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Transcriptional profile of CM: Nkx2.5, Tnnt2, Des, Isl1, Gata4, Mef2c, Tbx20 and Cav3
Exclusion criteria for CM selection: CD45-TER119-PECAM-1-ICAM-1-Sca-1-Gp38-Thy1-PDGFr-

E17.5 Adult shamE13.5E9.5

HSA+

1.8% ± 0.3% 
HSA+

Adult MI

0.6% ± 0.15% 
HSA+

HSA+ MCAM+ Cav3-

HSA+ MCAM+ ALCAM+ Cav3-

Cav3+ HSA-

HSA+ Cav3-/+ Dead/dying CMs

HSA+ MCAM+ PDGFrα+ Cav3- (PRG)

surface Cav3

surface HSA
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