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Supplementary Figure 1. SNP data from the IGHV gene region (chr12:114700000-117270000) suggest common subspecies origins for IGHV genomic haplotypes of inbred and wild-derived laboratory mouse strains. This figure depicts the predicted subspecies origins (Mus musculus domesticus; M. m. musculus; M. m. castaneous) of IGHV haplotypes in the six strains analyzed in the present study. Here, we consider the relationships between inferred germline IGHV gene sets of these strains in the context of these predicted subspecific origins. Data presented in this figure were obtained from the Mouse Phylogeny Viewer 1 (https://msub.csbio.unc.edu/, based on previously published whole-genome SNP data 2. 
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Supplementary Figure 2. Counts of identified clones representing inferred germline sequences from each strain sequenced in this study. Additional information, including the nucleotide sequences of each inferred germline presented in these plots, can be found in Supplemental Table II. 
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Supplementary Figure 3. Boxplots depicting the numbers of representative clones for inferred IGHV germline sequence identified in each strain, partitioned by whether the inferred sequence was supported by IgDiscover.
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Supplementary Figure 4. Violin plots depicting the best percent match identities among inferred IGHV germline sets for each pair-wise strain comparison. Individual best-hit alignments from each pair-wise sequence set comparison are displayed as individual points within each violin plot. 
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Supplementary Figure 2










0

100

200

300

400

CAST_IGHV1

−

1

CAST_IGHV1

−

10

CAST_IGHV1

−

11

CAST_IGHV1

−

12

CAST_IGHV1

−

13

CAST_IGHV1

−

14

CAST_IGHV1

−

15

CAST_IGHV1

−

16

CAST_IGHV1

−

17

CAST_IGHV1

−

18

CAST_IGHV1

−

19

CAST_IGHV1

−

2

CAST_IGHV1

−

20

CAST_IGHV1

−

21

CAST_IGHV1

−

22

CAST_IGHV1

−

23

CAST_IGHV1

−

24

CAST_IGHV1

−

25

CAST_IGHV1

−

26

CAST_IGHV1

−

27

CAST_IGHV1

−

28

CAST_IGHV1

−

29

CAST_IGHV1

−

3

CAST_IGHV1

−

30

CAST_IGHV1

−

31

CAST_IGHV1

−

32

CAST_IGHV1

−

33

CAST_IGHV1

−

34

CAST_IGHV1

−

4

CAST_IGHV1

−

5

CAST_IGHV1

−

6

CAST_IGHV1

−

7

CAST_IGHV1

−

8

CAST_IGHV1

−

9

CAST_IGHV10

−

1

CAST_IGHV11

−

1

CAST_IGHV11

−

2

CAST_IGHV11

−

3

CAST_IGHV11

−

4

CAST_IGHV14

−

1

CAST_IGHV14

−

2

CAST_IGHV14

−

3

CAST_IGHV14

−

4

CAST_IGHV14

−

5

CAST_IGHV14

−

6

CAST_IGHV14

−

7

CAST_IGHV14

−

8

CAST_IGHV15

−

1

CAST_IGHV2

−

1

CAST_IGHV2

−

2

CAST_IGHV2

−

3

CAST_IGHV3

−

1

CAST_IGHV3

−

2

CAST_IGHV3

−

3

CAST_IGHV3

−

4

CAST_IGHV3

−

5

CAST_IGHV3

−

6

CAST_IGHV3

−

7

CAST_IGHV3

−

8

CAST_IGHV3

−

9

CAST_IGHV4

−

1

CAST_IGHV4

−

2

CAST_IGHV5

−

1

CAST_IGHV5

−

2

CAST_IGHV5

−

3

CAST_IGHV5

−

4

CAST_IGHV5

−

5

CAST_IGHV5

−

6

CAST_IGHV5

−

7

CAST_IGHV5

−

8

CAST_IGHV6

−

1

CAST_IGHV6

−

2

CAST_IGHV6

−

3

CAST_IGHV6

−

4

CAST_IGHV6

−

5

CAST_IGHV7

−

1

CAST_IGHV8

−

1

CAST_IGHV8

−

2

CAST_IGHV9

−

1

CAST_IGHV9

−

2

CAST_IGHV9

−

3

CAST_IGHV9

−

4

CAST_IGHV9

−

5

CAST_IGHV9

−

6

CAST_IGHV9

−

7

CAST_IGHV9

−

8

CAST_IGHV9

−

9

IGHV Inferred Germline

N

u

m

b

e

r

 

o

f

 

C

l

o

n

e

s

 

R

e

p

r

e

s

e

n

t

i

n

g

 

I

n

f

e

r

r

e

n

c

e

CAST/EiJ

0

200

400

600

LEWES_IGHV1

−

1

LEWES_IGHV1

−

10

LEWES_IGHV1

−

11

LEWES_IGHV1

−

12

LEWES_IGHV1

−

13

LEWES_IGHV1

−

14

LEWES_IGHV1

−

15

LEWES_IGHV1

−

16

LEWES_IGHV1

−

17

LEWES_IGHV1

−

18

LEWES_IGHV1

−

19

LEWES_IGHV1

−

2

LEWES_IGHV1

−

20

LEWES_IGHV1

−

21

LEWES_IGHV1

−

22

LEWES_IGHV1

−

23

LEWES_IGHV1

−

24

LEWES_IGHV1

−

25

LEWES_IGHV1

−

26

LEWES_IGHV1

−

27

LEWES_IGHV1

−

28

LEWES_IGHV1

−

29

LEWES_IGHV1

−

3

LEWES_IGHV1

−

30

LEWES_IGHV1

−

31

LEWES_IGHV1

−

32

LEWES_IGHV1

−

33

LEWES_IGHV1

−

34

LEWES_IGHV1

−

4

LEWES_IGHV1

−

5

LEWES_IGHV1

−

6

LEWES_IGHV1

−

7

LEWES_IGHV1

−

8

LEWES_IGHV1

−

9

LEWES_IGHV10

−

1

LEWES_IGHV10

−

2

LEWES_IGHV10

−

3

LEWES_IGHV12

−

1

LEWES_IGHV12

−

2

LEWES_IGHV14

−

1

LEWES_IGHV14

−

2

LEWES_IGHV14

−

3

LEWES_IGHV14

−

4

LEWES_IGHV2

−

1

LEWES_IGHV2

−

2

LEWES_IGHV2

−

3

LEWES_IGHV2

−

4

LEWES_IGHV2

−

5

LEWES_IGHV2

−

6

LEWES_IGHV2

−

7

LEWES_IGHV3

−

1

LEWES_IGHV3

−

2

LEWES_IGHV3

−

3

LEWES_IGHV3

−

4

LEWES_IGHV4

−

1

LEWES_IGHV4

−

2

LEWES_IGHV4

−

3

LEWES_IGHV5

−

1

LEWES_IGHV5

−

2

LEWES_IGHV5

−

3

LEWES_IGHV5

−

4

LEWES_IGHV5

−

5

LEWES_IGHV6

−

1

LEWES_IGHV6

−

2

LEWES_IGHV6

−

3

LEWES_IGHV7

−

1

LEWES_IGHV7

−

2

LEWES_IGHV7

−

3

LEWES_IGHV8

−

1

LEWES_IGHV8

−

2

LEWES_IGHV8

−

3

LEWES_IGHV8

−

4

LEWES_IGHV9

−

1

LEWES_IGHV9

−

2

LEWES_IGHV9

−

3

LEWES_IGHV9

−

4

LEWES_IGHV9

−

5

LEWES_IGHV9

−

6

IGHV Inferred Germline

N

u

m

b

e

r

 

o

f

 

C

l

o

n

e

s

 

R

e

p

r

e

s

e

n

t

i

n

g

 

I

n

f

e

r

r

e

n

c

e

LEWES/EiJ

0

50

100

150

200

MSM_IGHV1

−

1

MSM_IGHV1

−

10

MSM_IGHV1

−

11

MSM_IGHV1

−

12

MSM_IGHV1

−

13

MSM_IGHV1

−

14

MSM_IGHV1

−

15

MSM_IGHV1

−

16

MSM_IGHV1

−

17

MSM_IGHV1

−

18

MSM_IGHV1

−

19

MSM_IGHV1

−

2

MSM_IGHV1

−

20

MSM_IGHV1

−

21

MSM_IGHV1

−

22

MSM_IGHV1

−

23

MSM_IGHV1

−

24

MSM_IGHV1

−

25

MSM_IGHV1

−

26

MSM_IGHV1

−

27

MSM_IGHV1

−

28

MSM_IGHV1

−

29

MSM_IGHV1

−

3

MSM_IGHV1

−

30

MSM_IGHV1

−

31

MSM_IGHV1

−

32

MSM_IGHV1

−

33

MSM_IGHV1

−

34

MSM_IGHV1

−

35

MSM_IGHV1

−

36

MSM_IGHV1

−

37

MSM_IGHV1

−

4

MSM_IGHV1

−

5

MSM_IGHV1

−

6

MSM_IGHV1

−

7

MSM_IGHV1

−

8

MSM_IGHV1

−

9

MSM_IGHV10

−

1

MSM_IGHV10

−

2

MSM_IGHV11

−

1

MSM_IGHV11

−

2

MSM_IGHV12

−

1

MSM_IGHV13

−

1

MSM_IGHV14

−

1

MSM_IGHV14

−

2

MSM_IGHV14

−

3

MSM_IGHV14

−

4

MSM_IGHV15

−

1

MSM_IGHV2

−

1

MSM_IGHV2

−

10

MSM_IGHV2

−

11

MSM_IGHV2

−

2

MSM_IGHV2

−

3

MSM_IGHV2

−

4

MSM_IGHV2

−

5

MSM_IGHV2

−

6

MSM_IGHV2

−

7

MSM_IGHV2

−

8

MSM_IGHV2

−

9

MSM_IGHV3

−

1

MSM_IGHV3

−

2

MSM_IGHV5

−

1

MSM_IGHV5

−

10

MSM_IGHV5

−

11

MSM_IGHV5

−

2

MSM_IGHV5

−

3

MSM_IGHV5

−

4

MSM_IGHV5

−

5

MSM_IGHV5

−

6

MSM_IGHV5

−

7

MSM_IGHV5

−

8

MSM_IGHV5

−

9

MSM_IGHV6

−

1

MSM_IGHV6

−

2

MSM_IGHV7

−

1

MSM_IGHV7

−

2

MSM_IGHV8

−

1

MSM_IGHV8

−

2

MSM_IGHV8

−

3

MSM_IGHV8

−

4

MSM_IGHV9

−

1

MSM_IGHV9

−

2

MSM_IGHV9

−

3

MSM_IGHV9

−

4

IGHV Inferred Germline

N

u

m

b

e

r

 

o

f

 

C

l

o

n

e

s

 

R

e

p

r

e

s

e

n

t

i

n

g

 

I

n

f

e

r

r

e

n

c

e

MSM/MsJ

0

50

100

150

200

PWD_IGHV1

−

1

PWD_IGHV1

−

10

PWD_IGHV1

−

11

PWD_IGHV1

−

12

PWD_IGHV1

−

13

PWD_IGHV1

−

14

PWD_IGHV1

−

15

PWD_IGHV1

−

16

PWD_IGHV1

−

17

PWD_IGHV1

−

18

PWD_IGHV1

−

19

PWD_IGHV1

−

2

PWD_IGHV1

−

20

PWD_IGHV1

−

21

PWD_IGHV1

−

22

PWD_IGHV1

−

23

PWD_IGHV1

−

24

PWD_IGHV1

−

25

PWD_IGHV1

−

26

PWD_IGHV1

−

27

PWD_IGHV1

−

28

PWD_IGHV1

−

29

PWD_IGHV1

−

3

PWD_IGHV1

−

30

PWD_IGHV1

−

31

PWD_IGHV1

−

32

PWD_IGHV1

−

33

PWD_IGHV1

−

34

PWD_IGHV1

−

35

PWD_IGHV1

−

36

PWD_IGHV1

−

37

PWD_IGHV1

−

38

PWD_IGHV1

−

39

PWD_IGHV1

−

4

PWD_IGHV1

−

40

PWD_IGHV1

−

41

PWD_IGHV1

−

42

PWD_IGHV1

−

5

PWD_IGHV1

−

6

PWD_IGHV1

−

7

PWD_IGHV1

−

8

PWD_IGHV1

−

9

PWD_IGHV10

−

1

PWD_IGHV11

−

1

PWD_IGHV11

−

2

PWD_IGHV14

−

1

PWD_IGHV14

−

2

PWD_IGHV14

−

3

PWD_IGHV14

−

4

PWD_IGHV2

−

1

PWD_IGHV2

−

2

PWD_IGHV2

−

3

PWD_IGHV2

−

4

PWD_IGHV2

−

5

PWD_IGHV2

−

6

PWD_IGHV2

−

7

PWD_IGHV2

−

8

PWD_IGHV2

−

9

PWD_IGHV3

−

1

PWD_IGHV3

−

2

PWD_IGHV4

−

1

PWD_IGHV5

−

1

PWD_IGHV5

−

10

PWD_IGHV5

−

11

PWD_IGHV5

−

12

PWD_IGHV5

−

13

PWD_IGHV5

−

14

PWD_IGHV5

−

2

PWD_IGHV5

−

3

PWD_IGHV5

−

4

PWD_IGHV5

−

5

PWD_IGHV5

−

6

PWD_IGHV5

−

7

PWD_IGHV5

−

8

PWD_IGHV5

−

9

PWD_IGHV6

−

1

PWD_IGHV6

−

2

PWD_IGHV6

−

3

PWD_IGHV7

−

1

PWD_IGHV7

−

2

PWD_IGHV8

−

1

PWD_IGHV8

−

2

PWD_IGHV8

−

3

PWD_IGHV8

−

4

PWD_IGHV8

−

5

PWD_IGHV8

−

6

PWD_IGHV8

−

7

PWD_IGHV8

−

8

PWD_IGHV9

−

1

PWD_IGHV9

−

2

PWD_IGHV9

−

3

PWD_IGHV9

−

4

IGHV Inferred Germline

N

u

m

b

e

r

 

o

f

 

C

l

o

n

e

s

 

R

e

p

r

e

s

e

n

t

i

n

g

 

I

n

f

e

r

r

e

n

c

e

PWD/PhJ

0

50

100

150

NOD_IGHV1

−

1

NOD_IGHV1

−

10

NOD_IGHV1

−

11

NOD_IGHV1

−

12

NOD_IGHV1

−

13

NOD_IGHV1

−

14

NOD_IGHV1

−

15

NOD_IGHV1

−

16

NOD_IGHV1

−

17

NOD_IGHV1

−

18

NOD_IGHV1

−

19

NOD_IGHV1

−

2

NOD_IGHV1

−

20

NOD_IGHV1

−

21

NOD_IGHV1

−

22

NOD_IGHV1

−

23

NOD_IGHV1

−

24

NOD_IGHV1

−

25

NOD_IGHV1

−

26

NOD_IGHV1

−

27

NOD_IGHV1

−

28

NOD_IGHV1

−

29

NOD_IGHV1

−

3

NOD_IGHV1

−

30

NOD_IGHV1

−

31

NOD_IGHV1

−

32

NOD_IGHV1

−

33

NOD_IGHV1

−

34

NOD_IGHV1

−

35

NOD_IGHV1

−

36

NOD_IGHV1

−

37

NOD_IGHV1

−

38

NOD_IGHV1

−

39

NOD_IGHV1

−

4

NOD_IGHV1

−

40

NOD_IGHV1

−

41

NOD_IGHV1

−

5

NOD_IGHV1

−

6

NOD_IGHV1

−

7

NOD_IGHV1

−

8

NOD_IGHV1

−

9

NOD_IGHV10

−

1

NOD_IGHV10

−

2

NOD_IGHV11

−

1

NOD_IGHV12

−

1

NOD_IGHV13

−

1

NOD_IGHV14

−

1

NOD_IGHV14

−

2

NOD_IGHV14

−

3

NOD_IGHV14

−

4

NOD_IGHV2

−

1

NOD_IGHV2

−

2

NOD_IGHV2

−

3

NOD_IGHV2

−

4

NOD_IGHV2

−

5

NOD_IGHV2

−

6

NOD_IGHV2

−

7

NOD_IGHV2

−

8

NOD_IGHV3

−

1

NOD_IGHV3

−

2

NOD_IGHV3

−

3

NOD_IGHV4

−

1

NOD_IGHV5

−

1

NOD_IGHV5

−

2

NOD_IGHV5

−

3

NOD_IGHV5

−

4

NOD_IGHV5

−

5

NOD_IGHV5

−

6

NOD_IGHV5

−

7

NOD_IGHV5

−

8

NOD_IGHV5

−

9

NOD_IGHV6

−

1

NOD_IGHV6

−

2

NOD_IGHV7

−

1

NOD_IGHV7

−

2

NOD_IGHV7

−

3

NOD_IGHV8

−

1

NOD_IGHV8

−

2

NOD_IGHV8

−

3

NOD_IGHV8

−

4

NOD_IGHV9

−

1

NOD_IGHV9

−

2

NOD_IGHV9

−

3

NOD_IGHV9

−

4

IGHV Inferred Germline

N

u

m

b

e

r

 

o

f

 

C

l

o

n

e

s

 

R

e

p

r

e

s

e

n

t

i

n

g

 

I

n

f

e

r

r

e

n

c

e

NOD/ShiLtJ

Supplementary Figure 2


image3.emf



Supplemental Figure 3



●



●



●



●



●



●



●



●



●



●●



●



0



50



100



150



200



No Yes
Validated by IgDiscover



N
um



be
r o



f C
lo



ne
s 



R
ep



re
se



nt
in



g 
In



fe
rr



ed
 G



er
m



lin
e 



Se
qu



en
ce



s



PWD/PhJ



●



●



●



●



●



0



100



200



300



400



No Yes
Validated by IgDiscover



N
um



be
r o



f C
lo



ne
s 



R
ep



re
se



nt
in



g 
In



fe
rr



ed
 G



er
m



lin
e 



Se
qu



en
ce



s
CAST/EiJ



●
●



●



●



●



●



●



●



●



●



0



200



400



600



No Yes
Validated by IgDiscover



N
um



be
r o



f C
lo



ne
s 



R
ep



re
se



nt
in



g 
In



fe
rr



ed
 G



er
m



lin
e 



Se
qu



en
ce



s



LEWES/EiJ



●



●



●



●



●



0



50



100



150



200



No Yes
Validated by IgDiscover



N
um



be
r o



f C
lo



ne
s 



R
ep



re
se



nt
in



g 
In



fe
rr



ed
 G



er
m



lin
e 



Se
qu



en
ce



s



MSM/MsJ











image4.emf



NO
D/
Sh
iLt
J



M
SM



/M
sJ



LE
W
ES
/E
iJ



CA
ST
/E
iJ



PW
D/
Ph
J



BA
LB
/c



PWD/PhJ



CAST/EiJ



LEWES/EiJ



NOD/ShiLtJ



MSM/MsJ



C57BL/6










N

O

D

/

S

h

i

L

t

J

M

S

M

/

M

s

J

L

E

W

E

S

/

E

i

J

C

A

S

T

/

E

i

J

P

W

D

/

P

h

J

B

A

L

B

/

c

PWD/PhJ

CAST/EiJ

LEWES/EiJ

NOD/ShiLtJ

MSM/MsJ

C57BL/6


