
c552 GCA 000295935.2 IndiAl02 protein EOZ93665.1 Cytochrome c552 precursor Indibacter alkaliphilus LW
1 /1-433

c552 G
C

A
 000769715.1 A

S
M

76971v1 protein
 K

G
O

32908.1 cytochro
m

e C
 nitrite reductase D

esulfobulbus sp. Tol-S
R

 /1-425

c5
52

 G
C

A 
00

29
91

36
5.

1 
A

S
M

29
91

36
v1

 p
ro

te
in

 P
R

L6
58

21
.1

 C
yt

oc
hr

om
e 

c-
55

2 
pr

ec
ur

so
r H

ae
m

op
hi

lu
s 

in
flu

en
za

e 
/1

-4
12

c5
52 G

CA 000262305.1 A
SM26230v1

 pro
tein A

FJ4
8152.1 cy

toch
ro

me c-
552 pre

cu
rso

r S
him

wellia
 blatta

e D
SM 4481 N

BRC 105725 /1
-4

11

c552 GCA 002869365.1 ASM286936v1 protein PLX01837.1 ammonia-forming cytochrome c nitrite reductase Marinilabiliales bacterium /1-437
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c552 GCA 000348925.1 CeAn1 protein EMR02739.1 Cytochrome c-552 precursor Cesiribacter andamanensis AMV16 /1-435
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c552 GCA 001798855.1 ASM179885v1 protein OGP78137.1 hypothetical protein A2V86 03055 Deltaproteobacteria bacterium RBG 16 49 23 /1-374
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c552 GCA 002400765.1 ASM240076v1 protein PCH70910.1 ammonia-forming cytochrome c nitrite reductase Bacteroidales bacterium /1-393
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c552 GCA 002302535.1 ASM230253v1 protein ATA74898.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Capnocytophaga sp. H2931 /1-431
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c552 GCA 000020985.1 ASM2098v1 protein ACI21266.1 nitrite reductase cytochrome ammonia-forming Thermodesulfovibrio yellowstonii DSM 11347 /1-398

c552 GCA 002868815.1 ASM286881v1 protein PLX59528.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio alginolyticus /1-415
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c552 GCA 001874335.1 ASM187433v1 protein OIQ27549.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Bacteroidetes bacterium MedPE-SWsnd-G2 /1-415
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c552 GCA 900096565.1 IMG-taxon 2654588148 annotated assembly protein SDB82532.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Williamwhitmania taraxaci /1-427
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c552 GCA 000333895.2 ASM33389v2 protein EOD79690.1 Cytochrome c552 precursor Grimontia indica /1-413
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c552 GCA 001747085.1 ASM174708v1 protein OEJ98793.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Algibacter aquaticus /1-429

c552 GCA 002840405.1 ASM284040v1 protein PKN08195.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium HGW-Deltaproteobacteria-8 /1-412

c5
52 G

CA 002898915.1 ASM289891v1
 protein G

BC87642.1 C
yto

ch
rome c-

552 bacte
riu

m H
R12 /1

-425

c552 GCA 000961725.1 41k protein KJS00300.1 cytochrome C nitrite reductase Desulfobulbaceae bacterium BRH c16a /1-407
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c552 GCA 001027285.1 ASM102728v1 protein AKI98892.1 Cytochrome c552 precursor Archangium gephyra /1-405
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c552 GCA 000817955.1 ASM81795v1 protein AJE02293.1 cytochrome C nitrite reductase Geobacter pickeringii /1-401
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c552 GCA 001589285.1 sce8312.1 protein KYF61351.1 nitrite
 reductase Sorangium cellulosum /1-426
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c552 GCA 001723385.1 ASM172338v1 protein ODS10713.1 Nitrite reductase cytochrome ammonia-forming Vibrio scophthalmi /1-379
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c552 GCA 900116115.1 IMG-taxon 2622736611 annotated assembly protein SFS41186.1 nitrite reductase cytochrome c-552 Lutibacter maritimus /1-431
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c552 GCA 001799255.1 ASM179925v1 protein OGQ99239.1 hypothetical protein A2505 05840 Deltaproteobacteria bacterium RIFOXYD12 FULL 55 16 /1-366
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c552 GCA 002898895.1 ASM289889v1 protein GBC97427.1 Cytochrome c-552 bacterium HR16 /1-349
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c552 GCA 001790865.1 ASM179086v1 protein OGL55389.1 hypothetical protein A3G31 01080 Candidatus Schekmanbacteria bacterium RIFCSPLOWO2 12 FULL 38 15 /1-375

c552 GCA 002841785.1 ASM284178v1 protein PKN16765.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium HGW
-Deltaproteobacteria-3 /1-397

c552 GCA 001553565.1 ASM155356v1 protein AMD87232.1 nitrit
e reductase Actinomyces radicidentis /1-429
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e c-552 precursor M
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c552 G
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-taxon 2675903024 annotated assem

bly protein S
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67206.1 nitrite reductase cytochrom

e c-552 B
acillus caseinilyticus /1-361

c552 GCA 002954525.1 ASM295452v1 protein PQJ59287.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio jasicida /1-377
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sulfovibrio litoralis D
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 11393 /1-401

c552 GCA 002084355.1 ASM208435v1 protein OQX96909.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Bacteroidetes bacterium 4572 128 /1-432

c552 GCA 002840495.1 ASM284049v1 protein PKN28509.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium HGW-Deltaproteobacteria-21 /1-386
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c552 GCA 000961805.1 41k protein KJS48333.1 cytochrome C nitrite reductase Peptococcaceae bacterium BRH c23 /1-386

c552 GCA 002842655.1 ASM284265v1 protein PKP36421.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-14 /1-422
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c552 GCA 000714815.1 Anditalea andensis genome protein KEO75801.1 cytochrome C nitrite reductase Anditalea andensis /1-430

c552 GCA 002839375.1 ASM283937v1 protein PKL40570.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Spirochaetae bacterium HGW-Spirochaetae-1 /1-386

c552 G
CA 002266425.1 ASM

226642v1 protein O
ZV11952.1 nitrite reductase Tissierella sp. P1 /1-359

c552 GCA 002155265.1 ASM215526v1 protein ARS60296.1 Nitrit
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ductase perip
lasmic cytochrome c552 Corynebacteriu

m pseudotuberculosis /1
-425
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194078v1 protein O
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ductase B

acillus sp. M
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6 /1-352

c552 GCA 001676025.1 ASM167602v1 protein OBT13250.1 nitrite reductase cytochrome ammonia-forming c552 subunit Vibrio sp. UCD-FRSSP16 30 /1-412

c552 GCA 001921245.1 ASM192124v1 protein OLF22851.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Aeromonas sp. YN13HZO-058 /1-364
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c552 GCA 900100785.1 IMG-taxon 2675903225 annotated assembly protein SDI56769.1 nitrite reductase cytochrome c-552 Desulfosporosinus hippei DSM 8344 /1-386
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c552 GCA 000260835.1 ASM26083v1 protein EID76822.1 cytochrome c nitrite reductase subunit c552 Imtechella halotolerans K1 /1-429

c552 GCA 002729885.1 ASM272988v1 protein MBR31190.1 nitrite reductase Spirochaetaceae bacterium /8-439
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c552 GCA 001306035.1 ASM130603v1 protein KPL88093.1 cytochrome c-552 Levilinea saccharolytica /1-418
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M

18362v1 protein E
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onas sp. oral taxon 137 str. F

0430 /1-416
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c552 GCA 900089835.1 VthalassaeCECT8203 Velvet Prokka protein SNX49347.1 Cytochrome c-552 precursor Vibrio thalassae /1-377

c552 G
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 000284095.1 A

S
M

28409v1 protein B
A

L83828.1 putative cytochrom
e c nitrite reductase c552 subunit S

elenom
onas rum

inantium
 subsp. lactilytica TA

M
6421 /1-365

c552 GCA 001798725.1 ASM179872v1 protein OGR03770.1 hypothetical protein A2520 03510 Deltaproteobacteria bacterium RIFOXYD12 FULL 53 23 /1-376

c552 GCA 001583495.1 ASM158349v1 protein KXX71091.1 cytochrome c nitrite reductase Flammeovirga sp. SJP92 /1-411
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c552 G
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72534v1 protein A
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itrite reductase cytochrom
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onia-form
ing P

elosinus sp. U
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1 /1-412

c552 GCA 000298295.1 ASM29829v1 protein EKB47967.1 Cytochrome c-552 precursor Cecembia lonarensis LW
9 /1-430

c552 GCA 002163675.1 ASM216367v1 protein ARV15610.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Polaribacter sp. SA4-12 /1-429

c552 G
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A
 900142515.1 IM

G
-taxon 2654588174 annotated assem

bly protein S
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57051.1 nitrite reductase cytochrom
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onas rum
inantium

 /1-364
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de /1-411

c552 G
CA 000247995.2 ASM24799v2

 protein G
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obilic

occus pelagius NBRC 104925 /1
-409

c552 GCA 900116365.1 IMG-taxon 2619618939 annotated assembly protein SFS39286.1 nitrite reductase cytochrome c-552 Zhouia amylolytica /1-425

c552 GCA 000411115.1 Capn gran ATCC 51502 V1 protein EPD31717.1 hypothetical protein HM
PREF9331 00189 Capnocytophaga granulosa ATCC 51502 /1-420
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c552 GCA 900098745.1 Acetnomyces glycerinotoleransG10 protein SHE25825.1 cytochrome c-552/4 Actinomyces glycerinitolerans /1-409

c552 GCA 000427295.1 CyQa1.0 protein EPR68073.1 Cytochrome c552 precursor Cyclobacterium qasimii M12-11B /1-429

c552 GCA 002842755.1 ASM284275v1 protein PKP49826.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-1 /1-429
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c552 GCA 001799995.1 ASM179999v1 protein OGR95958.1 cytochrome C nitrite reductase Elusimicrobia bacterium GWF2 62 30 /1-396

c552 GCA 000020805.1 ASM2080v1 protein ACG72195.1 Nitrite reductase cytochrome ammonia-forming Anaeromyxobacter sp. K /1-401

c552 GCA 002733575.1 ASM273357v1 protein PHS11269.1 nitrite reductase Blastopirellula sp. /1-420
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c552 GCA 001795165.1 ASM179516v1 protein OGO36614.1 cytochrome c-552 Chloroflexi bacterium RBG 16 57 11 /1-416

c552 GCA 001799325.1 ASM179932v1 protein OGR07034.1 cytochrome C nitrite reductase Desulfobacca sp. RBG 16 58 9 /1-409

c552 GCA 000344315.1 ASM34431v1 protein EMG38452.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Desulfovibrio africanus PCS /1-385

c552 GCA 001825565.1 ASM182556v1 protein OHB33950.1 cytochrome C nitrite reductase Desulfuromonadaceae bacterium GWC2 58 13 /1-419

c552 GCA 003026455.1 ASM302645v1 protein PSW10070.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Photobacterium rosenbergii /1-347

c552 GCA 000233715.3 ASM23371v3 protein AGL02367.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Desulfotomaculum gibsoniae DSM 7213 /1-374
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c552 G
CA 000826205.1 Citro

bacter p
asteurii 

55-13 protein CEJ62962.1 Cytochrome c552 precursor C
itro

bacter p
asteurii 

/1-409

c552 GCA 001939735.1 ASM193973v1 protein OLQ77622.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Photobacterium proteolyticum /1-346
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c552 GCA 000020725.1 ASM2072v1 protein ACH39932.1 cytochrome c nitrite and sulfite reductase Geobacter bemidjiensis Bem /1-373

c552 GCA 002839805.1 ASM283980v1 protein PKL87216.1 ammonia-forming cytochrome c nitrite reductase Ignavibacteriae bacterium HGW-Ignavibacteriae-2 /1-402

c552 GCA 001707915.1 ASM170791v1 protein ODA43785.1 Cytochrome c nitrite reductase large subunit NrfA Thermodesulfovibrio sp. N1 /1-424

c552 GCA 002840905.1 ASM284090v1 protein PKP12183.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-4 /1-431
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c552 GCA 900156785.1 IMG-taxon 2681813558 annotated assembly protein SIS95420.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Belliella pelovolcani /1-433
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c552 G
C

A 900109885.1 IM
G

-taxon 2634166346 annotated assem
bly protein S

E
M

25743.1 nitrite reductase cytochrom
e c-552 S

yntrophus gentianae /1-403
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c552 G
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A
 900177675.1 IM

G
-taxon 27168850

53 annotated assem
bly protein S
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83597.1 respiratory nitrite reductase cytochrom
e am

m
onia-form

ing precursor B
acillus sp. O

V
166 /1-40
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c552 GCA 002779785.1 ASM277978v1 protein PIU85276.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Deltaproteobacteria bacterium CG06 land 8 20 14 3 00 44 19 /1-431

c552 G
C
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80204v1 protein KJS84211.1 hypothetical protein JM

58 11360 Peptococcaceae bacterium
 BIC

A1-8 /1-375

c552 G
CA 001897515.1 ASM

189751v1 protein O
JV22048.1 am

m
onia-form

ing cytochrom
e c nitrite reductase subunit c552 Bacteroidetes bacterium

 41-46 /1-426
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c552 GCA 000466425.1 ASM
46642v1 protein ERI61735.1 nitrite reductase Capnocytophaga sp. oral taxon 863 str. F0517 /1-420
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c552 G
C

A 900066445.1 13470 2 62 protein S
C

H
72988.1 C

ytochrom
e c-552 precursor uncultured B

acteroides sp. /1-374

c552 GCA 000020385.1 ASM2038v1 protein ACD94765.1 Nitrite reductase cytochrome ammonia-forming Geobacter lovleyi SZ /1-383

c552 GCA 001402515.1 ASM140251v1 protein KQB10223.1 cytochrome C nitrite reductase Vibrio metoecus /1-416
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c552 GCA 002954585.1 ASM295458v1 protein PQJ61574.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio chagasii /1-377
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215991v1 protein OUO88971.1 nitrite reductase Gordonibacter sp. An230 /1-337
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c552 GCA 002747695.1 ASM274769v1 protein PID68113.1 ammonia-forming cytochrome c nitrite reductase Flavobacteriia bacterium /1-437
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c552 GCA 000258405.1 ASM25840v1 protein AFH48573.1 Formate-dependent nitrite reductase cytochrome c552 subunit Ignavibacterium album JCM 16511 /1-420
c552 GCA 002839825.1 ASM283982v1 protein PKL86473.1 ammonia-forming cytochrome c nitrite reductase Ignavibacteriae bacterium HGW-Ignavibacteriae-1 /1-414
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c552 GCA 000183405.1 ASM18340v1 protein ADR18397.1 nitrite reductase cytochrome ammonia-forming Calditerrivibrio nitroreducens DSM 19672 /1-396
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c552 GCA 000015045.1 ASM1504v1 protein ABL01296.1 respiratory nitrite reductase cytochrome ammonia-forming precursor plasmid Pelobacter propionicus DSM 2379 /1-392
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G-taxon 2708742413 annotated assembly protein SIQ13406.1 respiratory nitrit

e reductase cytochrome ammonia-forming precursor A
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c552 GCA 002007065.1 ASM200706v1 protein OON53711.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Flavobacterium sp. KBS0721 /3-441
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c552 GCA 000023845.1 ASM
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c552 GCA 001799365.1 ASM179936v1 protein OGR17996.1 cytochrome C nitrite reductase Desulfobacterales bacterium GWB2 56 26 /1-411
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c552 GCA 000695685.1 Soap denovo 2.01 protein KDN30261.1 cytochrome C nitrite reductase Vibrio fortis /1-377
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c552 GCA 002840685.1 ASM284068v1 protein PKN91713.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Chloroflexi bacterium HGW-Chloroflexi-6 /1-411
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c552 G
C

A 001915345.1 ASM
191534v1 protein O

KZ00637.1 am
m

onia-form
ing cytochrom

e c nitrite reductase subunit c552 Bacteroidales bacterium
 43 36 /1-398

c5
52

 G
C

A
 0

01
75

11
15

.2
 A

S
M

17
51

11
v2

 p
ro

te
in

 O
E

U
48

99
4.

1 
cy

to
ch

ro
m

e 
c-

55
2 

D
es

ul
fu

ro
m

on
ad

al
es

 b
ac

te
riu

m
 C

00
00

30
96

 /1
-4

15

c5
52

 G
C

A
 0

02
00

53
05

.1
 A

S
M

20
05

30
v1

 p
ro

te
in

 A
Q

S
40

32
4.

1 
re

sp
ira

to
ry

 n
itr

ite
 r

ed
uc

ta
se

 c
yt

oc
hr

om
e 

S
he

w
an

el
la

 p
sy

ch
ro

ph
ila

 /1
-3

98

c552 GCA 000325705.1 ASM32570v1 protein AGA77150.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Echinicola vietnamensis DSM 17526 /1-429

c552 GCA 000279145.1 ASM27914v1 protein AFN74337.1 cytochrome c nitrite reductase catalytic subunit NrfA Melioribacter roseus P3M-2 /1-415
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c552 GCA 000013385.1 ASM1338v1 protein ABC80685.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Anaeromyxobacter dehalogenans 2CP-C /1-401
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c552 GCA 000214705.1 ASM21470v1 protein AEG16276.1 Nitrite reductase cytochrome ammonia-forming Desulfotomaculum kuznetsovii DSM 6115 /1-388

c552 GCA 000023645.1 ASM2364v1 protein ACT17356.1 Nitrite reductase cytochrome ammonia-forming Geobacter sp. M21 /1-373
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c552 GCA 002840945.1 ASM284094v1 protein PKP19544.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-20 /1-433

c552 GCA 002265265.1 ASM226526v1 protein OZS45194.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Photobacterium sanguinicancri /1-346
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c552 GCA 001443605.1 ASM144360v1 protein ALO14423.1 Cytochrome c-552 precursor Salinivirga cyanobacteriivorans /1-429
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c552 GCA 002883135.1 ASM288313v1 protein PMU06532.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Aeromonas salmonicida /1-366

c552 GCA 000808535.1 ASM80853v1 protein KHT45993.1 cytochrome C nitrite reductase Vibrio sinaloensis /1-377

c552 GCA 002708315.1 ASM270831v1 protein MAZ93297.1 ammonia-forming cytochrome c nitrite reductase Lentimicrobiaceae bacterium /1-437

c552 GCA 002877365.1 ASM287736v1 protein PMJ91425.1 nitrite reductase Vibrio sp. 10N.261.55.A7 /1-377

c552 GCA 000177215.2 ASM17721v2 protein EHJ47914.1 Nitrite reductase Desulfovibrio sp. FW1012B /1-414

c552 GCA 001800075.1 ASM180007v1 protein OGR93575.1 nitrite
 reductase Elusimicrobia bacterium RIFCSPLOWO2 01 FULL 59 12 /1-411
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c552 GCA 002920915.1 ASM292091v1 protein POY34885.1 ammonia-forming cytochrome c nitrite reductase Solitalea sp. HR-AV /1-433

c552 GCA 002954705.1 ASM295470v1 protein PQJ89445.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Aliivibrio sifiae /1-407

c552 GCA 000603765.1 ASM60376v1 protein EYI65494.1 cytochrome c nitrit
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ductase subunit c
552 Salmonella enterica subsp. e
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c552 GCA 001802615.1 ASM180261v1 protein OGT98289.1 cytochrome C nitrite reductase Geobacteraceae bacterium GWC2 48 7 /1-385
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-taxon 25825812

62 annotated assem
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48433.1 respiratory nitrite reductase cytochrom
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ing precursor D

esulfopila aestuarii D
S

M
 18488 /1-382

c552 GCA 001541255.1 ASM154125v1 protein KWT82654.1 cytochrome C nitrite reductase Nitrospirae bacterium HCH-1 /1-391

c552 G
CA 002840895.1 ASM

284089v1 protein PKO
99504.1 am
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ing cytochrom
e c nitrite reductase Bacteroidetes bacterium
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W

-Bacteroidetes-8 /1-420

c552 GCA 002840975.1 ASM284097v1 protein PKP33567.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-16 /1-437

c552 GCA 001784175.1 ASM178417v1 protein OGH61104.1 nitrite
 reductase Candidatus Lindowbacteria bacterium RIFCSPLOWO2 12 FULL 62 27 /1-415

c552 GCA 002731545.1 ASM273154v1 protein MBV08292.1 nitrite reductase Rubinisphaera sp. /1-424
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c552 GCA 000318275.2 ASM
31827v2 protein EKY10073.1 nitrite reductase Capnocytophaga sp. oral taxon 332 str. F0381 /1-417

c552 GCA 002156885.1 ASM215688v1 protein OUL61161.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Flavobacterium sp. AJR /1-430
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ing P
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c552 GCA 000496695.1 ASM49669v1 protein GAD88631.1 cytochrome c-552 Vibrio halioticoli NBRC 102217 /1-412

c552 GCA 001306055.1 ASM130605v1 protein KPL75251.1 cytochrome c-552 Bellilinea caldifistulae /1-416

c552 GCA 001802975.1 ASM180297v1 protein OGU93015.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteria bacterium RIFOXYA2 FULL 35 10 /1-416
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c552 GCA 002902865.1 ASM290286v1 protein AUT44182.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Aeromonas sp. ASNIH5 /1-374

c552 GCA 001799715.1 ASM179971v1 protein OGR62307.1 cytochrome C nitrite reductase Elusimicrobia bacterium GWB2 63 16 /1-411
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c552 GCA 002302495.1 ASM
230249v1 protein ATA70889.1 am
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onia-form

ing cytochrom
e c nitrite reductase subunit c552 Capnocytophaga sputigena /1-416

c552 GCA 002704825.1 ASM270482v1 protein MAX23538.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Phycisphaeraceae bacterium /1-419

c552 GCA 001999965.1 ASM199996v1 protein AQQ70244.1 Cytochrome c-552 precursor Phycisphaerae bacterium SM-Chi-D1 /1-425
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c552 GCA 900188245.1 IMG-taxon 2706794919 annotated assembly protein SNS17717.1 nitrite reductase cytochrome c-552 Belliella buryatensis /1-433

c552 GCA 001802125.1 ASM180212v1 protein OGU02519.1 cytochrome C Geobacteraceae bacterium GWC2 55 20 /1-370

c552 GCA 001682195.1 ASM168219v1 protein ANQ52678.1 Nitrite reductase formate-dependent cytochrome Flammeovirga sp. MY04 /1-431
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acillus persicus /1-390

c552 GCA 001796965.1 ASM179696v1 protein OGO46627.1 cytochrome c-552 Chloroflexi bacterium RBG 16 64 43 /1-401

c552 GCA 001691055.1 ASM169105v1 protein OCH17693.1 nitrite reductase cytochrome ammonia-forming c552 subunit Aliivibrio logei /1-407
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c552 GCA 002741945.1 ASM274194v1 protein PIA77703.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Gaetbulibacter sp. 4G1 /1-429
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e c nitrite reductase Capnocytophaga sp. oral taxon 878 /1-416
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c552 GCA 002021755.1 ASM202175v1 protein AQW59222.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio owensii /1-415

c552 GCA 900107935.1 IMG-taxon 2617270906 annotated assembly protein SEG23548.1 nitrite reductase cytochrome c-552 Vibrio hangzhouensis /1-377
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c552 GCA 000012925.1 ASM1292v1 protein ABB30539.1 cytochrome c nitrite and sulfite reductase catalytic subunit lipoprotein Geobacter metallireducens GS-15 /1-395
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c552 GCA 000170855.1 ASM17085v1 protein EDM65449.1 cytochrome c552 Moritella sp. PE36 /1-346
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c552 GCA 001399455.2 ASM139945v2 protein OAJ92927.1 cytochrome c nitrite reductase Vibrio bivalvicida /1-377
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c552 GCA 002877875.1 ASM287787v1 protein PMP62664.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Caldimicrobium thiodismutans /1-419
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c552 GCA 002893765.1 ASM289376v1 protein AUS06167.1 ammonia-forming cytochrome c nitrite reductase Tamlana sp. UJ94 /1-429
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c552 GCA 002209445.1 ASM
220944v1 protein ASF42337.1 am
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onia-form

ing cytochrom
e c nitrite reductase subunit c552 Capnocytophaga sp. ChDC OS43 /1-416

c552 GCA 002810405.1 ASM281040v1 protein PJX21746.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Psychroflexus sp. S27 /1-434

c552 GCA 000775715.1 ASM77571v1 protein KGY13849.1 cytochrome C nitrite reductase Vibrio tubiashii /1-377
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c552 GCA 000067165.1 ASM6716v1 protein CAN91595.1 Nitrite
 reductase cytochrome ammonia-forming Sorangium cellulosum So ce56 /1-409
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48664.1 cytochrom
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 nitrite reductase P
revotella enoeca /1-436

c552 GCA 001274805.1 ASM127480v1 protein KOO03893.1 cytochrome C nitrite reductase Vibrio nereis /1-411

c5
52

 G
C

A
 9

00
10

01
75

.1
 IM

G
-t

ax
on

 2
63

41
66

3
24

 a
nn

ot
at

ed
 a

ss
em

bl
y 

pr
ot

ei
n 

S
D

J6
00

39
.1

 r
e

sp
ira

to
ry

 n
itr

ite
 r

ed
uc

ta
se

 c
yt

oc
hr

om
e 

am
m

on
ia

-f
or

m
in

g 
pr

ec
ur

so
r 

F
er

rim
on

as
 s

ed
im

in
um

 /1
-3

38

c552 GCA 000413315.1 Prop sp oral ta
xon 192 F0372 V1 protein EPH03454.1 hypothetical protein HMPREF1531 01515 Propionibacterium sp. oral ta

xon 192 str. F
0372 /1-410

c552 GCA 001797785.1 ASM179778v1 protein OGP69108.1 cytochrome C nitrite reductase Deltaproteobacteria bacterium RBG 13 60 28 /1-382
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c552 GCA 002841915.1 ASM284191v1 protein PKN49411.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium HGW
-Deltaproteobacteria-16 /1-397
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c552 GCA 900129285.1 IMG-taxon 2582580749 annotated assembly protein SHE42030.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Desulfotomaculum australicum DSM 11792 /1-388

c552 GCA 000447795.1 CLC Hybrid Filtered protein EQC47449.1 nitrite reductase cytochrome c552 ammonia-forming Bacteriovorax sp. Seq25 V /1-415

c552 GCA 001971785.1 ASM197178v1 protein APY09904.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Seonamhaeicola sp. S2-3 /1-429
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e C
 nitrite reductase P

revotella fusca JC
M

 17724 /1-439

c552 GCA 002843315.1 ASM284331v1 protein PKQ65579.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Labilibaculum filiforme /1-382
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ductase Actin

omyces gaoshouyii /1
-424

c552 GCA 002401385.1 ASM240138v1 protein PCI34788.1 ammonia-forming cytochrome c nitrite reductase Flavobacteriaceae bacterium /1-425

c552 GCA 001804865.1 ASM180486v1 protein OGV44429.1 hypothetical protein A2X46 05965 Lentisphaerae bacterium GWF2 57 35 /1-421

c552 GCA 002839795.1 ASM283979v1 protein PKL83929.1 ammonia-forming cytochrome c nitrite reductase Ignavibacteriae bacterium HGW-Ignavibacteriae-3 /2-427
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c552 GCA 900111765.1 IMG-taxon 2693429886 annotated assembly protein SET64909.1 respiratory nitrite
 reductase cytochrome ammonia-forming precursor Myxococcus fulvus /1-413
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c552 GCA 000022265.1 ASM2226v1 protein ACM21454.1 cytochrome c nitrite reductase 8 heme-binding sites Geobacter daltonii FRC-32 /1-336
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te re
ductase subunit c

552 Citro
bacter fr

eundii c
omplex sp. C

FNIH2 /1
-410

c552 G
CA 900111575.1 IM

G
-taxon 2602042032 annotated assem

bly protein SES83086.1 respiratory nitrite reductase cytochrom
e am

m
onia-form

ing precursor Anaerobranca gottschalkii DSM
 13577 /1-354

c552 GCA 000162875.1 ASM
16287v1 protein EEZ60517.1 putative nitrite reductase Slackia exigua ATCC 700122 /1-356

c552 GCA 001592755.1 ASM159275v1 protein KYG69886.1 nitrite reductase Bdellovibrio bacteriovorus /1-426

c552 GCA 001805085.1 ASM180508v1 protein OGW45057.1 hypothetical protein A2078 10520 Nitrospirae bacterium GWC2 57 9 /1-378
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c552 GCA 000830475.1 ASM83047v1 protein GAM75049.1 cytochrome c552 precursor Vibrio ishigakensis /1-411
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c552 GCA 000961035.1 ASM96103v1 protein AJY69393.1 cytochrome C nitrite reductase Geobacter sulfurreducens /1-393
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c552 GCA 001914735.1 ASM191473v1 protein OLB32788.1 nitrit
e reductase Acidobacteria bacterium 13 2 20CM 58 27 /1-404

c552 G
C

A 000292955.1 S
spC

M
52v1.0 protein E
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ing S
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c552 GCA 002903825.1 ASM290382v1 protein POC59538.1 nitrite reductase cytochrome ammonia-forming c552 subunit Vibrio vulnificus /1-408
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c552 G
C

A
 002272245.1 assem

bly-7884-1 v1 protein P
A

E
36480.1 nitrite reductase B

acillus sp. 7884-1 /1-381
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S
M

155326v1 protein K
X

B
85990.1 nitrite reductase P

revotella sp. D
N

F
00663 /1-439

c552 GCA 900119795.1 MARIT PRJEB17743 protein SFZ82691.1 Cytochrome c-552 Tenacibaculum maritimum /1-429

c552 GCA 001799895.1 ASM179989v1 protein OGR73465.1 cytochrome C nitrite reductase Elusimicrobia bacterium GWD2 63 28 /1-400

c552 GCA 000265405.1 ASM26540v1 protein AFL85155.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Belliella baltica DSM 15883 /1-433

c552 GCA 002871945.1 ASM287194v1 protein PMC84865.1 ammonia-fo
rm

ing cytochrome c nitrit
e re

ductase subunit c
552 Actinomyces hominis /1

-408

c552 G
CA 000478805.1 PacidF0233v2.0 protein ERK54262.1 nitri
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ductase cytochrome ammonia-fo

rm
ing Propionibacteriu

m acidifa
ciens F0233 /1

-427

c552 GCA 002109985.1 ASM210998v1 protein OSL94529.1 nitrit
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ductase Escherichia coli E
1118 /1-375
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c552 Thermoflexus hugenholtzii 1/1-388
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revotella denticola C
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c552 GCA 000317895.1 ASM31789v1 protein AFY02443.1 nitrite reductase periplasmic cytochrome c552 Bdellovibrio bacteriovorus str. Tiberius /1-428
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c552 GCA 000603525.1 ASM60352v1 protein EYI02206.1 cytochrome c nitrit
e re

ductase subunit c
552 Salmonella enterica subsp. enterica serovar H

eidelberg str. 
N4630 /1-410
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 001717585.1 A

S
M

171758v1 protein A
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H
48285.1 nitrite reductase S

elenom
onas sp. oral taxon 920 /1-370
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CA 001898935.1 ASM

189893v1 protein O
JX88579.1 am

m
onia-form

ing cytochrom
e c nitrite reductase subunit c552 Paludibacter sp. 47-17 /1-427
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c552 GCA 000783775.2 ASM78377v2 protein AUU24226.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Aeromonas caviae /1-393
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revotella sp. oral taxon 29
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c552 GCA 002305895.1 ASM230589v1 protein ATB46584.1 nitrite reductase Myxococcus macrosporus DSM 14697 /1-410
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C

A 002849695.1 A
S

M
284969v1 protein A

U
I48814.1 am

m
onia-form

ing cytochrom
e c nitrite reductase subunit c552 B

acteroides fragilis /1-434
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c552 G
C

A 900101835.1 IM
G

-taxon 2634166305 annotated assem
bly protein SD

D
28897.1 respiratory nitrite reductase cytochrom

e am
m

onia-form
ing precursor Peptococcus niger /1-369

c552 GCA 000687355.2 ASM68735v2 protein KXU78566.1 cytochrome c nitrit
e reductase Aeromonas enteropelogenes /1-411

c552 GCA 000786105.1 ASM78610v1 protein KHD90017.1 nitrite reductase Bdellovibrio sp. ArHS /1-426

c552 G
CA 002185305.1 ASM218530v1

 protein O
VO91995.1 ammonia-fo

rm
ing cyto

chrome c nitri
te re

ductase subunit c
552 Citro

bacter w
erkm

anii /1
-411

c552 GCA 001447335.1 ASM144733v1 protein ALP40612.1 cytochrome c nitrit
e reductase subunit c

552 Aeromonas schubertii 
/1-346
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c552 GCA 001516145.1 41k protein KUO66457.1 cytochrome c nitrite reductase Lutibacter sp. BRH c52 /1-427
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c552 GCA 001653815.1 ASM165381v1 protein OAS37902.1 nitrite reductase Opitutaceae bacterium TAV3 /1-433

c552 GCA 900103275.1 IM
G-ta

xon 2617270936 annotated assembly protein SDL08082.1 nitrit
e re

ductase cytochrome c-552 Tessaracoccus oleiagri /1
-425

c552 GCA 000478885.1 ASM
47888v1 protein BAN76524.1 nitrite reductase Adlercreutzia equolifaciens DSM

 19450 /1-345

c552 G
C

A
 001866005.1 A

S
M

186600v1 protein O
IJ17587.1 nitrite reductase A

naerobacillus alkalilacustris /1-371

c552 GCA 900111425.1 IMG-taxon 2693429902 annotated assembly protein SES65024.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Draconibacterium orientale /4-440

c552 GCA 002880475.1 ASM288047v1 protein PMT86219.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio parahaemolyticus /1-415
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c552 GCA 001871085.1 ASM187108v1 protein OIO01983.1 cytochrome C nitrite reductase Desulfovibrionaceae bacterium CG1 02 65 16 /1-422

c552 G
C

A 900095405.1 A
P

W
 K

L86P
LE

1 v1 protein S
C

M
83502.1 C

ytochrom
e c-552 uncultured S

porom
usa sp. /1-398

c552 GCA 900129665.1 IMG-taxon 2617270824 annotated assembly protein SHG20785.1 nitrite reductase cytochrome c-552 Spongiibacterium flavum /1-411
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c552 GCA 001029455.1 ASM102945v1 protein KLV11507.1 cytochrome C nitrite
 reductase Photobacterium ganghwense /1-410

c552 GCA 001802995.1 ASM180299v1 protein OGV11899.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteria bacterium RIFOXYA2 FULL 37 17 /1-420

c552 GCA 001914235.1 ASM191423v1 protein OKY74058.1 cytochrome C nitrite reductase Desulfobulbaceae bacterium DB1 /1-377

c552 GCA 002841765.1 ASM284176v1 protein PKN13488.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium HGW-Deltaproteobacteria-4 /1-365
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c552 GCA 001306145.1 ASM130614v1 protein KPL82064.1 cytochrome c-552 Thermanaerothrix daxensis /1-408

c552 GCA 000735425.1 GLGR DRAFTv1 protein KFC94260.1 cytochrome c552 Leminorella grim
ontii A

TCC 33999 DSM 5078 /1-379

c552 GCA 000092365.1 ASM9236v1 protein ADH93176.1 Nitrit
e re

ductase cytochrome ammonia-fo
rm

ing Arcanobacterium haemolyticum DSM 20595 /1-428

c552 GCA 002302635.1 ASM230263v1 protein ATA90405.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Capnocytophaga stomatis /1-414

c552 GCA 002443295.1 ASM244329v1 protein GAX63089.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Candidatus Scalindua sp. husup-a2 /1-432

c552 GCA 001799285.1 ASM179928v1 protein OGQ88307.1 hypothetical protein A2512 03100 Deltaproteobacteria bacterium RIFOXYD12 FULL 56 24 /1-378
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c552 G
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A 000024105.1 ASM
2410v1 protein AC
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itrite reductase cytochrom

e am
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onia-form
ing Anaerococcus prevotii D

SM
 20548 /1-357

c552 GCA 002717505.1 ASM271750v1 protein MBI39661.1 nitrite reductase Leptospiraceae bacterium /1-408
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c552 GCA 900044025.1 CHCKI002 protein CVH77994.1 Cytochrom
e c-552 precursor Coriobacteriaceae bacterium

 CHKCI002 /1-337
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revotella oralis C
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c552 GCA 001274855.1 ASM127485v1 protein KOO14105.1 cytochrome C nitrite reductase Vibrio xuii /1-378
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c552 GCA 001804565.1 ASM180456v1 protein OGU56983.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteria bacterium GWF2 33 9 /1-415
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c5
52 G

CA 900111
385.1 IM

G-ta
xo

n 2687453746 annotated ass
embly 

protein SEV84706.1 re
sp

ira
tory 

nitri
te re

ducta
se

 cy
toch

rome ammonia-fo
rm

ing precu
rso

r A
ustw

ick
ia ch

elonae /1
-433

c552 G
C

A
 001721685.1 A

S
M

172168v1 protein A
O

M
82186.1 C

ytochrom
e c552 precursor B
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c552 GCA 002514735.1 ASM251473v1 protein PCE66646.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Sediminicola luteus /1-427
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c552 GCA 000212675.2 ASM21267v2 protein EGJ49391.1 Nitrite reductase cytochrome ammonia-forming Desulfovibrio africanus str. Walvis Bay /1-385
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c552 GCA 002836355.1 ASM283635v1 protein PKH06082.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Moritella sp. Urea-trap-13 /1-346
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c552 GCA 001693615.1 ASM169361v1 protein ANW23624.1 nitrite reductase cytochrome ammonia-forming c552 subunit Vibrio coralliilyticus /1-377
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c552 GCA 000244895.1 ASM24489v1 protein EHQ87882.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Desulfosporosinus youngiae DSM 17734 /1-384
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c552 GCA 002872415.1 ASM287241v1 protein AUN99257.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Bacteriovorax stolpii /1-418
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c552 GCA 002117975.1 ASM211797v1 protein GAW
67012.1 cytochrome C nitrite reductase Geobacter pelophilus /1-372
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c552 GCA 000756505.1 ASM75650v1 protein AIP99978.1 cytochrome C nitrite reductase subunit c552 Ornithobacterium rhinotracheale ORT-UMN 88 /1-428
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c552 GCA 000242635.3 ASM24263v3 protein AFD05464.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Solitalea canadensis DSM 3403 /3-437

c552 GCA 000775755.1 ASM77575v1 protein GAL88566.1 cytochrome c552 precursor Jejuia pallidilutea /1-429

c552 GCA 001799225.1 ASM179922v1 protein OGR07932.1 cytochrome C nitrite reductase Deltaproteobacteria bacterium RIFOXYD12 FULL 50 9 /1-387

c552 GCA 001939755.1 ASM193975v1 protein OLQ94757.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio panuliri /1-377
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c552 GCA 001803165.1 ASM180316v1 protein OGV12959.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteria bacterium RIFOXYC2 FULL 38 25 /1-371
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c552 GCA 900106565.1 IMG-taxon 2693429896 annotated assembly protein SDW07387.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Lutibacter oricola /1-427
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c552 GCA 001446895.1 ASM144689v1 protein KRW64401.1 cytochrome C nitrit
e reductase Aeromonas allosaccharophila /1-364
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c552 GCA 900168045.1 IMG-taxon 2595698246 annotated assembly protein SKB49055.1 nitrite reductase cytochrome c-552 Salegentibacter holothuriorum /1-431

c552 GCA 003002875.1 ASM300287v1 protein PRY53192.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Arcticibacter pallidicorallinus /1-430

c552 GCA 002869305.1 ASM286930v1 protein PLX14472.1 ammonia-forming cytochrome c nitrite reductase Marinilabiliales bacterium /1-425
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c552 GCA 003003005.1 ASM300300v1 protein PRY87191.1 nitrite reductase cytochrome c-552 Mongoliibacter ruber /1-433
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c552 GCA 002869405.1 ASM286940v1 protein PLW97734.1 ammonia-forming cytochrome c nitrite reductase Marinilabiliales bacterium /5-443

c552 Bacteroides fragilis YC
H

46 1/1-373

c552 GCA 000024605.1 ASM2460v1 protein ACX52972.1 Nitrite reductase cytochrome ammonia-forming Ammonifex degensii KC4 /1-374

c552 GCA 000245055.1 ASM24505v1 protein EIG52754.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Desulfovibrio sp. U5L /1-414
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omyces nasicola /1
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c552 GCA 900167465.1 IMG-taxon 2585428117 annotated assembly protein SJZ54612.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Geobacter thiogenes /1-382

c552 GCA 900143285.1 IMG-taxon 2582580732 annotated assembly protein SHN78955.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Desulfitobacterium chlororespirans DSM 11544 /1-383

c552 GCA 001874155.1 ASM187415v1 protein OIQ25575.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio sp. MedPE-SWchi /1-409
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e c-552 precursor uncultured B
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c552 GCA 002286655.1 ASM228665v1 protein PAU37509.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Vibrio coralliilyticus /1-377

c552 GCA 001879205.1 ASM187920v1 protein OIV41228.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Flavobacterium johnsoniae /1-430

c552 GCA 001802205.1 ASM180220v1 protein OGU28518.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteria bacterium GWA2 35 9 /1-423
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c552 GCA 002840355.1 ASM284035v1 protein PKM98842.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Elusimicrobia bacterium HGW-Elusimicrobia-3 /1-376

c552 GCA 002878055.1 ASM287805v1 protein PMP69846.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Thermodesulfovibrio aggregans /1-417
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c552 GCA 000176235.1 ASM17623v1 protein EEX91682.1 cytochrome c552 precursor Vibrio orientalis CIP 102891 ATCC 33934 /1-378
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c552 GCA 002050295.1 ASM205029v1 protein OQY71870.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteriales bacterium UTCHB2 /1-419
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c552 GCA 002886045.1 ASM288604v1 protein AUP77615.1 ammonia-forming cytochrome c nitrite reductase Flavivirga eckloniae /1-426
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ing precursor B

acteroides luti /1-436

c552 GCA 001690985.1 ASM169098v1 protein OCH33347.1 nitrite reductase cytochrome ammonia-forming c552 subunit Aliivibrio sp. 1S175 /1-346

c552 GCA 002840935.1 ASM284093v1 protein PKP21878.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-21 /4-442
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c552 GCA 001936595.1 ASM193659v1 protein OLN25804.1 Cytochrome c552 precursor Desulfovibrio sp. DV /1-387

c552 GCA 000960765.1 ASM96076v1 protein KJR49509.1 Cytochrome c552 precursor Desulfosporosinus sp. I2 /1-383
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c552 GCA 002779455.1 ASM277945v1 protein PIU53737.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium CG07 land 8 20 14 0 80 60 11 /4-414
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c552 GCA 002874415.1 ASM287441v1 protein PMH37260.1 nitrite reductase Vibrio sp. 10N.286.49.C2 /1-377
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ing D
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onas soudanensis /1-427
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c552 GCA 001769835.1 ASM176983v1 protein OFZ19084.1 nitrite
 reductase Bdellovibrionales bacterium GWB1 55 8 /1-424

c552 GCA 002302415.1 ASM230241v1 protein ATA87992.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Capnocytophaga gingivalis /1-424
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c552 GCA 900129935.1 IMG-taxon 2585428067 annotated assembly protein SHI08181.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Desulfosporosinus lacus DSM 15449 /1-382
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ans Z-2901 /1-366
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c552 G
CA 900188145.1 IM

G
-taxon 2706794911 annotated assem

bly protein SNS25041.1 respiratory nitrite reductase cytochrom
e am

m
onia-form

ing precursor Anaerovirgula m
ultivorans /1-357

c552 GCA 000766795.1 ASM76679v1 protein KGL62173.1 cytochrome c552 precursor Polaribacter sp. Hel1 85 /1-431

c552 GCA 000155105.1 ASM15510v1 protein EDS90158.1 form
ate-dependent cytochrome c nitrit

e re
ductase c552 subunit E

scherichia albertii 
TW07627 /1-375
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CA 000016985.1 ASM

1698v1 protein ABR49070.1 Nitrite reductase cytochrom
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onia-form

ing Alkaliphilus m
etalliredigens Q
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F /1-395

c552 GCA 000242935.3 ASM24293v3 protein AHF92682.1 cytochrome C nitrite reductase subunit c552 Opitutaceae bacterium TAV5 /1-433

c552 GCA 002302615.1 ASM
230261v1 protein ATA82083.1 am

m
onia-form

ing cytochrom
e c nitrite reductase subunit c552 Capnocytophaga leadbetteri /1-414
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G-ta

xon 2671180235 annotated assembly protein SDY24817.1 nitrit
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ductase cytochrome c-552 Tessaracoccus fla
vus /1

-412
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176946v1 protein O
FZ11742.1 am
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ing cytochrom
e c nitrite reductase subunit c552 Bacteroidetes bacterium

 RIFO
XYC2 FULL 39 11 /1-419

c552 Anaerolinea thermolimosa 1/1-383

c5
52

 G
C

A 
00

02
62

24
5.

1 
AS

M
26

22
4v

1 
pr

ot
ei

n 
EI

J6
81

35
.1

 fo
rm

at
e-

de
pe

nd
en

t c
yt

oc
hr

om
e 

c 
ni

tri
te

 re
du

ct
as

e 
c5

52
 s

ub
un

it 
Pa

st
eu

re
lla

 b
et

ty
ae

 C
C

U
G

 2
04

2 
/1

-3
78

c552 GCA 002842095.1 ASM284209v1 protein PKO16238.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 candidate division BRC1 bacterium HGW-BRC1-1 /1-414

c552 GCA 001896145.1 ASM189614v1 protein OJT25765.1 nitrite
 reductase Archangium sp. Cb G35 /1-411

c552 GCA 001799555.1 ASM179955v1 protein OGR53658.1 nitrite
 reductase Elusimicrobia bacterium GWA2 38 7 /1-421

c552 GCA 000961585.1 41k protein KJR98312.1 cytochrome C nitrite reductase Peptococcaceae bacterium BRH c4a /1-374

c552 Melioribacter roseus P3M 1/1-374

c552 GCA 002875555.1 ASM287555v1 protein PMN81702.1 nitrite reductase Vibrio sp. 10N.261.45.A1 /1-377

c552 GCA 001798755.1 ASM179875v1 protein OGP65189.1 cytochrome C Deltaproteobacteria bacterium RBG 13 47 9 /1-375

c552 GCA 002100145.1 ASM210014v1 protein ORT49662.1 cytochrome C nitrite reductase Vibrio sp. qd031 /1-414

c552 GCA 001899775.1 ASM189977v1 protein OJZ16729.1 cytochrome C Thiobacillus sp. 65-29 /1-374

c552 GCA 002277955.1 ASM227795v1 protein ASV74052.1 Cytochrome c552 precursor Thermogutta terrifontis /1-415

c552 GCA 001802135.1 ASM180213v1 protein OGU10393.1 cytochrome C nitrite reductase Geobacteraceae bacterium GW
C2 58 44 /1-405
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c552 GCA 002083555.1 ASM208355v1 protein OQW62481.1 nitrite
 reductase Nitrospira sp. ST-bin5 /1-404
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c552 GCA 002842495.1 ASM284249v1 protein PKP02820.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-6 /1-428
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c552 GCA 001670735.1 RCAD0111 protein OBP63249.1 cytochrome c nitrite reductase Riemerella anatipestifer /1-414

c552 GCA 000583675.1 ASM58367v1 protein GAF01529.1 cytochrome c-552 precursor Saccharicrinis fermentans DSM 9555 JCM 21142 /1-431
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c552 GCA 000017505.1 ASM1750v1 protein ABS25164.1 Nitrite reductase cytochrome ammonia-forming Anaeromyxobacter sp. Fw109-5 /1-405
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c552 G
C

A 000758765.1 04 N
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M
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F04854.1 nitrite reductase Anaerococcus lactolyticus S7-1-13 /1-365

c552 GCA 003026495.1 ASM302649v1 protein PSW17594.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Photobacterium sanctipauli /1-347
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c552 GCA 900187255.1 51184 F02 protein SNV14851.1 Cytochrome c-552 precursor Capnocytophaga haemolytica /1-341
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c552 GCA 001803795.1 ASM180379v1 protein OGW63223.1 cytochrome C nitrite reductase Nitrospirae bacterium RBG 16 64 22 /1-382
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e c-552 Bacteroidales bacterium
 CF /1-413
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c552 GCA 002839285.1 ASM283928v1 protein PKL17216.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Spirochaetae bacterium HGW-Spirochaetae-5 /1-415

c552 GCA 001192835.1 ASM119283v1 protein GAP44724.1 formate-dependent nitrite reductase periplasmic cytochrome c552 subunit Lentimicrobium saccharophilum /1-413
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m
onia-form
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e c nitrite reductase subunit c552 Tannerella sp. oral taxon 808 /1-426

c552 GCA 001628815.1 ASM162881v1 protein ANA41308.1 cytochrome C nitrite reductase Geobacter anodireducens /1-383
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G
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103944v1 protein KM

M
31526.1 cytochrom
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c552 GCA 001795575.1 ASM179557v1 protein OGP29373.1 hypothetical protein A2X91 04860 Deltaproteobacteria bacterium GWB2 65 81 /1-382
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actbactF0290v01 protein E
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T33218.1 nitrite reductase B

acteroidetes bacterium
 oral taxon 272 str. F0290 /1-435
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 alkalitolerans D
S

M
16529 v1.0 protein E
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30509.1 cytochrom
e c5

52 D
esulfovibrio alkalitolerans D

S
M

 16529 /1-402

c552 GCA 002877155.1 ASM287715v1 protein PMK83532.1 nitrite reductase Vibrio sp. 10N.261.52.E5 /1-377

c552 GCA 900113005.1 IMG-taxon 2663762719 annotated assembly protein SFF88293.1 nitrite reductase cytochrome c-552 Sunxiuqinia elliptica /1-431

c552 GCA 001791795.1 ASM179179v1 protein OGM04439.1 cytochrome C nitrite reductase Candidatus Wallbacteria bacterium GWC2 49 35 /1-370

c552 GCA 000173075.1 ASM17307v1 protein EDY20839.1 Nitrite
 reductase cytochrome ammonia-forming Chthoniobacter fla

vus Ellin428 /1-409

c552 GCA 002868945.1 ASM286894v1 protein PLX50663.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Desulfobulbaceae bacterium /1-392
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c552 GCA 001880285.1 ASM188028v1 protein APD06918.1 nitrite reductase cytochrome ammonia-forming Flavobacteriaceae bacterium UJ101 /1-425

c552 GCA 002698995.1 ASM269899v1 protein MAT57261.1 ammonia-forming cytochrome c nitrite reductase Ignavibacteriae bacterium /1-420

c552 GCA 001799475.1 ASM179947v1 protein OGR35714.1 cytochrome C nitrite reductase Desulfovibrionales bacterium GWA2 65 9 /1-410

c5
52

 G
CA 0

01
31

99
55

.1
 5

13
9 

5 
3 

pr
ot

ein
 C

FQ28
90

1.
1 

cy
to

ch
ro

m
e 

c5
52

 Y
er

sin
ia 

en
te

ro
co

liti
ca

 /1
-3

72

c552 GCA 002684555.1 ASM268455v1 protein MAC54318.1 nitrite reductase Gimesia sp. /1-407
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c552 G
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216176v1 protein O
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onia-form
ing cytochrom

e c nitrite reductase subunit c552 B
acteroides sp. A

n322 /1-434

c552 GCF 002487355.1 ASM248735v1 protein WP 097297403.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Candidatus Methanoperedens sp. BLZ2 /1-409

c552 GCA 002878565.1 ASM287856v1 protein PMI59532.1 nitrite reductase Vibrio splendidus /1-377
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e c552 precursor B
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-1 /1-393
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15595v1 protein E
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68503.1 nitrite reductase M
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M

 20544 /1-361

c552 GCA 001592745.1 ASM159274v1 protein KYG62286.1 nitrite reductase Bdellovibrio bacteriovorus /1-426
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191543v1 protein O
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m

onia-form
ing cytochrom

e c nitrite reductase subunit c552 Bacteroides sp. 41 26 /1-436

c552 GCA 900087055.1 31289 E01 protein SBT61071.1 Cytochrome c-552 precursor P
lesiomonas shigelloides /1-409

c552 GCA 002906925.1 ASM290692v1 protein POG24951.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Aeromonas bestiarum /1-374

c552 GCA 002875945.1 ASM287594v1 protein PMM71916.1 nitrite reductase Vibrio lentus /1-377

c552 GCA 002356295.1 ASM235629v1 protein BAX79396.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Marinifilaceae bacterium SPP2 /1-382

c552 G
C

A
 002890575.1 A
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289057v1 protein P
N
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26026.1 am

m
onia-form

ing cytochrom
e c nitrite reductase subunit c552 Tannerella sp. oral taxon 808 /1-426
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c552 GCA 000293015.1 SspCM
382v1.0 protein EJU33285.1 nitrite reductase cytochrom

e am
m

onia-form
ing Slackia sp. CM

382 /1-356

c552 GCA 000189255.2 ASM18925v1 protein EGA67375.1 cytochrome c nitrite reductase subunit c552 Vibrio brasiliensis LMG 20546 /1-377

c5
52

 G
C

A
 0

02
27

29
25

.1
 A

S
M

22
72

92
v1

 p
ro

te
in

 P
A

F
49

72
8.

1 
cy

to
ch

ro
m

e 
C

 H
el

ic
ob

ac
te

r 
sp

. 1
3S

00
40

1-
1 

/1
-4

65

c552 GCA 002685935.1 ASM268593v1 protein MAE61343.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Planctomycetaceae bacterium /1-379
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c552 GCA 002724985.1 ASM272498v1 protein MBN68333.1 nitrite reductase Gimesia sp. /1-419

c552 GCA 001634345.1 ASM163434v1 protein ANB70762.1 nitrit
e reductase subunit A

eromonas veronii /1
-346

c552 GCA 002711995.1 ASM271199v1 protein MBC76087.1 nitrite reductase Halobacteriovoraceae bacterium /1-415

c552 GCA 000184685.1 ASM18468v1 protein ADU48379.1 re
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ductase cytochrome ammonia-fo
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ing precursor In
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c552 GCA 001802645.1 ASM180264v1 protein OGU17099.1 cytochrome C Geobacteraceae bacterium GWC2 53 11 /1-370
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ductase Citro
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malonaticus Y19 /1
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e c-552 P

revotella m
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c552 GCA 002730875.1 ASM273087v1 protein MBU42117.1 nitrite reductase Spirochaetaceae bacterium /2-423
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A
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G
-taxon 2654588117 annotated assem

bly protein S
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68858.1 nitrite reductase cytochrom

e c-552 S
elenom

onas rum
inantium

 /1-358

c552 GCA 002106415.1 ASM210641v1 protein OSD44158.1 ammonia-fo
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ing cytochrome c nitrit
e re

ductase subunit c
552 Salmonella enterica subsp. h
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c552 G
CA 000212915.1 ASM

21291v1 protein EG
J71297.1 Nitrite reductase cytochrom

e am
m

onia-form
ing Bacteroides coprosuis DSM

 18011 /1-422

c552 GCA 000255295.1 ASM25529v1 protein AFE09641.1 putative cytochrome c nitrite
 reductase catalytic subunit NrfA Corallococcus coralloides DSM 2259 /1-413

c552 GCA 001799275.1 ASM179927v1 protein OGQ96974.1 cytochrome C nitrite reductase Deltaproteobacteria bacterium RIFOXYD12 FULL 57 12 /1-415
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c552 GCA 002954715.1 ASM295471v1 protein PQJ93193.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Aliivibrio sifiae /1-407

c552 GCA 000737695.1 ASM73769v1 protein KFF16065.1 cytochrome C nitrite reductase Flavobacterium hydatis /1-430
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c552 GCA 002877545.1 ASM287754v1 protein PMJ48170.1 nitrite reductase Vibrio breoganii /1-408
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88412.1 am
m

onia-form
ing cytochrom

e c nitrite reductase D
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onas sp. /1-374
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17691v2 protein
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ductase cytochrom
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onia-form

ing P
seudo

desulfovibrio aespoeen
sis A

spo-2 /1-411

c552 GCA 001650175.1 ASM165017v1 protein OAM90349.1 cytochrome c nitrite reductase Opitutaceae bacterium TSB47 /1-436

c552 Bellilinea caldifistulae 17877 1/1-368

c552 GCA 001874265.1 ASM187426v1 protein OIQ37900.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Bacteroidetes bacterium MedPE-SWsnd-G1 /1-428
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C

A
 000184945.1 A

S
M

18494v1 protein E
F

U
31442.1 nitrite reductase P

revotella buccae A
T

C
C

 33574 /1-439

c552 GCA 003003035.1 ASM300303v1 protein PRY91327.1 nitrite reductase cytochrome c-552 Marinilabilia salmonicolor /1-432

c552 GCA 900141915.1 IM
G-ta

xon 2585427598 annotated assembly protein SHJ52450.1 nitri
te re

ductase cytochrome c-552 Tessaracoccus bendigoensis DSM 12906 /1
-406

c552 GCA 000597885.1 ASM59788v1 protein AHM60256.1 cytochrome c nitrite reductase subunit c552 Flammeovirgaceae bacterium 311 /1-430

c552 GCA 001691105.1 ASM169110v1 protein OCH36758.1 nitrite
 reductase cytochrome ammonia-forming c552 subunit Aliivibrio fischeri /1-407

c552 GCA 003014575.1 ASM301457v1 protein PSL07749.1 nitrite reductase cytochrome c-552 Cecembia rubra /1-430
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c552 GCA 000174415.1 ASM17441v1 protein EEG76246.1 Nitrite reductase cytochrome ammonia-forming Dethiobacter alkaliphilus AHT 1 /1-360
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ing c552 subunit P

revotella scopos JC
M

 17725 /1-437

c552 GCA 001802685.1 ASM180268v1 protein OGU18592.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Ignavibacteria bacterium GWA2 55 25 /1-423

c552 GCA 900101905.1 IMG-taxon 2619619029 annotated assembly protein SDE00408.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Myxococcus virescens /1-410
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c552 GCA 000755425.1 ASM75542v1 protein GAL34315.1 cytochrome c552 precursor Vibrio maritimus /1-377

c552 GCA 002285935.1 ASM228593v1 protein ASX12207.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Aeromonas dhakensis /1-346

c552 GCA 000447755.1 Hybrid Newbler filtered protein EQC48342.1 nitrite reductase cytochrome c552 ammonia-forming Bacteriovorax sp. BSW11 IV /1-426
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M
16735v1 protein
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uctase cytochrom
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ing D

esulfu
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onas acetoxidans D
S

M
 684 /1-427
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A 000768935.1 A
S
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76893v1 protein K
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N

84638.1 cytochrom
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 nitrite reductase P
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onas sp. C
O

T-290 O
H
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c552 G
CA 900079685.1 APW

 PRJEB13525 v1 protein SBV92202.1 Cytochrom
e c-552 uncultured delta proteobacterium

 /1-429

c552 GCA 000473765.1 Rpsyc1.0 protein ERM81186.1 hypothetical protein P872 20325 Rhodonellum psychrophilum GCM71 DSM 17998 /1-435

c552 GCA 001514535.1 ASM151453v1 protein GAQ95353.1 nitrite reductase cytochrome c-552 Thermodesulfovibrio aggregans /1-414

c552 GCA 900142205.1 IMG-taxon 2616644810 annotated assembly protein SHJ73391.1 nitrite reductase cytochrome c-552 Reichenbachiella agariperforans /1-428

c552 GCA 002149085.1 ASM214908v1 protein ARP33710.1 Cytochrome c-552 precursor Vibrio alginolyticus /1-415

c552 GCA 000836735.1 ASM83673v1 protein KIQ77353.1 cytochrome C nitrite
 reductase Aeromonas sp. L 1B5 3 /1-374
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c552 GCA 001567115.1 ASM156711v1 protein KXK35844.1 nitrite
 reductase formate-dependent cytochrome Omnitro

phica bacterium OLB16 /1-437

c552 GCA 001799615.1 ASM179961v1 protein OGR41679.1 cytochrome C nitrite reductase Elusimicrobia bacterium GWA2 61 42 /1-402
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c552 GCA 002017945.1 ASM201794v1 protein OOV27909.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Flavobacterium sp. LM5 /1-434

c552 GCA 002842425.1 ASM284242v1 protein PKO97737.1 ammonia-forming cytochrome c nitrite reductase Bacteroidetes bacterium HGW-Bacteroidetes-9 /1-422

c552 GCA 900103885.1 IM
G-taxon 2651870319 annotated assembly protein SDN84059.1 nitrit

e reductase cytochrome c-552 Actinomyces ruminicola /1-428

c552 GCA 002843445.1 ASM284344v1 protein PKQ76006.1 ammonia-forming cytochrome c nitrit
e reductase subunit c552 Aeromonas sobria /1-374
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c552 GCA 002869315.1 ASM286931v1 protein PLX08091.1 ammonia-forming cytochrome c nitrite reductase Marinilabiliales bacterium /1-392

c552 G
C

A 000953535.1 E5B protein C
EA16611.1 C

ytochrom
e c-552 Ferm

entim
onas caenicola /1-433

c552 GCA 900129025.1 IMG-taxon 2695420943 annotated assembly protein SHF24384.1 nitrite reductase cytochrome c-552 Mariniphaga anaerophila /2-435
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17443v1 protein
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c552 GCA 001650345.1 ASM165034v1 protein OAN13844.1 nitrite
 reductase c552 subunit Photobacterium jeanii /1-346

c552 GCA 002159895.1 ASM
215989v1 protein OUO86569.1 hypothetical protein B5F44 09695 Gordonibacter urolithinfaciens /1-367

c552 GCA 900188235.1 IMG-taxon 2724679779 annotated assembly protein SNR41053.1 respiratory nitrite reductase cytochrome ammonia-forming precursor Lutibacter agarilyticus /1-428
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c552 GCA 000220835.1 ASM22083v1 protein EGQ74852.1 cytochrome c nitrit
e reductase Actinomyces sp. oral ta

xon 448 str. F
0400 /1-428

c552 GCA 900187885.1 IMG-taxon 2140918011 annotated assembly protein SNB61769.1 nitrite reductase cytochrome c-552 Thermoflexus hugenholtzii JAD2 /2-428

c552 GCA 001829455.1 ASM182945v1 protein OHD66473.1 cytochrome C nitrite reductase Spirochaetes bacterium RBG 13 51 14 /1-403

c552 GCA 001702475.1 ASM170247v1 protein OCW47649.1 nitrite
 reductase Aeromonas caviae /1-380
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S
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21823v1 protein E
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ing precursor P

revotella m
ultisaccharivorax D
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M

 17128 /1-437
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c552 G
C

A
 001866075.1 A

S
M

186607v1 protein O
IJ23409.1 nitrite reductase A

naerobacillus sp. N
B

2006 /1-387

c5
52 G

CA 000734965.1 ASM73496v1
 protein K

FC06862.1 cy
toch

rome c5
52 Trabulsi

ella
 guamensis

 ATCC 49490 /1
-372

c552 GCA 003025555.1 ASM302555v1 protein PSU34176.1 ammonia-forming cytochrome c nitrite
 reductase subunit c552 Photobacterium lutimaris /1-347

c552 G
C

A
 002723485.1 A

S
M

272348v1 protein P
H

O
10542.1 am

m
on

ia-form
ing cytochrom

e c nitrite reductase A
rco

bacter canalis /1-415

c552 G
C

A 001535615.1 A
S

M
153561v1 protein K

W
R

62853.1 cytochrom
e c-552 precursor B

acteroides ovatus /1-436

c552 GCA 002302595.1 ASM
230259v1 protein ATA79856.1 am

m
onia-form

ing cytochrom
e c nitrite reductase subunit c552 Capnocytophaga sputigena /1-416
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c552 GCA 002872395.1 S71 protein PME06697.1 nitrit
e re

ductase Corynebacteriu
m ulcerans /1-425

c552 G
C

A 001405695.1 13414 6 55 protein C
U

N
25109.1 respiratory nitrite reductase cytochrom

e%
3B am

m
onia-form

ing precursor Bacteroides salyersiae /1-431

c552 G
C

A 900116745.1 IM
G

-taxon 2654588142 annotated assem
bly protein SFU

32458.1 nitrite reductase cytochrom
e c-552 Porphyrom

onadaceae bacterium
 KH

P3R
9 /1-432

c552 GCA 000010665.1 ASM1066v1 protein BAH74143.1 cytochrome c nitrite reductase catalytic subunit Desulfovibrio magneticus RS-1 /1-387

c552 GCA 900103735.1 IMG-taxon 2595698204 annotated assembly protein SDA55625.1 nitrite reductase cytochrome c-552 Algoriphagus alkaliphilus /1-429

c552 G
C

A 000191725.2 ASM
19172v2 protein EG

C
81738.1 nitrite reductase cytochrom

e am
m

onia-form
ing Anaerococcus prevotii AC

S-065-V-C
ol13 /1-361

c552 G
C

A
 000093085.1 A

S
M

9308v1 protein A
D

H
98817.1 N

itrite reductase cytochrom
e am

m
onia-form

ing B
acillus selenitireducens M

LS
10 /1-385

c552 GCA 000199675.1 ASM19967v1 protein BAJ64932.1 cytochrome c-552 Anaerolinea thermophila UNI-1 /1-415

c552 GCA 002840535.1 ASM284053v1 protein PKN64593.1 ammonia-forming cytochrome c nitrite reductase subunit c552 Deltaproteobacteria bacterium HGW-Deltaproteobacteria-15 /1-416
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c552 G
C

A 000009905.1 ASM
990v1 protein BAD

39714.1 cytochrom
e C

 nitrite reductase catalytic subunit Sym
biobacterium

 therm
ophilum

 IAM
 14863 /1-408

c552 GCA 002898735.1 ASM289873v1 protein GBD08394.1 Cytochrome c-552 bacterium HR22 /1-421

c552 GCA 001274785.1 ASM127478v1 protein KOO07051.1 cytochrome C nitrite reductase Vibrio hepatarius /1-411

c552 G
CA 900111615.1 IM

G
-taxon 2599185224 annotated assem

bly protein SES64157.1 respiratory nitrite reductase cytochrom
e am

m
onia-form

ing precursor Natronincola peptidivorans /1-357
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c552 G
C

A
 000827125.1 A

S
M

82712v1 protein
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07045.1 cytochrom

e C
 nitrite reductase G

eoalkalibacter subterra
neus /1-420
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