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smmoB GCA 001298755.1 Mesorhizobium plurifarium ORS1032T genome assembly protein CDX62837.1 putative methane/phenol/toluene monooxygenase B subunit Mesorhizobium plurifarium
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smmoB GCA 002813375.1 ASM281337v1 protein PKB32213.1 propane monooxygenase coupling protein Pseudonocardia alni

smmoB GCA 001915055.1 ASM191505v1 protein OLB58088.1 hypothetical protein AUI01 03045 Ktedonobacter sp. 13 2 20CM 2 56 8

smmoB GCA 002234385.1 ASM223438v1 protein OXM45965.1 monooxygenase Amycolatopsis alba DSM 44262

smmoB GCA 001932415.1 ASM193241v1 protein OLM03150.1 Methane monooxygenase regulatory protein B Pseudonocardia sp. Ae406 Ps2
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smmoB GCA 900230185.1 IMG-taxon 2711768632 annotated assembly protein SOE71981.1 propane monooxygenase coupling protein Burkholderia sp. OK233
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smmoB GCA 001854785.1 ASM185478v1 protein OHV77716.1 monooxygenase Mesorhizobium sp. ORS3428
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smmoB GCA 900115005.1 IMG-taxon 2671180038 annotated assembly protein SFO01880.1 propane monooxygenase coupling protein Pseudonocardia ammonioxydans
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smmoB GCA 000092905.1 ASM9290v1 protein ADG06264.1 monooxygenase component MmoB/DmpM Kyrpidia tusciae DSM 2912

sm
m

oB
 G

C
A

 9
00

14
23

65
.1

 IM
G

-t
ax

on
 2

70
09

88
69

6 
an

no
ta

te
d 

as
se

m
bl

y 
pr

ot
ei

n 
S

H
L1

83
34

.1
 p

ro
pa

ne
 m

on
oo

xy
ge

na
se

 c
ou

pl
in

g 
pr

ot
ei

n 
P

se
ud

on
oc

ar
di

a 
th

er
m

op
hi

la

smmoB GCA 900110575.1 IMG-taxon 2634166333 annotated assembly protein SEP50845.1 propane monooxygenase coupling protein Amycolatopsis saalfeldensis
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smmoB GCA 002157285.1 ASM215728v1 protein OUL77609.1 monooxygenase Paraburkholderia terrae
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smmoB GCA 001426545.1 Root135 protein KQY10052.1 monooxygenase Mycobacterium sp. Root135
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smmoB GCA 002279335.1 ASM227933v1 protein OYW10100.1 monooxygenase Acidiphilium sp. 37-67-22
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