTTAGTTTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTATTTAATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCCATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
Pat_C               ---------------------TTAAAATTTTAGTCTCCAAGGCGGACGTCCGTTACTAGCAGTTCTTTCCTCTACGTGCGGTCCATCACCACCTTTTGTTCTTAATAACACTTTGTGCCATGTATTACTTGATTTGCCATGAAGCCATTTAGATAACACATGATCAGGAGACAAACACACAGGTTTACCTTTAGGAGGCAATAAAAAATGTTGCGGCTTTTCACATTTAGGAGGATCTGGGGGATTATATCCAATCCAAAAAAAGCCACCTATTGGATAGCTTAAACCATTACTACCACAAGGGCAACGTAACTCCACACTTTCAACTTTATAGTACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514927 G8         ---------------------------------TTACAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN22               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN30               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN32               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
2CEN5               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN16               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
PAV23               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
TB40/E              ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/24/2011          ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/12/2010          ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
CZ/2/2012           ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/3/2011           ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/21/2011          ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN17               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN23               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
HAN25               ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
GU365839            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582505            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582507            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582508            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582509            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582510            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582511            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582512            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY582513            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY681115            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115714            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115722            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514896            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514905            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514910            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514925            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514926            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514953            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514954            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514955            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115728            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
DQ115734            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
NL/Rot5             ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
66                  ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGAGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTGCTACACCGACAACGTAGTTCCACACTTTCCACCCTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY788132            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAGTACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTCCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/45/2011          ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTACAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAATGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY446881            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTACAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCCACCTTATAGCACAATGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514895            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGATCCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
BE/8/2012           ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
GU365840            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
AY681111            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514924            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
EU514950            ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
PRA4                ---------------------------------TTATAGTCGCCAAGGCGGGTGTCTATTGGTGTCACTTTTGTCTTCTATATGTGGTCCATTATCAGTGTTTTTCTTTATAAACACTTTATGCCACCAGTTACTTCGTTTGCCATCAACCCATTTCGATAGATAATGATCAGGAGACAAACATACAGGTGTTTGTCGGGGAGGTAATAAAAAGTGTTGCGTTTTGTCGCATGTAGGATCTGGAGGTTTATAGCCGACCCAAAAAACGCCGAATACGGGATGATTTGAACCATTACTACACCGACAACGTAGTTCCACACTTTCAACCTTATAGCACAACGCGATCAAAAGACCAAACAGACTAAAAATAAATCGCAT 
Towne G7            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115718            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
EU514931            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
Pat_K               ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/11/2010          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
NAN1LA              ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
DB                  ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
BE/6/2012           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
BE/35/2011          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
DQ115740            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
AY582527            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTCCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGTGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
AY446891            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGTGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
AY582523            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGTGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
AY582524            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGTGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
AY582525            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGTGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
AY582526            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGTGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGTACCAAAAATTAATCGCAT 
EU514903            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTATTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATGCAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATACCATCAAAAGACTAATCAGCGAACTAAAAATTAATCGCAT 
DQ115732            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACTAAAAATTAATCGCAT 
DQ115712            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACTAAAAATTAATCGCAT 
AY788136            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGGTAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACTAAAAATTAATCGCAT 
AY681094            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACAAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/12/2012          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACAAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCAGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/27/2010          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACAAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCAGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTTACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
JER847              ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACAAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCAGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTTACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/43/2011          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACAAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCAGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTTACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
HAN28               ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACAAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCAGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/23/2010          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTCTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACTAAAAATTAATCGCAT 
DQ115727            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTTACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACTAAAAATTAATCGCAT 
JER851              ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
JER4041             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
JER5409             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/25/2010          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/39/2011          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
AY681101            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
AY681096            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTGTACATGCGGTTCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTGGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
HANSCTR10           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAACCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGGACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115741            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTCTCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
W                   ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACCATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAGAAATTAATCGCAT 
HANChild4           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGCTGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
NL/Rot7             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACAAAAAATTAATCGCAT 
EU514949            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTYACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
VR3216B             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAACCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/38/2011          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACATTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
JER2002             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
3157                ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/10/2010          ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/2/2012           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
CZ/1/2012           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
CZ/1/2013           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/5/2011           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
4119                ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115736            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
GU365836            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
AY582514            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
AY582515            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
AY582516            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
AY582519            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115709            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115710            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115711            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
DQ115721            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
EU514898            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
EU514948            ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
NL/Rot1             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
HANRTR2             ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTTTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
BE/2/2013           ---------------------TTATTTCCAACGCGGACGTTTGTTAGTGACAGCGTTTTCTTCTACATGCGGTCCATTACTATCCTTTACTTTTACCAATACTCTGTGCCATGAGTTGTCTTTTTTACCATCCAGCCATTTCGACAAATGATGATCGGGAGCTAAACATACAGGTTTACCTCGAGGAGGCAATAGATAATGTTGAGGTTTGTCACACTCAGGAGGATTGGGAGGGTCACGACCAACCCAAAATAAGCCACCTATAGGATGATGTAAAGCTTTGTGGGTACACGGACAACGCAATTCTCTACTGTGAACCCCATGGTAATACATAAATGCCATCAAAAGACTAATCAGCGAACCAAAAATTAATCGCAT 
NANU G14            ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
HAN1                ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
JER2282             ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
CZ/2/2013           ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
BE/11/2011          ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
PAV32               ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
BE/29/2010          ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
CZ/1/2011           ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
U4                  ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
DQ115733            ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
GU365846            ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
AY446885            ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
AY681090            ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGAGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGATTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
EU514941            ---------------------TTATAATTTCCATTTTGGACGTTTATTATGTTCAGCCCTTTTATGTATTTGTGGTCCATTATTACCGTTTGTCGTTATGAACACTTTGTACCACGAGTTGCTGTTTTGTCCATCAAGCCATTTTGTTATATGGTGGTCTGGGCCCAAACATACAGTTTTACCTTGCGAAGTCAATAAAAAATGTTGAGGTTTGTCACATTCAGGGGGCTTTGGTGGGTCACGACCAATCCAAAATACACCACCTATGGGACGAGTTAAAACATTATGGGTACATGGACAACGTAATTCTACGCTTTGAACCTCATAACACATATACGCCACCATAAAAAAAATCAACAAGCCAAAAATTAATCGCAT 
BE/49/2011 G10      ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATT---ATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
JER1289             ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACCTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGATCACGACCAATGAGAAATACACCACTTACAGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACTCCATAATAGCACGCGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
PRA7                ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACAATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
EU514901            ---------------------------TTAATTCCATTTGAAGCGCTTTCTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
JER4755             ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACTCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
PAV16               ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
HAN19               ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
JP                  ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
PAV24               ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
BE/30/2010          ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
BE/44/2011          ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
BE/2/2010           ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
BE/14/2010          ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
BE/4/2010           ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
AL                  ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
DQ115756            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
AY681102            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
AY681103            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
AY681104            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
EU514904            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
EU514914            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
EU514943            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
EU514944            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
EU514945            ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
UK/Lon7             ---------------------------TTAATTCCATTTGAAGCGCTTTTTAATTTCAGTCCTTTTTTCTACTTTTGGTTTATTATCATCTCCGTTTTTTATTATAACTTTATACCATGAATTACTATTTTGACCATCCAGCCATTTAGATATATGATGTTCGGAATCCAAACATACAGGTTTACCGTGAGGAGGCGCCAAATAATATTGGAATCTATTACAACCAGGAGGGTTTGGAGGGTCACGACCAATGAGAAATACACCACTTACGGGCTTATTTACACTATTACTCCCACATGGACAACGCAGTTCCACACTTTCGACCCCATAATAGCACACGATCAAAATGCTAATCAACGGACCGAAAATTAATCGCAT 
PAV20 G11           ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATCGCGTAAACCATTACTACCGCATGGACAACGCAATTCTACGCTTTCGACTCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115719            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATCGCGTAAACCATTACTACCGCATGGACAACGCAATTCTACGCTTTCGACTCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514935            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCTCCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATCGCGTAAACCATTACTACCGCATGGACAACGCAATTCTACGCTTTCGACTCCATAATAGCATACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
JHC                 ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACTACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATATTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATCGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATTAACGAACCAAAAATTAATCGCAT 
AY788116            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACTACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATATTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATCGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATTAACGAACCAAAAATTAATCGCAT 
AY788135            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACTACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATATTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATCGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATTAACGAACCAAAAATTAATCGCAT 
JER3855             ---------------------------------TTAACTCAACCGTTTATTAATTTCAGCTTTTTTGTCTACATGCGGTCCATCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATATTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
AY681105            ---------------------------------TTAACTCAACCGTTTATTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATATTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115720            ---------------------------------TTAACTCAACCGTTTATTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATATTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
GU365843            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATAAATCGCAT 
EU514940            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGGACCAAAAATTAATCGCAT 
EU514929            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAACAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514923            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCGTAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
HAN2                ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
HAN31               ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
BE/4/2011           ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
BE/16/2010          ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115729            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115751            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115713            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115716            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ115723            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514894            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514906            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514928            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514934            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514946            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
EU514947            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
HANRTR4             ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
HANRTR10            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
PRA5                ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
PAV11               ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCATCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
BE/20/2011          ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCACCACCATCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
DQ229948            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACT------CATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACCAACCAAAAATTAGTCGCAT 
GU365844            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
AY582484            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
AY582485            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
AY681106            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
AY681107            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACGAACCAAAAATTAATCGCAT 
AY788118            ---------------------------------TTAACTCAACCGTTTCTTAATTTCAGCTTTTTTGTCTACATGCGGTCCAC---CACCTCCCGTTGTTACCACAACTTTGTACCATGAGTTACTATTTTGAGCATCCAACCATTTTGATAAATGGTGATCGGGATTCAAACATGCACGTCTACCATTGGGAGGCACCAAATAATGTTGATGTTTGGTACAACCGGGAGGACGGGGTGGATCACGACCAACCAGAAATACACCGCTGAGAGGATTGCGTAAACCATTACTACCACATGGACAACGCAATTCTACGCTTTCGACCCCATAATAGCACACAATCAAAATACTAATCAACCAACCAAAAATTAGTCGCAT 
AY788128 G3         TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATTCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTCTTCCACCGTTATTAAAATATAGTAAGTATTGATATCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTGCAACGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
AY446889            TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCTCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCGTTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTACAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
BE/33/2010          TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTGCAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
DQ115708            TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTGCAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
DQ115715            TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTGCAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
Pat_H               TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTGCAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
BE/10/2012          TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTACAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
BE/26/2011          TTATTGTTTGACAGCTATTAAGGTTATATTTACTTGTCCCGGGCCTCGTCCCCCCGTTCGTCGTCCTGGTTGTTTCGTTATATTAACATTATACCACCTGCCATCGTTATGTGTATCCAACCATTTTGAAATGTGATGATCGGGAGCTAGACATACCCCACGTCCATGTTTTCCGCCGTTATTAAAATATAATAAGTATTGATACCCATTGCACCCGGGACCACCGGATTCGCGATGAGTCCAAAAATCACCCAACATAATTCTTGTACGCGGTAATTTTTTATCACCGGGACATTTACAGCGTAATTCCGTTCCATTTACCTCATAATAATACATATATGCTAAAAAAATAATTAACAAACCGAAAATAAATCGCAT 
HAN40 G2            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
Merlin              ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
PAV26               ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
U11                 ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
JER5550             ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/18/2010          ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/20/2010          ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
PAV31               ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/32/2010          ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/22/2010          ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582497            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582498            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582499            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582500            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582501            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582502            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582503            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582504            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582506            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582521            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582522            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ115725            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514897            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514907            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514918            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
Pat_G               ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
HANSCTR2            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
HANSCTR11B          ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
HANRTR9             ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTCTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/40/2011          ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTTTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ115754            ---------------TTATTCCTTCAGACCTACTAGGGTTACAGTTATTTTTCCCGGCCCTCGTTCCGGTTGTTTTGTTACATTAACATTATACCACCTGTTATCGTTGCGTTTGTCTAGCCATTTTGAAAAAGGGTGATGGGGCGATAAACATACTCCAGGTCCATGTTTTTTTCCTCCGCCTAGATACAAGAAATATTCATTGTTATTGCATCTGGGACCACCAGATTCGCGATGAAACCAAAAATTACCCAACATAATTGTTTTGGGCGGCAGTTTTTTACCATCAAGACATTTGCAGCGTAATTCCGTTCCATGCACTTCATAATAATACATATACGTTAAAGAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514913 G1         ------------------------TTATCCTCCAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGACTTCGTTATGTTAACATTATACCACCTATTATCGTCGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACAC------CAGGCGGTTTCCTTCCGTTTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCCGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ115747            ------------------------TTATCCTCCAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTCGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTC------CAGGCGGTTTTTTTCCGTTTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/42/2011          ------------------------TTATCCTCCAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTCGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTC------CAGGCGGTTTCCTTCCGTTTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
5234                ------------------------TTATCCTCCAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTCGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTC------CAGGCGGTTTCCTTCCGTTTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY446888            ------------------------TTATCCTCCAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTCGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTC------CAGGCGGTTTCTTTCCGTTTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
JN625524            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTCGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCACTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HAN                 ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ229946            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ229943            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
GU585489            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY788114            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY788117            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY788126            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY788127            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/19/2010          ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTCTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
PAV1                ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAAGTAATCGCAT 
PAV21               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAAGTAATCGCAT 
AY681093            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAAGTAATCGCAT 
2CEN2               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/9/2010           ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HAN21               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HAN33               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
PAV12               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
CZ/3/2012           ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/41/2011          ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ115724            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514916            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514921            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514932            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514933            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
UK/Lon3             ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
PRA8                ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HANSCTR8            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
PRA1                ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
TR                  ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTTCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGCGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCATGTCCAGGCGGCTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
711                 ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATCATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCAGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTAGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY788120            ------------------------TTATCCTTTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTTTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY788115            ------------------------TTATCCTTTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
2CEN30              ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAACTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HAN27               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAACTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY681091            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAACTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
UK/Lon4             ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAACTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
Toledo              ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
EU514908            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
NL/Rot6             ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HANSCTR11A          ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTGTTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
GU365835            ------------------------TTATCCTCTAACACCTATCAAAGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY446886            ------------------------TTATCCTCTAACACCTATCAAAGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/8/2010           ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACACACCAAAAATTAATCGCAT 
UKNEQAS1            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAGTTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
HAN38               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGATCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ115745            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGATCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/1/2011           ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
BE/9/2012           ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY446878            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
DQ115726            ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
Pat_F               ------------------------TTATCCTCTAACACCTATCAAGGTTATATTTATTCGTCTCGGTCCTGGTGATTTCGTTATGTTAACATTATACCACCTATTATCGTTGTATTTGTCTAACCATTTTGAGAAGAGGTGATCGGGCGATAAACATACTCCAGGTCCAGGCGGTTTCCTTCCGTCTGGATACAATAAATGTTCATTTTTATCGCATCCGGGCCCTCTGGGATCGCGATGAAGCCAATAATTACCCAATATAATTTTATTAGGCGGCCATTTTCTATGAAGACATCTGCAGCGTAATTCTGTTCCATTCACCTCATAATGATACACATATGCTAAAAAAATAATCAACGCACCAAAAATTAATCGCAT 
AY582494 G4         ------CTATTTTCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCCAAATATATTAGCAACTCTCCAGCTGGACTATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
AF1                 ------CTATTTTCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCAAAATATATTAGCAACTCTCCAGCTGGACAATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
HAN13               ------CTATTTTCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCAAAATATATTAGCAACTCTCCAGCTGGACAATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
BE/29/2011          ------CTATTTTCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCAAAATATATTAGCAACTCTCCAGCTGGACAATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
BE/24/2010          ------CTATTTTCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCAAAATATATTAGCAACTCTCCAGCTGGACAATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
BE/3/2012           ------CTATTTTCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCAAAATATATTAGCAACTCTCCAGCTGGACAATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
NT                  ------CTATTTCCCACTAGAAAAGGTAGGCTTAGTACTTCCTTTACGTGTAATCATTGGATATTTTCTTGTGCTGTTAAAAGTAACTTCAAACCATTCATGTTTGTCACATTTTGACATAAATTTTTGACCAAAAGGATTATGAACATGCACACACTTAGGACTCCAATTATGTTCTTCAAAATATATTAGCAACTCTCCAGCTGGACAATTGCCTGAAGGTGGATAGCATTCTAACCAATGATGTTTTGTAGGCCATTTTCCTCTAGGATGCCAACTCTGTCCTCCTGCACATTTACAACGTAATTCTGTGCTCCAAACGTAGTAACACATACACGCAATCAAAAGACCAATGAATGGACCAAAAATTAATCGCAT 
AY582483 G5         ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTTTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
PRA2                ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTTTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
DQ115742            ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATGATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
DQ115748            ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATGATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
AY788125            ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATGATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
Davis               ---------------------------TTATGGGCGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
DQ115739            ---------------------------TTATGGGCGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
GU365838            ---------------------------TTATGGGCGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
AY681088            ---------------------------TTATGGGCGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
AY681089            ---------------------------TTATGGGCGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
BE/21/2010          ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGCACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
DQ115737            ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
DQ115738            ---------------------------TTATGGACGAGTATTCGATCTTTGTACTACTGTAGCATTTCTTGGACCTTCCATTTTTATCTGAAGCCATGTTTCCGAACCAGATTTATGATTTCCATACATCCACTTAGATAAAGGATGATAATCGGATAAACAGACGATCGGTCCTTGGCCTATCTTTATCATGACTTGTCCCTTTGGGCAATGTGAGCCTGGTGGTAAATGTCCTAACCAGAAAGTTCCACGAGGCAATTGTCCTAAAAGTCGATGATACCCTATGCATGTACAACGACCATTACCTTCAGTGCCAAAACCGCCGTTACATGTATCTGTAACAATAAAAATGATCAATAAACCAAAAATTAAACGCAT 
BE/1/2010 G6        ------------------------TTAACTTGGTGGAGTAAACGATTTTGATACTACCTTGGTATTTTGTGGGCCCTTAAATTCTATTTGAAACCATATTTCTGTATCTGATCCATGATGTCTATACATCCACTTAGATAAAGGATGGTGATCAGATAAGCATACAGTTGGCTGTTCACCTAATTTCATCAAAACGTCTCCTCTTGGACAATGTGGACCTGGGGGTCGATGTCCTAGCCAAATCGTTCCACGAGGTAGTTGTTTGTCAAATCGATGATACCCCACGCACGTACAACGTCCGTTACCTTCACTGCCTAAACCGGCGTTACATGTATGTGCAACCATAAGGGAGATCAATAAACCAAAGATAAATCGCAT 
AY446880            ------------------------TTAACTTGGTGGAGTAAACGATTTTGATACTACCTTGGTATTTTGTGGGCCCTTAAATTCTATTTGAAACCATATTTCTGTATCTGATCCATGATGTCTATACATCCACTTAGATAAAGGATGGTGATCAGATAAGCATACAGTTGGCTGTTCACCTAATTTCATCAAAACGTCTCCTCTTGGACAATGTGGACCTGGGGGTCGATGTCCTAGCCAAATCGTTCCACGAGGTAGTTGTTTGTCAAATCGATGATACCCCACGCACGTACAACGTCCGTTACCTTCACTGCCTAAACCGGCGTTACATGTATGTGCAACCATAAGGGAGATCAATAAACCAAAGATAAATCGCAT 
JER893              ------------------------TTAACTTGGTGGAGTAAACGATTTTGATACTACCTTGGTATTTTGTGGGCCCTTAAATTCTATTTGAAACCATATTTCTGTATCAGATCCATGATGTCTATACATCCACTTAGATAAAGGATGATGATCAGATAAGCATACAGTTGGCTGTTCACCTAATTTCATCAAAACGTCTCCTCTTGGACAATGTGGACCTGGGGGTCGATGTCCTAGCCAAATCGTTCCACGAGGTAGTTGTTTGTCAAATCGATGATACCCCACGCACGTACAACGTCCGTTACCTTCACTGCCTAAACCGGCGTTACATGTATGTGCAACCATAAGGGAGATCAATAAACCAAAGATAAATCGCAT 
NAN4LA              ------------------------TTAACTTGGTGGAGTAAACGATTTTGATACTACCTTGGTATTTTGTGGGCCCTTAAATTCTATTTGAAACCATATTTCTGTATCAGATCCATGATGTCTATACATCCACTTAGATAAAGGATGATGATCAGATAAGCATACAGTGGGCTGTTCACCTAATTTCATCAAAACGTCTCCTCTTGGACAATGTGGACCTGGGGGTCGATGTCCTAGCCAAATCGTTCCACGAGGTAGTTGTTTGTCAAATCGATGATACCCCACGCACGTACAACGTCCGTTACCTTCACTGCCTAAACCGGCGTTACATGTATGTGCAACCATAAGGGAGATCAATAAACCAAAGATAAATCGCAT 
EU514936            ------------------------TTAACTTGGTGGAGTAAACGATTTTGATACTACCTTGGTATTTTGTGGGCCCTTAAATTCTATTTGAAACCATATTTCTGTATCAGATCCATGATGTCTATACATCCACTTAGATAAAGGATGATGATCAGATAAGCATACAGTGGGCTGTTCACCTAATTTCATCAAAACGTCTCCTCTTGGACAATGTGGACCTGGGGGTCGATGTCCTAGCCAAATCGTTCCACGAGGTAGTTGTTTGTCAAATCGATGATACCCCACGCACGTACAACGTCCGTTACCTTCACTGCCTAAACCGGCGTTACATGTATGTGCAACCATAAGGGAGATCAATAAACCAAAGATAAATCGCAT 

  



P – UL139 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes). Two recombinants are included. 
 
BE/11/2010 G5       TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGTTATCGGATTGTGAATTCCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGCAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------TGCACGTCGTGCTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
UK/Lon7             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGTTATCGGATTGTGAATTCCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGCAGTAGAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------TGCACGTCGTGCTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/2/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAACAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTA------TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/46/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TCACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/27/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCTCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HAN3                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
PAV6                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
JER1070             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
JER4035             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/43/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/7/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/31/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/16/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/7/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/26/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/11/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/15/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/30/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/18/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/27/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/23/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/6/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/32/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/14/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/36/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/2/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/45/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTA---TTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HANSCTR13           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGAAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------TGCACGTTGTACTGTTGGTTGTATTATTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
UK/Lon1             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGTTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
JER5268             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACAATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
JER2282             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAACAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HAN19               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
PAV18               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
PH                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
NAN2LA              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/33/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
AL                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HANRTR6             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HANSCTR12           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HAN1                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
CZ/2/2013           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/11/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
PAV32               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/29/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
CZ/1/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
JER893              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/8/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
Pat_K               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
Pat_C               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/14/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAGTTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
Towne               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
NAN1LA              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
DB                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/6/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGCTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTCGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HAN20               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HAN22               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
PAV5                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/28/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
BE/6/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
66                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
HANSCTR1A           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTATCGGATTGTGAATTTCC---GCAGCAACCGCATAGTTTACGCAGTAACTGGAAGCAGCAAAAGCAGCAGACGAACATCAATAGTAGTATAAAGCACGACCATCCACCAGCAGCCAGCATTCCGACATGTTGAACTGTCCACCAGGTACCGTTTGTGCCATCGA---------CGCACGTTGTACTGTTGGTTGTATTGTTATTACTGCTTACGATGGCAACTGCCGCGACGGCTATCGTCAACATAACAACAACCGTCAT------------------------------------------------------------ 
PAV24 G7            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGCTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/17/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGTTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/1/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGTTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/33/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCGGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
Pat_H               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCGGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANChild2&3         TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCGGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/8/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/31/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PRA3                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PRA4                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR1A            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR1B            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
W                   TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAGTGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/10/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCAGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AD169               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGTCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER4559             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/37/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/10/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/26/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/44/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon9             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTGCCACCAAAGGCTTGAACACATTCAATGGTTGGTGTTGCAGTGC---TGTTATTGCTACTAATGGACGAAGAAGACGAAGACGACGAAGTAGCTTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
TR G2               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATG---------AAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN30               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR5             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER4053             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTAGTACCTGTAGTGGTCTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/12/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTAGTACCTGTAGTGGTCTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NL/Rot6             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTAGTACCTGTAGTGGTCTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR11A          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTAGTACCTGTAGTGGTCTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/49/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTAGTACCTGTAGTGGTCTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NL/Rot2             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATTGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAACTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY218882            TCACCGAGGCGGCGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
DQ180386            TCACCGAGGCGGCGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGTGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/32/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HAN8                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER5695             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/15/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PRA6                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
CINCY               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN36               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN40               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER3855             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCGCTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/38/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAATACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
U3                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAATACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon3             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAGCGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999251            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTTGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR10            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTACTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PRA5                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAGCTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon8             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTTTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/3/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/21/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/4/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JP                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
2CEN2               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN2                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN31               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
CZ/1/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/16/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/3/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR4             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV16               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER2002             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
CZ/1/2013           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/2/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/4/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/19/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
4119                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
VR3216B             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NL/Rot7             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon4             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANChild4           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PRA7                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY818253            TTACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGT---TTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805289            TTACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGT---TTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTACAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY218881            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCA---GCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
DQ229943            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCA---GCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY818251            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTATACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCA---GCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805285            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTATACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCA---GCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805284            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGT---GCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR8             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGAAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTTTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY805293            TCACCGAGGCGGAGGTGGAAGTGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAGGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTCCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999253            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805301            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAACAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999267            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999242            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGGCTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAATTAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999245            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCGCAGCAT 
DQ229946            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGTTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999259            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTACTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY218875            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGTTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805256            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGTTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
DQ229948            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGTTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805275            TCACCGAGGCGGCGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805300            TCACCGAGGCGGCGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999252            TCACCGAGGCGGCGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805298            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGCTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805262            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGATGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
PAV21               TCACCGAGGCGGAGGTGGAAATGAGCCGTCATGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HAN                 TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
JHC                 TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY818250            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY818252            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805250            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805254            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805286            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999257            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999265            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
JX399887            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
711                 TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTATGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
PAV1                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY218886            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY601875            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805252            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805269            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805278            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805282            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999246            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999247            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999249            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999250            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAACAGCGCAAGTTGCGCGACTGTCCAATTACTACCACCAAAACTCTCAACACATTGAATCGACGCTGAGGTTGGTGTTGCAGTGCTGTTGCTACTAGTGGATGAAGACGAAGAAGACGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/48/2011 G4       TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAACGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
U4                  TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAACGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NL/Rot4             TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAACGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon2             TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAATATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
Davis               TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCACTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/1/2011           TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCACTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/9/2012           TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCACTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/8/2010           TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCACTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
Pat_A               TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
Pat_E               TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR1B           TCACCGAGGCGGAGGTGGAAATGAGCCATCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATATGGTCGTGTTGGCGG---------------------------TAGCATTAGTATTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HANRTR9             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGC---------------------------------------------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY818255            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTCGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGACGCGGCGAGTGCAAATAAAACTAATATCCATAGCAT 
AY805279            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTCGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGACGCGGCGAGTGCAAATAAAACTAATATCCATAGCAT 
AY218873            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGTGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
DQ229942            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGTGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
2CEN5               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
BE/21/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
HAN16               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
PAV23               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
TB40/E              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
U8                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
VR1814              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
JER851              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
JER4041             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
JER5409             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
BE/25/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
BE/39/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
BE/24/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
HANSCTR4            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAATTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY999270            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTACAAATAAAATTAATATCCACAGCAT 
AY999268            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAAGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAGTAAAACTAATATCCACAGCAT 
BE/17/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGTTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/13/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY218885            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805251            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805253            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805264            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805271            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805281            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999243            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY999271            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
DQ229947            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY601876            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY905264            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY218874            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY818249            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805263            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805266            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805280            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805297            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805299            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCGCT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGACGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/1/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCTGCGTTAGTGTACGCATGAGTAGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/30/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCTGCGTTAGTGTACGCATGAGTAGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/2/2013           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCTGCGTTAGTGTACGCATGAGTAGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
Pat_D               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCTGCGTTAGTGTACGCATGAGTAGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805276            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/28/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCTGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAAAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTTGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NANU                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAACAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCACTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
6397                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACCGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANChild1           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACCGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon5             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY805290            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER4755             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
Toledo              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/10/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
CZ/3/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/15/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
PRA8                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGTACTGTCCAGCTACTGCCGTTAGAGGCATTAATACATGTCGATACGGTCGTGTTGGCGG---------------------------TAGCACT---------AGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805258 G1A        TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCACGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NL/Rot3             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999244            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTGGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805255            TCACCGAGGCGGAGGTGGAAATGATCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UKNEQAS2            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/22/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218876            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805259            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805273            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805277            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999256            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999266            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999269            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JX399888            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/9/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAATAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATTACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCGGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
Merlin              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAG---AAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
2CEN30              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTTGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN27               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTTGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN28               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN39               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR9            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/20/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTCAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
2CEN15              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCATGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/5/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCATGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
UK/Lon6             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCATGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV26               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
U11                 TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/18/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
Pat_G               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR2            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGTAGCGCGAGCTGTGGCGCCCCCAAATCACTGCCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/23/2010 G1B^1A   TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAATACATGCTGTCGATGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/14/2011 G1B      TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGTGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTGGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
NAN4LA              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTATGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV7                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTAGTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/42/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
5234                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTGGCTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGACTTTACGTACTAGCCAAAAACAGCAAAGGCAGCAAGTAAATATGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV20               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCTGCGTTAGTGTACGCATGAGTAGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCGTTAACACATGCTGTCGACAATGTGGTTGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
DQ180358            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGTTGCAGATTTTACGTACTAACCAAAAGCAGCAAAGGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTTGACAGTGTGGTCGTGTTAG------------------------CGGTGCCAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
DQ180374            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTCGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCACTAACACATGCTGTTGACAGTGTGGTCGTGTTAG------------------------CGGTGCCAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218879            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805257            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805294            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805295            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805296            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805261            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGGAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805272            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAAGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805274            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAAGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGCTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR10           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGAAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGATACCTCCCAAGTACTACCGTTAGAAGCATTAACACATGCTGTCGACAGTGTGGTCGTGTTAG------------------------CGGTGTTAGTAGAAGTAGTAGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999262 G6         TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY999263            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTACTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
BE/13/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY805288            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY905263            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY999255            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY999261            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY999264            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY805265            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGATGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
PRA2                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TAGTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
HAN11               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY805260            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTAGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY818254            TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGATTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
AY805283            TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGATTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
BE/20/2011          TCATCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTAGGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGTGCAAGTAAAGCTAGTATCCACAGCAT 
3301                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTACTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
PAV25               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTACTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
BE/34/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTACTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
BE/5/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTACTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
309                 TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTACTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTAGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
3157                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
PAV8                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
JER3230             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
NL/Rot1             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
Pat_F               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGCGCAAGTAAAGCTAGTATCCACAGCAT 
PAV11               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGCAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGCAGCGCGAGCTGTGGAAATGTCCAATTACTGCCGCCAAAAGCTTGAACGCATGCTACTGATGGCGTGGTTGGTGCTACAGTACTGT---TACTGCTATTGGTGGAAGT------------------ACTGGAATTAGAACTGGTGCCTGTAGTGGTTTCACTCGCTGTCGCGGTAAGTGCAAGTAAAGCTAGTATCCACAGCAT 
JER5550 G3          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGTGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAA---GATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/22/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGTGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAA---GATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV31               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGTGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAA---GATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR11B          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGTGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAA---GATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/13/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGACAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAA---GATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HAN38               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACAACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGACAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
BE/40/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGACAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
NT                  TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCTGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGACAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
HAN12               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAATGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGA---GTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAGTAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV4                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAATGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGA---GTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAGTAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805291            TCACCGAGGCGGAGGTGAAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCCGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAAAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTACAAATAAAATTAATATCCACAGCAT 
AY805287            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCCGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCGAGTGCAAATAAAACTAATATCCACAGCAT 
AY805302            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY805267            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCCGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCGAGTGCAAATAAAATTAATATCCACAGCAT 
AY218877            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218878            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218880            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY601874            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999260            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCATCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGAGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805303            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805292            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTACCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGTTTGTTTTGCTCTCCGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/35/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAGCCAAAAGCAGCAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGTGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGACAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTGGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER1289             TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGACAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805268            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999258            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGTGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY601877            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/9/2010           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN21               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN32               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HAN33               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PAV12               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/41/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/19/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/4/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
CZ/2/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218887            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY999248            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
PRA1                TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
HANSCTR8            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTGCACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218883            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTACACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY218884            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTACACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AY805270            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTACACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
DQ229945            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTACACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
DQ229944            TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAATGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAGAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCAGCAAACAGCGCGAGTTGTGGAAATGTCCAATTATTGCCGCCAAAACCATTAATGCATTCTGTTGATAGTGTGGTTACACTTGTGGTATTAT---TACTGGTATTAGTGGAAGAAGATGAAGTAGATGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTTGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
AF1 G8              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAATTAATATCCACAGCAT 
HAN13               TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
JER847              TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/29/2011          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/24/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/3/2012           TCACCGAGGCGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAACAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 
BE/12/2012          TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCATGAGTGGTTTTGCTCTCTGACTCGGAG---TTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTGAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGAGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAG------------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCCAGTGCAAATAAAACTAATACCCACAGCAT 
NL/Rot5             TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCATGAGTGGTTTTGCTCTCTGACTCGGAG---TTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTGAATAAGAAAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGAGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAGAAG---------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCCAGTGCAAATAAAACTAATACCCACAGCAT 
BE/5/2011           TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCATGAGTGGTTTTGCTCTCTGACTCGGAG---TTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTGAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGAGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAGAAG---------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCCAGTGCAAATAAAACTAATACCCACAGCAT 
HANRTR2             TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCATGAGTGGTTTTGCTCTCTGACTCGGAG---TTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTGAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGAGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAGAAG---------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCCAGTGCAAATAAAACTAATACCCACAGCAT 
BE/12/2010          TCACCGAGGCGGAGGTGGAAATGAGCCGTCTTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTTGCGTCGGAAGAAGTGAATGCGGCATTAGTGTACGCATGAGTGGTTTTGCTCTCTGACTCGGAG---TTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAGCAAAAGCAGCAGGTGAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAACGGCAAGGAGAGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTTGACGATGTAGTCACAGAAG---------------------------------------AAGTAGATTGACTGGAATTGGAGCTAGTACCTGTAGTGGTTTCACTCGCCGATGCGGCCAGTGCAAATAAAACTAATACCCACAGCAT 
UKNEQAS1 G8^1B      TCACCGAGGTGGAGGTGGAAATGAGCCGTCCTGTGGGGGAGTGTACGACCCTGTAGTGCCCATGGGTAACGTCGCGTCGGAAGAAGTGAATGCGGCATTGGTGTACGCGTGGGTTGTTTTGCTCTCTGACTCGGAGGAGTTGCCGCAGCAGCTGCAGATTTTACGTACTAACCAAAAGCAACAAAAGCAGCAGGTAAATAAGAGAAGGAGTCCAGATAATGTCCAGCCGCTAGCGGCAAGGAGCGCGAGTTGTGGGACTGTCCAATTACTGCCGCCAGAACCATTAATACATGCTGTCGACGGTGTAGTCGTGTTAG------------------------TGGTACCAGCAGTAGAAGTAGATTGACTGGAATTAGAGCTGGTACCTGTAGTGGTTTCACTCGCCGATGCGGCAAGTGCAAATAAAACTAATATCCACAGCAT 

  



Q – US9 
 
Initiation and termination codons are highlighted in yellow. Sequences used for motif-matching are indicated in blue font (identifying genotypes) or red font (identifying a G2 variant). 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or a deletion that causes a frameshift. 
 
HANChild2&3 G2      ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCAACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGATACGTGTTTTACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAAGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/46/2011          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCGGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/5/2010           ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCGGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/1/2010           ----------TTAGCCTCTTC-----------------------------------CTTGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCATGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/8/2011           ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGTTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/2/2013           ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGTTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_H               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGTACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_D               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCGGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
NL/Rot6             ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCCGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
Towne               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATTTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/35/2011          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTTGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_K               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTTGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
PAV23               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HAN20               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV20               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/39/2011          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/48/2011          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
JER1289             ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
NL/Rot4             ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/33/2010          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGGCGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/16/2010          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
DB                  ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/6/2012           ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
NAN1LA              ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
Toledo              ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/32/2010          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
UKNEQAS1            ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/30/2010          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/12/2011          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/44/2011          ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
PAV18               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HAN38               ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
NAN4LA              ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22932            ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22953            ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
UK/Lon7             ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
JER4755             ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTAACCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22952            ----------TTAGCCTCTTC-----------------------------------CTCGAACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTAACCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/25/2010 G1       TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGCTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGA---------------CGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER851              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGCTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGA---------------CGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER4041             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGCTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGA---------------CGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UKNEQAS2            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGA---------------CGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/38/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGA---------------CGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN12               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGA---------------CGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/9/2010           TCAATCGTCTTTAGCCTCTTCTTCCCTTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22946            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/4/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
LUS243R             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22933            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGATCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22929            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCTTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/40/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGATCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HAN22               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTACTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/5/2011           TCAATCGTTTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HAN27               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/28/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
CZ/2/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HAN19               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
JER5268             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
NAN2LA              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
AF1                 TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/6/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/18/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/23/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
JER1070             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/27/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22948            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAATTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/41/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/10/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/11/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/1/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV21               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV11               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HAN3                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/34/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/13/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV24               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/7/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22947            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22950            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HANSCTR11B          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV8                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGATCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCTGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV7                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAAGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACTCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
HANSCTR12           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTGCCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
NL/Rot7             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAACACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PAV32               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGAGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/4/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGATCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
HAN8                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAGACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/15/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGATAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/4/2010           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAGGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PAV3 1              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGTGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGATACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
HAN1                TCAATCGTCTTTAGCCTCTTCTTCTCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
CZ/2/2013           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGATACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
JER3230             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGATACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
NANU                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGATACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PRA1                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGATACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
2CEN2               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
U11                 TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/37/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/18/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/20/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/32/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
U8                  TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/27/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/9/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
JP                  TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/12/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
JER5695             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
JER5550             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/31/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/29/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PAV4                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/22/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
Davis               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22939            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
HANChild1           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PRA6                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
HANSCTR10           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_G               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PRA3                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PRA2                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PRA4                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_A               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
PRA7                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/8/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGTCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAATGAACAGGTGGACGGAGACCACAGGATCAT 
BE/14/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/36/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV26               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
3157                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PAV16               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/33/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/2/2010           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
PH                  TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
NL/Rot1             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HANRTR4             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_C               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/10/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCACCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACCAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
HANRTR8             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/11/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAAACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
JER893              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCTCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/29/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/24/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
JER3855             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/12/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTTGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGA---GGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGAGACCACAGGATCAT 
BE/21/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGATGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/6/2010           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTATGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
PAV25               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTATGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/42/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTATGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/28/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTATGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HAN13               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTATGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HANSCTR1B           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTATGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/31/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAGGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HAN33               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
JER2282             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HAN2                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HANRTR5             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HANRTR9             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
Pat_F               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HANSCTR1A           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
PRA5                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HANRTR10            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HAN40               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCGTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCATCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATTGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGTGACTCCTTGGAGCGGCTCGAGAGTACACTCACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/23/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAAGTAGCGTCTCTCCGTAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
HAN31               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCGGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCTCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22943            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCGGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCTCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
AAO22931            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCTCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGAGACCACAGGATCAT 
BE/1/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/9/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/8/2010           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/20/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/45/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTTGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTTAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/13/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCTAGGGACGTATCCACCTCAGGTACACACAGTAGGCTACCTGGACACCGAAGCTGAACAAGGCTACATGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
NL/Rot2             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGTAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGAAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANSCTR13           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTTTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAACGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/17/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGTCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGTAACAGGTGGACGGGGACCACAGGATCAT 
HANSCTR11A          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGATGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCTGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon8             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACTTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCTTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN32               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAAGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAAGTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
CZ/1/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGATGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACAACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
NL/Rot3             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGACACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22942            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGMTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22940            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCTTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22936            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTTGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN36               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGTTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/17/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTAGCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN21               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTTCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
Merlin              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGAACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN30               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
PAV12               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
CZ/1/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22938            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon4             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANSCTR2            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAAGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/30/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCCTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER2002             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTAGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN39               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGATCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANSCTR9            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGATCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER4559             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER4053             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/19/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
CZ/1/2013           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER4035             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
CZ/3/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/14/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN16               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
2CEN15              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/5/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/10/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/26/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/3/2010           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/16/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/11/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/26/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/7/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/15/2012          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/24/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
PAV1                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
PAV5                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
VR1814              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER847              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/15/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
3301                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/2/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/49/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AD169               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
TB40/E              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22928            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22930            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22934            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22941            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon2             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon6             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon3             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon9             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon5             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANChild4           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANRTR1B            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANRTR6             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
PRA8                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
Pat_E               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
2CEN5               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGTACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/43/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGTACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCACGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JER5409             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTTGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCTACCTGTGGGAGCTCAGTTTCATAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCTGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATCTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGACTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/22/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATGCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGATTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAAAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGATACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
BE/13/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTACCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTTTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCTCCGAACCCACGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22937            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGATCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCCGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTTTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCTCCGAACCCACGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN                 TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGATCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCTCCGAACCCACGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22949            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGTGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTGCCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGATCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCTCCGAACCCACGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
JHC                 TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAACAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTTTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGTTGGACCACGACAATCGGAGCGACTGCTTGGAGCGGTTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
AAO22951            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAAGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGAAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGATACTGAGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HAN11               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCAGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAAGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCGAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGGGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAACGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
TR                  TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGTAGGCTACCTGGACACCGAAGCTGAACAAGGCTACATGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAGCGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGTTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGTGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANRTR1A            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTATCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
HAN28               TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCAGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/3/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/2/2012           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
NL/Rot5             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
HANSCTR4            TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/14/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCTGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAAGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAAGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
PAV6                TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAAGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATGTCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTCCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTACCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAGGAACAGGTGGACGGGGACCACAGGATCAT 
HANSCTR8            TCAATCGTCTTTAGCCTCTTCTTCCCGTAAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
2CEN30              TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
UK/Lon1             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
HANRTR2             TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTCGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/3/2011           TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTTGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/21/2011          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTTGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
BE/19/2010          TCAATCGTCTTTAGCCTCTTCTTCCCGTGAGGTCCTTCCGGTGGCGCGGTGCCGACCTCGGACCCAGGGACGTATCCACCTCAGGTACACACAGCAGGCTACCCGGACACCGAAGCTGAACAAGGCTACGTGTTTCACAAACTGCACCAGTACCACATAGAGGAATATCAGGTAGCGTCTCTCCGCAAACAGCCGTTCCAAGTCTGAGGGCGTTACCCGCAACGGCAACCAGGGCAGCCTGGACGCCGGCCGGCAATGGAGCACGCTCCGGTTACAGGCACTGCAGGGGTAAACGGTTAACATCACGTAAGAGAGTCGTGCGTCCACCTGTGGGAGCTCAGTTTCGTAACGTAGAGCCCCGTCATTTTCCAGCTGGGGTGCGCCGACCTTGAAATGGGTTGCGCTTCGCTCGTTACCCCAGGTGCCGTAGGCTCTCGGGGCCGTATCGGAGAAGTTGCCGCGCACAAGCCAGGCGGCCACGAGTATCCCGTGCTGGACGTAACATTCGGACACGGAACTGGAGACACGGTAGCCGGACACGTCCCCAAACCCGCGAGGGTACTGGGGCAGACGGACGGACTTGCTATTTGACAACGGACAGATACGAGACGACGAGGACGCAGACGACTCGTCGCTGGACCACGACAACCGGAGCGACTCCTTGGAGCGGCTCGAGAGTACACTTACTGCGATCAGACACCAGTGCCAGAAGAAAGAACAGGTGGACGGGGACCACAGGATCAT 
  



R – UL111A 
 
Initiation and termination codons are highlighted in yellow. Introns are highlighted in grey. This gene was not used for genotyping. 
Cyan highlighting indicates strains in which this gene is mutated and the mutations responsible: substitutions that introduce in-frame stop codons (underlined) or insertions or deletions that cause frameshifts. 
 
BE/4/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAAC--------------------------------------GGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTATGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV16               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAAC--------------------------------------GGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTATGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/2/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAAC--------------------------------------GGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTATGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA7                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAAC--------------------------------------GGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTATGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JP                  ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCGCCTTTCATCGAGTAAAAC--------------------------------------GGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTATGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/27/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTG-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAGAGTAG 
UK/Lon8             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCATCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTTTTTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGCAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAGGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGGTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/17/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCATCTTTTTTT-CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTATTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGATTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGACAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACAT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA5                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGT-----TGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN30               ATGCTGTCGATGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/7/2011           ATGCTGTCGGTGATGATCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/29/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTGGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV8                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGACGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/31/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN31               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/24/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/3/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/10/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
AF1                 ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon3             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTCGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCCCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot5             ATGCTGTCGATGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACAACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/42/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCTGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/28/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCTGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR1B           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCTGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/12/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV12               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGACGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN39               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV5                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN3                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN20               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
CZ/2/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/9/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN13               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UKNEQAS2            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR1B            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR9            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR1A            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR11B          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACAACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR4            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTGCAAAGACATGCGGCAACGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR5             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGTGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/5/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAACAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTTTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGGCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER5409             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGCACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCTCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR1A           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAATTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV11               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGAGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/6/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGGCTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/23/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGGCTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER1070             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGGCTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/28/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
3157                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/18/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/27/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PH                  ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAACAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot1             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAACAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN32               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN22               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_F               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/13/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCATCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/23/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCATCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGATTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR8             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGGTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/19/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGGTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
TR                  ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCGGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGGTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV24               ATGCTGTCGATGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGCCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGATACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JHC                 ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGTGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGACCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAATGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCGTAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGCTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV25               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTCGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCCCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/34/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTCGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCCCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
3301                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTCGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCCCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/22/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTCGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATTTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCCCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/5/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTCGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATTTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCCCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/41/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGTAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACAGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAAGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/15/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGTAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACAGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAAGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER5695             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGTAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACAGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAAGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN8                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGTAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACAGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAAGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot2             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGTCGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCTTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCGTAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV23               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/14/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCACAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN11               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
6397                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTTACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGATTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/20/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGATTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANChild1           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGATTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/33/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGACTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCAGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCAGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon1             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGACTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon7             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGACTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_H               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGACTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/35/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGAC---------------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGCCAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN33               ATGCTGTCGGTGATGGTTTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGAC---------------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/48/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGAC---------------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot4             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGAC---------------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCGAGAAAGTAG 
UKNEQAS1            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGAC---------------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon4             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGAAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACG-----------------------------------------------------GTAGGTCACGTAGGTACGGTTTATTGCGACTGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCTGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Toledo              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTAATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTAAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAGGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot6             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTAATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTAAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAGGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR11A          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTAATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTAAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAGGAGTATCTGCACTCGAGAAAGTAG 
BE/13/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCGGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGACTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/12/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCGGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGACTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER4053             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCGGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGACTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER4755             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCGGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGACTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/11/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCGGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGACTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/40/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCGGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTTCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGACTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon9             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTTATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/37/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATGGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NANU                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV31               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/10/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/20/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER4559             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/10/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/26/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/14/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/36/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV18               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon2             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_E               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
AD169               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTTCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/1/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAAGCGAAGTCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_D               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGAC---------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCGAGAAAGTAG 
JER851              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTTGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGAGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTTTTTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/25/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGAAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGAGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTTTTTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/39/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGAAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGAGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTTTTTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER4041             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGACGAC---------------GATAAAGAATACAAAGCCGAAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTATGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGAGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTTTTTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/16/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTTTTCTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_C               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTT-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGTACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCAAGAAAGTAG 
BE/19/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCATCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTATTAGGTTGCGGAGATAAGTCCGTAATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGCTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/4/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCATCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGACGAC------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTATAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTACCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER4035             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGAC------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAAGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/6/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--TTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGAC------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER3230             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGAC------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/12/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGAC------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCATTCGAGAAAGTAG 
JER2282             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGACGACGAC---GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN40               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGACGACGACGACGATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATTTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN12               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGGCGACGACGACGACGACGACGACGACGATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
CZ/2/2013           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGACGAC------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTATCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/29/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGACGAT------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
2CEN2               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGACGAC------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/38/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGACGAC------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/11/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAT---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV32               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAT---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/24/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
CZ/1/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN1                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
CZ/1/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER847              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA6                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGAGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER2002             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGAAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV7                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGAAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/2/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGAAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot7             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGAAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANChild4           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGAAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER5550             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTTCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGACGACGAC---------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTTGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGAAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER893              ATGCTGTCGGTGATAGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGATTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/8/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATTTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/17/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATTTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/1/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATTTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon5             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCATGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCTGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/45/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGACGAC---------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCATGTTCCCCGCAGGCGATCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCACGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN21               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACATGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR8            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACATGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR2             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCAGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA1                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NL/Rot3             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/46/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTTTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/31/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
U8                  ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/7/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/11/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/26/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/15/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/16/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/2/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER5268             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/30/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGGCGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAACGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN                 ATGCTGTCGGTGGTGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCGTGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/13/2012          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCACTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAGTCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR13           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCATCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCGGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGCCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV4                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTTGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCGTGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR2            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTG-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN2                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV26               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV6                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/15/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR10            ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR4             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR9             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGATCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
2CEN30              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATTGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGCGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN27               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATTGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGCGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/32/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGCGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA2                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGGGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAACACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Merlin              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCTGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/14/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGACGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACGCGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NAN4LA              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGATATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/21/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
2CEN5               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGATCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCTGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR10           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTTCTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/18/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAATGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
U11                 ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAATGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_G               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAATGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
CZ/3/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAATCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCATCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA8                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAATCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCATCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/4/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCAACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTA-TTTTCCGCGTGTCGGGTGACGTAGTTTTCATCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/3/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAACCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCTGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/5/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
2CEN15              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
UK/Lon6             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA4                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTATGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGTGTAAGTGTCTCTGTGGCGGCGCTGTCCGCACAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
CZ/1/2013           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACACAACCAGATTGCAAGATCTCCGCGTCACCTTTCATTGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGCGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/1/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/9/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/8/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/3/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/21/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN28               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PRA3                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_A               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTGATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANRTR6             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTTCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTATTTC-TTTTCCGCGTATCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN36               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTATAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCGAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Davis               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGACTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
TB40/E              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGATGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER3855             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAATGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/22/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTATAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAAGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN16               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/9/2010           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
VR1814              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/43/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/33/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTATAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN19               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTATAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NAN2LA              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTATAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANSCTR12           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTTATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTTAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTATAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
JER1289             ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCTGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTAACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/49/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCCCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HAN38               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAATAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCGAGAAAGTAG 
CINCY               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACATGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/30/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCGAGAAAGTAG 
Pat_K               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTTGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/32/2010          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGCACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV1                ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV21               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
PAV20               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/2/2013           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGCGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/44/2011          ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
DB                  ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/6/2012           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
NAN1LA              ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
BE/8/2011           ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
Towne               ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
HANChild2&3         ATGCTGTCGGTGATGGTCTCTTCCTCTCTGGTCCTGATCGTCTTTTTT--CTAGGCGCTTCCGAGGAGGCGAAGCCGGCGACGACGACGAC------------------GATAAAGAATACAAAGCCGCAGTGTCGTCCAGAGGATTACGCGACCAGATTGCAAGATCTCCGCGTCACCTTTCATCGAGTAAAACCTACGTTGGTAGGTCACGTAGGTACGGTTTATTGTGACGGTCTTTC-TTTTCCGCGTGTCGGGTGACGTAGTTTTCCTCTTGTAGCAACGTGAGGACGACTACTCCGTGTGGCTCGACGGTACGGTGGTCAAAGGCTGTTGGGGATGCAGCGTCATGGACTGGTTGTTGAGGCGGTATCTGGAGATCGTGTTCCCCGCAGGCGACCACGTCTATCCCGGACTCAAGACGGAATTGCATAGTATGCGCTCGACGCTAGAATCCATCTACAAAGACATGCGGCAATGCGTAAGTGTCTCTGTGGCGGCGCTGTCCGCGCAGAGGTAACAACGTGTTCATAGCACGCTGTTTTACTT-TTGTCGGGCTCCCAGCCTCTGTTAGGTTGCGGAGATAAGTCCGTGATTAGTCGGCTGTCTCAGGAGGCGGAAAGGAAATCGGATAACGGCACGCGGAAAGGTCTCAGCGAGTTGGACACGTTGTTTAGCCGTCTCGAAGAGTATCTGCACTCGAGAAAGTAG 
 


