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Figure 5: Sarcomere disorganization and E3 ubiquitin ligase expression suggest an
Oatrophy-like® mechanism of jerboa foot muscle loss.

(A to E) Multicolor immunofluorescence images of sarcomere protein organization in P4 jerboa
foot muscles (representative of 704 myofibers from seven P4 animals).

(F) Model of the interpreted order of sarcomere protein disorganization derived from Tables S1-
5.

(G and H) RT-gPCR measurements of Atrogin-1/MAFbx (G) and MuRF1 (H) mRNA normalized
to SDHA. Fold-change and standard deviations are expressed relative to the mean for PO
forearm muscle (FDS) of the same species. (*p<0.05, **p<0.001, ****p<0.0001). Mouse PO
FDS (n=5), foot (n=4); mouse P3 FDS (n=3), foot (n4); jerboa PO FDS (n=6), foot (n=5); jerboa
P3 FDS (n=4), foot (n=6). See also Figure S5.

16



