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Figure S6. DNA sequences encoding the nanobodies used. 1 

ATG – start codon of region encoding nanobody 2 

NANOBODY – region encoding nanobody 3 

LINKER – region encoding flexible linker between nanobody and functional module 4 

TXX – stop codon 5 

 6 

GNab 7 

AAGCTTGCCACCATGGCTCAGGTGCAGCTGGTGGAATCTGGCGGCAGACTGGTGCAGGC8 
CGGCGATAGCCTGAGACTGTCTTGTGCCGCCAGCGGCAGAACCTTCAGCACATCTGCCAT9 
GGCCTGGTTCAGACAGGCCCCTGGCCGCGAGAGGGAATTTGTGGCCGCCATCACATGGA10 
CCGTGGGCAACACCATCCTGGGCGACAGCGTGAAGGGCCGGTTCACCATCAGCCGGGAC11 
AGAGCCAAGAACACCGTGGACCTCCAGATGGACAACCTGGAACCCGAGGACACCGCCGT12 
GTACTACTGCTCCGCCAGATCCAGAGGCTACGTGCTGTCCGTGCTGCGGAGCGTGGACAG13 
CTACGATTATTGGGGCCAGGGCACCCAAGTGACCGTGTCTGGCGGCGGAGGAAGCGGAG14 
GCGGAGGATCTGGGGGAGGCGGCAGTGGCGGAGGGGGATCTGGATCC 15 

 16 

RNab 17 

AAGCTTGCCACCATGGCTCAGGTGCAGCTGGTGGAAAGCGGCGGCTCTCTGGTGCAGCC18 
TGGCGGATCTCTGAGACTGAGCTGTGCCGCCAGCGGCAGATTTGCCGAGAGCAGCAGCA19 
TGGGCTGGTTCAGACAGGCCCCTGGCAAAGAACGCGAGTTCGTGGCCGCCATCTCTTGG20 
AGCGGCGGAGCCACCAATTACGCCGATAGCGCCAAGGGCCGGTTCACCCTGAGCCGGGA21 
CAACACCAAGAACACCGTGTACCTGCAGATGAACAGCCTGAAGCCCGACGACACCGCCG22 
TGTACTACTGCGCCGCCAACCTGGGCAACTACATCAGCAGCAACCAGCGGCTGTACGGC23 
TACTGGGGCCAGGGAACACAAGTGACCGTGTCCAGCCCTTTCACAGGCGGCGGAGGATC24 
TGGCGGAGGCGGATCTGGGGGCGGAGGCTCTGGATCC 25 

 26 

GNab-RNab 27 

AAGCTTGCCACCATGGCTCAGGTGCAGCTGGTTGAATCTGGCGGCAGACTGGTTCAGGCC28 

GGCGATTCTCTGAGACTGTCTTGTGCCGCCAGCGGCAGAACCTTTAGCACATCTGCCATG29 

GCCTGGTTCAGACAGGCCCCTGGAAGAGAACGGGAATTTGTGGCCGCCATCACCTGGAC30 

CGTGGGCAATACCATCCTGGGCGATAGCGTGAAGGGCAGATTCACCATCAGCCGGGACA31 

GAGCCAAGAACACCGTGGACCTCCAGATGGACAACCTGGAACCTGAGGACACCGCCGTG32 

TACTACTGCTCCGCTAGAAGCAGAGGCTACGTGCTGTCCGTGCTGAGAAGCGTGGACAG33 

CTACGATTATTGGGGCCAGGGCACCCAAGTGACCGTTTCTGGTGGCGGAGGATCTGGCG34 

GAGGTGGAAGCGGCGGAGGCGGTAGCGGAGGTGGTGGATCTGGATCCATGGCCCAGGTC35 

CAGCTCGTGGAAAGTGGCGGATCTCTGGTTCAACCTGGCGGAAGCCTGAGACTGAGCTG36 

TGCCGCTTCTGGCAGATTTGCCGAGAGCAGCAGCATGGGCTGGTTTAGGCAAGCCCCAG37 

GCAAAGAGAGAGAGTTCGTCGCCGCCATCTCTTGGAGTGGCGGAGCCACCAATTACGCC38 

GATTCTGCCAAAGGCCGGTTCACCCTGAGCAGAGACAACACAAAGAATACGGTGTATCT39 

CCAGATGAACTCCCTGAAGCCAGACGATACAGCCGTGTATTATTGCGCCGCCAACCTGG40 

GCAACTACATCAGCAGCAACCAGCGGCTGTACGGCTACTGGGGACAGGGAACACAAGTC41 

ACAGTGTCTAGCCCCTTCACCTGACTGCAGATATC 42 


