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Supplemental Figure S2
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Supplemental Figure S3
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Supplemental Figure S5
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Supplemental Figure S6
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Supplemental Figure S7
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Supplemental Figure S8
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o [P0
£ (P00 HD
]
ISLCCI | RED
PD5a-HD I IEE0— HD
PD PD5a PD-HD PD5a-HD

12345678910 12345678910

REF probe (FAM) REF probe (FAM)

VAR probe (ROX) VAR probe (ROX)




Supplemental Figure S10




