Title: Electron Transport Chain (OXPHOS system in mitochondria)
Organism: Homo sapiens
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Figure S2. Positive selection on genes encoding structural proteins in the electron transport chain.

Dark gray genes were not tested for positive selection due to either missing data in one or more species
or difficulty resolving ortholog/paralog relationships. Pink genes have signatures of positive selection,

and light gray genes did not have signatures of positive selection. Figure modified from WikiPathways 63.



