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Introduction 

The full ear canal dataset consisted of 119 samples collected from 73 foxes. Since each individual was sampled 1-3 times, we randomly subsampled our dataset (73 samples total, 1 sample per fox) and re-ran all analyses to confirm the robustness of our results. Please refer to the Materials and Methods described in the manuscript for details on how each test was run. 


Results

(1) Alpha diversity metrics showed the same pattern of decreased species richness (Kruskall-Wallis Test; Chao 1 Index, H=13.882, p<0.001), species abundance and evenness (Shannon, H=17.030, p<0.001), and species equitability (Pielou’s E, H=13.494, p<0.001) in mite-infected ear canals (Supplemental Figure SE1). 

(2) Beta diversity metrics measuring species presence and abundance also differed between the two infection groups. Though the clustering was less clear in the PCoA plots (Supplemental Figure SE2), PERMANOVA results were significant when using the (A) Bray-Curtis (pseudo-F= 4.659 p=0.001), (B) unweighted UniFrac (pseudo-F=2.443, p=0.003), and (C) weighted UniFrac (pseudo-F=4.894, p=0.001) distance measures. 

(3) The taxonomic composition of mite infected and uninfected ear canals also matched the results obtained with the full dataset, with Bacilli showing a much higher relative abundance in mite infected ear canals (40.05%) compared to uninfected ear canals (16.89%; Supplemental Figure SE3). 

(4) To formally test this relationship, we ran ANCOM and gneiss balances on our subsampled feature table, which we further filtered for a minimum frequency of 50 and a minimum number of samples of 10. 

ANCOM again returned a single feature as significantly differentially abundant between infection groups: 3f0449c545626dd14b585e9c7b2d16f4 (W=210). This was the same feature identified using our full dataset, and matched Staphylococcus pseudintermedius with 100% identity when we input the sequence into NCBI’s BLASTn tool. 

We then ran an ordinary least squares (OLS) regression on the gneiss balances calculated with the subsampled dataset. As with the full dataset, we set sampling area, sex, age class, weight, body condition, and presence of ear mites as fixed effects. The overall model explained 11.32% of the variation, with ear mite infection the variable of largest effect (2.81%; Supplemental Table SE1).  Balance y02 was statistically significant with respect to ear mite infection (p<0.001). Visualizing the taxonomic make up of this balance showed that Bacilli was the only class of microbes with drastically different proportions between infection groups (Supplemental Figure SE4). The feature underlying this pattern was 3f0449c545626dd14b585e9c7b2d16f4, previously identified as S. pseudintermedius. In this subsampled analysis, correlation-clustering grouped this feature with one other in the tree hierarchy: 13e52764e1c08c4fd9902769bf9e022e, which matched to Enterococcus spp. using NCBI BLASTn (Altschul et al. 1990). The result that S. pseudintermedius was the primary taxon driving observed changes is therefore consistent between ANCOM and gneiss using the full and subsampled datasets. 

One difference concerns the additional taxa grouped with S. pseudintermedius in the tree hierarchy. The full dataset returned Enterococcus spp. (Bacilli) and Corynebacterium spp. (Actinobacteria), whereas the subsampled dataset only returned Enterococcus spp. This suggests that the higher proportion of Anctinobacteria observed with the full dataset was perhaps driven by (1) specific foxes sampled multiple times or (2) specific samples that were excluded from the subsampled analysis by random chance. 


Discussion

Results obtained with our full (n=119) and subsampled (n=73) datasets were nearly identical. Alpha diversity was significantly lower in mite-infected ear canals, community composition was significantly different between infection groups, and Bacilli (more specifically, S. pseudintermedius) had a significantly higher relative abundance in mite-infected ear canals when compared to uninfected ear canals. Regression models returned only one balance with significant differences with respect to ear mite infection, and the same conclusion was drawn from each: S. pseudintermedius had higher relative abundance in mite-infected ear canals. As almost all subsampled results matched the full dataset, we retained all samples for analyses presented in the main manuscript.



















Tables and Figures 
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Supplemental Figure SE1. Paired boxplots and rarefaction curves of three alpha diversity metrics: (A-B) Chao1 Index, (C-D) Shannon Index, and (E-F) Pielou’s Evenness Metric. Mite-infected ear canals exhibited significantly reduced diversity using all three metrics (Kruskall-Wallis Test; Chao1, H=13.882, p<0.001; Shannon Index, H=17.030, p<0.001; Pielou’s Evennesss Metric, H=13.494, p<0.001). In rarefaction plots, lines represent mean values across samples and iterations (n=10), with box plots representing mean values across samples for each iteration.
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Supplemental Figure SE2. Principal coordinate analysis plots using three distance measures: (A) Bray-Curtis dissimilarity index and phylogeny-based (B) unweighted and (B) weighted UniFrac distances. Significant differences were observed using Bray-Curtis (PERMANOVA; pseudo-F= 4.659 p=0.001), (B) unweighted UniFrac (pseudo-F=2.443, p=0.003), and (C) weighted UniFrac (pseudo-F=4.894, p=0.001) distance measures. 
[bookmark: _GoBack]
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Supplemental Figure SE3. Taxonomic composition exhibited the same classes of microbes in both infection groups, with Bacilli far more abundant in mite-infected ear canals.

Supplemental Table SE1. Percent difference in r2 calculated between the full OLS model and one excluding a single variable at a time. Mite infection was the variable of largest effect in this model, since its removal caused the largest change in r2.

	Variable
	% difference in r2

	Sampling Location
	1.88%

	Age Class
	1.62%

	Body Condition
	1.31%

	Sex
	1.31%

	Weight
	1.95%

	Mite Infection
	2.81%





[image: Macintosh HD:Users:adecandia:Dropbox (personal):SCA_Microbiome:Figures:20190524:FigureSE4.pdf]

Supplemental Figure SE4. (A) Proportion bar plots for two taxonomic features contained in the gneiss balance associated with ear mite infection: balance y02. S. pseudintermedius had the largest difference in proportion between mite-infected and uninfected ear canals, with Enterococcus spp. clustered with S. pseudintermedius in the (B) hierarchy relating all microbial taxa. Balances y02 is highlighted in red, and S. pseudintermedius is indicated with a star. 
image1.emf



0



250



500



750



Infected Uninfected



C
ha



o1
Chao1 Alpha Boxplot



0.0



0.2



0.4



0.6



0.8



Infected Uninfected



Pi
el



ou
's



 E
ve



nn
es



s



Pielou's Evenness Alpha Boxplot



0



2



4



6



Infected Uninfected



Sh
an



no
n 



In
de



x



Shannon Index Alpha Boxplot



0



100



200



300



1 709 1418 2127 2836 3545 4254 4963 5672 6381
Sequence Depth



C
ha



o1



Chao1 Rarefaction Curve



0.45



0.50



0.55



0.60



0.65



709 1418 2127 2836 3545 4254 4963 5672 6381
Sequence Depth



Pi
el



ou
's



 E



Pielou's Evenness Rarefaction Curve



0



1



2



3



4



1 709 1418 2127 2836 3545 4254 4963 5672 6381
Sequence Depth



Sh
an



no
n 



In
de



x



Shannon Rarefaction Curve



0.0



0.2



0.4



0.6



-0.4 -0.2 0.0 0.2
PC1 (16.740%)



PC
2 



(4
.7



14
%



)



Mites_THIS_Sample
FEW



NONE



Bray-Curtis PCoA



Infected 



Uninfected 



Infected                                                    Uninfected Infected                                                    Uninfected Infected                                                    Uninfected 



A. C. E. 



B. D. F. 










0

250

500

750

Infected Uninfected

C

h

a

o

1

Chao1 Alpha Boxplot

0.0

0.2

0.4

0.6

0.8

Infected Uninfected

P

i

e

l

o

u

'

s

 

E

v

e

n

n

e

s

s

Pielou's Evenness Alpha Boxplot

0

2

4

6

Infected Uninfected

S

h

a

n

n

o

n

 

I

n

d

e

x

Shannon Index Alpha Boxplot

0

100

200

300

1 709 1418 2127 2836 3545 4254 4963 5672 6381

Sequence Depth

C

h

a

o

1

Chao1 Rarefaction Curve

0.45

0.50

0.55

0.60

0.65

709 1418 2127 2836 3545 4254 4963 5672 6381

Sequence Depth

P

i

e

l

o

u

'

s

 

E

Pielou's Evenness Rarefaction Curve

0

1

2

3

4

1 709 1418 2127 2836 3545 4254 4963 5672 6381

Sequence Depth

S

h

a

n

n

o

n

 

I

n

d

e

x

Shannon Rarefaction Curve

0 . 0

0 . 2

0 . 4 0 . 6

- 0 . 4 - 0 . 2 0 . 0 0 . 2

P C 1   ( 1 6 . 7 4 0 % )

P

C

2

 

(

4

.

7

1 4 % ) Mites_ T H I S _ S a m p l e

FE W

N O N E

B r a y - C u r t i s   P C o A

Infected 

Uninfected 

Infected                                                    Uninfected  Infected                                                    Uninfected  Infected                                                    Uninfected 

A.  C.  E. 

B.  D.  F. 


image2.emf



0.0



0.2



0.4



0.6



-0.2 0.0 0.2 0.4
PC1 (17.360%)



PC
2 



(4
.3



09
%



)
Bray-Curtis PCoA



-0.2



-0.1



0.0



0.1



0.2



-0.2 0.0 0.2 0.4 0.6
PC1 (18.490%)



PC
2 



(7
.1



92
%



)



Unweighted UniFrac PCoA



-0.3



-0.2



-0.1



0.0



0.1



0.2



0.3



-0.2 0.0 0.2 0.4
PC1 (18.500%)



PC
2 



(1
5.



92
0%



)



Weighted UniFrac PCoA



C. B. A. 



0.0



0.2



0.4



0.6



-0.4 -0.2 0.0 0.2
PC1 (16.740%)



PC
2 



(4
.7



14
%



)



Mites_THIS_Sample
FEW



NONE



Bray-Curtis PCoA



Infected 



Uninfected 










0.0

0.2

0.4

0.6

-0.2 0.0 0.2 0.4

PC1 (17.360%)

P

C

2

 

(

4

.

3

0

9

%

)

Bray-Curtis PCoA

-0.2

-0.1

0.0

0.1

0.2

-0.2 0.0 0.2 0.4 0.6

PC1 (18.490%)

P

C

2

 

(

7

.

1

9

2

%

)

Unweighted UniFrac PCoA

-0.3

-0.2

-0.1

0.0

0.1

0.2

0.3

-0.2 0.0 0.2 0.4

PC1 (18.500%)

P

C

2

 

(

1

5

.

9

2

0

%

)

Weighted UniFrac PCoA

C.  B.  A. 

0 . 0

0 . 2

0 . 4 0 . 6

- 0 . 4 - 0 . 2 0 . 0 0 . 2

P C 1   ( 1 6 . 7 4 0 % )

P

C

2

 

(

4

.

7

1 4 % ) Mites_ T H I S _ S a m p l e

FE W

N O N E

B r a y - C u r t i s   P C o A

Infected 

Uninfected 


image3.emf



0%



25%



50%



75%



100%



Infected Uninfected



Class



Acidobacteria-6



Actinobacteria



Alphaproteobacteria



Bacilli



Bacteroidia



Betaproteobacteria



Cytophagia



Clostridia



Deltaproteobacteria



Gammaproteobacteria



Phycisphaerae



Planctomycetia



Thermoleophilia



[Chloracidobacteria]



[Spartobacteria]



Other



Dominant Class by Mite Infection Status











image4.emf



0.00



0.25



0.50



0.75



1.00



S. pseudintermedius Enterococcus sp.



Pr
op



or
tio



n f922bb836523db0b8e265a464de54690



6c990a0114d9cd0fb21a14cf77f40313



a5
c1



f3
a0



4e
7f
24



22
bb



06
34



a4
7e



ee
6d



92



13185d37532b8c2a59a82f3e439ac8bb



1be9b57db6daa4c01acea6da53e1d733



55
9f



3e
11



f6
a3



15
68



7a
5a



0c
d4



d7
c9



55
79



29
cc



35
c4



95
65



7f3
d0



d0
29



60
de



b5
1a



60
d



4b
54



ca
72



38
f2



6d
9f



9d
98



dc
05



9b
bf



4a
e1



0c98925113ff8c4ae7e7d01598309b55



1e
22



7a
72



69
66



f6
83



cb
f0
19



13
7d



05
f7
c7



ba
d0



c8
51



08
8d



43
64



14
a7



f0
1b



1a
ae



88
ef



8239d93671b965a94cda1342ea0cd476



7c94e45a8ec3bc86748be7c67aaed428



020fa0db00ae13bedc5ae3ed7a8b2419



2e
38



2f
d2



4d
d4



ad
2a



98
48



a8
b1



f2
e5



23
44



c7
a3



c7
5d



90
68



8e
68



20
0e



66
3a



0c
81



dd
b6



92e162db2b39cff44b60a6d7ee7c0ffb9e
e6



d9
c9



43
bb



6b
a5



ad
6d



8b
ee



df
76



51
04



a72e1b056594211af48148f8aa0ff99f



37ab7
51b42



b76dc
700fcf



df0301
a95dc



159bbb96f5b83fbcb6cc9fa56a796162



a3f87999d8bf02ef8bd7be19ddb2a981



52e3cb0935a827c84c1e61f13bbf45d5



1ca5f1274df90cb74fc4539e3d67b31e



e5
63



d7
aa



0b
67



05
3b



57
db



b9
f7



25
85



3d
11



a5
5c7



6a
00



f38
acb



39
1d



3e
c56



b1
34



a7
c4



08
17



ad
8f



25
1f



43
a2



2e
46



b0
12



75
14



29
37



58
36



21
35



3e
84



20
d7



b0
56



4e
66



b0
7c



c5
5d



4e
36



34
ac



52
ee



8a
8d



08
b5



5e
aa



91
a0



3b
78



d146aadb8434a9115d505e0465f4af44



713342fc3369c34e7cd53ba874ead122



16621020738ee3fd38850551a4687b92



c0aeae63990cc8b241e04a2d6fb7c309



b58d07a5352c106fd135329e828e323a



3a
a7



c8
c7



c3
6d



b3
c6



8b
0e



db
65



0d
e4



a4
de



80
d0



6c
75



67
f7



25
2c



47
54



c7
f5



04
15



ef
7d



414
3ea



ecd
281



f3a
e5e



2af
3ed



07b
897



c4



59
ab



32
3d



e3
5f
ef
19



cd
c6



d5
40



30
be



10
a4



09
98



97
7c



71
ba



18
73



b4
8e



e9
30



33
d1



b9
fd



125358a86cc2e5136055d5376d193488



04da0d2fd2368f59d9218dac0252c766



fd
5c



73
2c



79
ff6



12
62



c7
55



5e
e3



ba
71



9d
3



4807e7d5ba96669a68d4c064e32816cc



55dab6ce7899d8b5bf9267512570e20f



23b77b31c18d5b6109c8c4524ba0d27f



2c16719bad3338c0918759a55abe7fc7



22
5c



21
4b



e4
48



51
57



8e
e9



fb
e5



f4
7a



2c
6f



3f31d0
16886d



861f92
5b4ba42



cb9dbf
c37010



11501
3756f



d66ba
569bf



c22b2
2e



7aece21319ebbac695c2db50bf75cda9



a1
31



c6
a6



ab
f1
dd



2a
59



ed
57



34
b1



f6
19



40



0a4
b20



559
17b



178
736



510
e8b



9f61
a45



4



dc99002d9acc20a7da241f8b076728e7



17f016e3298748a0eb03b67eb9267a19



3b20ca5ec488029489427f0d79d410a6



43831da3c591ad0b4daf8f6292b34e3b



97
e9



28
ba



72
e0



de
0b



60
34



6d
d7



06
41



0e
9f



61a045faf09495a94e0b0746c5953e76



6b78
0e36



1cfc5
f06d



ef71
8518



324b
dcb



2e
fa



d1
e7



f9
91



09
f4



ce
3f



9b
71



25
54



72
6e



fb9072680978642161ce9e856ce10dac



b526eae2d8a908efa6ac93bdf7c71ee9



15
72



2f
b3



ae
28



46
2c



2d
30



66
53



bc
f9
b6



71



f79c6e9ebc80e5800a9cebbfe4f0dbb9



2bf1953fe24053ccb8d7e2e15bd50fa8



d26
3ee



b58
e8b



cc3
082



564
76e



228
e53



9e



e7
1b



0b
2a



04
14



94
06



3b
82



ec
0b



04
84



7a
d4



f8
d3



61
80



4e
e5



51
d0



a4
43



20
4b



ee
e8



ec
e3



5c78314ff92e6fec9aa07acc1fa0dc24



595e6620db2b74a92c3098a3fd81fa9f



83
58



c1
0c



13
ea



dd
b5



97
60



41
b3



e9
a8



27
cb



6384d20215c73aeb5084db5fd3e67066



4c8ff0ea98d2c0ebb486e33bd96c61f9



c7
c4



4c
43



c4
06



a1
53



5a
49



b4
e9



84
d8



3f
f4



e201a44a3d169b8842da9f2040556a85



1d
fa
d3



e8
70



26
be



c2
5a



d2
1b



02
37



0b
a6



ff



693
44c



6bc
fbb



6a0
35e



c88
1b6



f9d
41f



72



84
c6



14
2f9



09
12



7b
f67



91
b6



a9
bb



bfc
66



7



caee5146b2444b3aae59711847e9f44a



2e
98



4b
e1



04
1e



e4
37



70
30



fa
88



66
be



ff1
d



833dfe956dff1abbb2d410875b168bfb



cb328b
6a2318



e9eb37
3de13a1



650154
2



d173e3eb5ae43069f02e699f35d72238



a05cb38570c22919ba2c2775e403a1f4



ae8b35621177d18783a4cff7c43a9d08



05d51ee61c0ff8d46d14f5a0a243c332



b7ee6ecad7ea10cd526f9f9d29c359f4



d9
0e



99
df
f8
2c



6a
4d



93
21



eb
51



0b
c0



5a
cf



7042264aa1aba88e69ea63406e104976



c71aacb72dea1b3f6478fcbb3608d84d



d9
d0



e2
a1



95
a9



87
6f9



92
44



f8b
62



bb
9c



31



8c68d6d9daf29663a22e3c86179ab9a0



9b
09



99
a9



dc
f2



d6
4a



d2
d3



0d
2d



a5
03



c5
20



95
1a



e2
93



6d
88



4a
5c



40
32



38
da



c0
64



c4
f3



ab
e9



f35
7d



1e
09



4fd
53



28
97



78
a8



cf8
a8



e



47
93



5d
cd



41
fc
65



70
84



7e
68



ea
64



23
cc



43



8faeafe620778d9444ab9b46b028d32f



6b
81



4b
b3



21
ae



ca5
e0



4a
ca9



26
611



7d
68



7



0892701bf935e3e58c6e99d2d78769cc



a067c029be90e4bd59bb1f1f43549d58



c7d8b3cf070c375c7d87c4d183312885



1e
ba



19
55



52
a0



bb
9b



c3
f2



54
2e



21
4d



7f
00



d4
3f
fd
ef
0c



97
53



d5
a1



b3
aa



9c
a9



ed
fc
f3



f5
a5



14
4b



7c
df
ae



b8
6f
9d



51
28



d9
12



8d
3c



b970186ee753457aa1acd161ad713444



338307209854f91b45fb13daba661d1d



6466aa53adc18d74c66bfebb47d6c1fb



dc
19



6c
84



b2
3fd



8e
c0



12
8d



f96
f05



00
fd5



dbd8722391272822f5c31369647a2133



78
f1
d5



54
1d



75
93



f5
00



07
dc



44
14



c0
21



2c



96
5e



26
95



c9
42



76
4b



c0
2c



1a
72



b1
b6



d4
b9



d5
e4



2f
c9



8d
1c



e6
a8



9d
0d



a4
ed



c0
cb



58
22



c2f902b9193bd1b2206c92e65d3af2f9



cd
91



23
ba



d9
51



fa
74



60
5f



f4
dc



0b
40



d6
37



e0549d52e6e8e2d6d7466a515b85492d



44
24



2d
6f



21
8e



45
80



64
0b



e5
0b



da
e5



1a
fd



21c4
7ce7



835c
803a



ede7
8d5b



f66c8
791



5e
1e



de
b7



fe
85



91
4a



0f
ca



00
dd



69
0a



00
1b



7ef0e8aa771dafea20b908fb40d0a7cb



014088c3a5ccac61b5445988bb99da32



13e52764e1c08c4fd9902769bf9e022e



fa
32



22
72



1a
01



7f
d3



a0
43



6d
88



42
8c



4d
f6



ff6
0b



6a
7a



8a
f32



78
22



db
86



3a
cb



6b
f3f



0



63d7b263407ce253da08c4f5cd02ff59



a7
9a



5a
da



05
36



c9
d0



2b
2a



0d
cd



3e
13



ed
82



f98
41b



bca
3f0



f09
586



af0
4f9



c74
bf5



5c



83b3670a1ff51086a9f2c1350d1a3501



5a
e9



84
a7



76
28



c6
89



3c
56



47
37



78
f39



bd
7



fe
96



e2
15



45
65



3a
cb



89
6d



a3
e5



9c
6b



bf
1c



eb175b48283334e153cd542b1756a647



3f4a5faa51f08b7572b92aade3039910



79f28b16a934a30c4120871de315493a



124c02029ec58622e8685208974c74c1



cdb9c0ee3bba4c3d8b9292eb575bd9e3



dc055d6de2324c2ebd2dbee81ba4908c



b043c08efe40191c341e5b113bdc07a2



83b0bde4963afa2035706cc3fac899e7



07
b0



ae
80



6a
5b



87
4c



c2
32



83
9d



ef
75



5b
ef



8c69796bc39ec0bbabfdc4653fd76c75



0a11ffbf1f1d4118c4009350f5eb1508



8d35b756634b4588349a78a0866b8b94



1a0b1855c9f3ea22a57f898b23e3de48



332de6875f5d2db03222f2939d492144



226097bd7a1661a286a3b62d1c1f0e3a



5a90106a71eb6b7dd8fae5fb1b8967c8



f39e042703fd0cfc2ba89096deb2bed4



100
6d4



2c9
984



f24
2af



419
f88



f8f3
0b6



1



f3b178d47f09d2c2fc4e2d211747bfe8



ca
c6



19
39



aa
fd



b3
ed



a6
3f



db
0f



c9
64



3c
c2



15be4aab6b7872a20843c0e5dc8975c0



0f2cf08c5876e8e5d5e16008536d84ce



ad
30



13
a3



eb
ea



46
bc



6d
75



9a
70



2f
c3



fd
f8



d0e376dd304c0eb829f983f7e8196122



ce29fe
8dd67



3e9aa
fdc4a2



a6887
a6ed5



b73ef70e6d0d47b2c929e2f243c1f7fa



844997
5c01ab



782998
683df877



93e024



d9278b3d2bc5e7c8b722025d5a5b979b



4772
1d1f



56a0
b926



5e96
4921



aa22
48fb4fc7



b0d
fe03



ce3
a69



9f37
b4e



923
69d



e4



93
d0



e5
72



f0
c8



ee
21



6f
6d



68
1c



4c
4e



ce
8f



24
49



12
00



ad
10



c2
96



94
de



4b
94



3d
feb



19
8



6a3d
a1d1



f915
7051



2642
9e9a



beb4
9e4b



ed93c7b4d801fcb9f9f0c4c32624fa8f



99f50e44e6857ce8018f1554a3dca09e



25abb594a07f82258b5cc3fc94ffefd2



160
608



816
cda



480
ade



18f3
eae



86d
7b1



8



f71a80f8760f124f22a1926127012d51



ebf7dc25ef54e67b73d2c9a53244a838



9d
15



57
f3



7f
f6



db
7c



60
33



59
a5



75
a0



2e
f5



eae0738ba858df2d22433de0913bc58c



eaea793e44faf576c2dc9baa689fe9bd



61ea
4ed9



86f2a
942b



fd84c
ecb0



aa25
67



3e2dfbd3ef443ee270899d5bfda51b2b



90d5492eb75a26cfe6e71eb7fcaba486



3f0449c545626dd14b585e9c7b2d16f4



db743
d5a5a



85739
11d46



ead69
cd1f6



b9



5a
ba



7e
cc



5b
c5



34
3d



4d
1a



f7
2a



d9
1f



f8
08



ab3
c750



378
bf27



41fe
965



334
f43c



aa9
a



e81
a04



a50
f34



141
5b6



b8d
bb1



f94
c55



9c



384af21
4d1b873



7db3c63
3689a03efe3



53cddc49fabbdf696366a78df2558656



5e
55



10
74



95
02



40
15



2a
f44



9f5
11



e0
96



f6



29
a5



f57
31



ff6
b9



fe5
9d



16
ce



6f4
f2a



3a
b



ebdb4d0c5378e1941e072a1cb9c5e56c



4aab4c97760b96e285fdc5c73ea83568



4fe87e35cf7ae713757eba128fee8fb9



40
80



2d
02



13
ef



89
3e



12
f7



9d
66



58
23



d8
bd



1af
316



8a0
87f



c8e
316



fe5
449



83f
326



3d



abb
091



cffa
370



342
a5d



c30
525



095
e58



7



b6040847db5745437a45be6403a172d0



25
c8



11
62



77
49



2f
55



72
d3



1f
1d



ea
67



a3
89



ec138f7fc40d5c24b31215e132ca82f0



ec2652cf73e77216fa337049ccc80265



7fd
ad



af9
2e



72
82



22
6b



a7
ab



d8
61



32
73



7b



fac55ceb381d479d67121517c09882ee



c0e3856ccafdee82f63a8cd108a750e4



946192f73d52540e60a9c8015dc0ab6c



8adb5559e135233565acfea1287280bf



64938dc82f7b55110918b35b4cf2a97e



e7e
19b



672
a06



1e1
194



37a
7cf8



15d
b96



4



77a026ed306b1397c4ba602fd7c9649a



4a
8c



bd
42



89
45



83
40



c4
78



f5d
32



3fe
15



5c



ef
36



61
29



b5
0b



5e
a4



24
db



24
e7



08
a7



5b
a3



5bde28b8aae3ceb46a43126afa4915c0



fad79
5973



3a20
0344



fe5a2
a9f62



52f81



62
86



18
50



d5
f8



b3
2f



58
8d



da
61



ac
1b



4a
12



bfc578adbbe09bb3dff37bd0dd9a69cf



e6eb2c01fec0adf8b9203a8c31482199



44032c281fd07bb43e90cb6ca1cfad2e



f9
0f



7e
ae



39
f7



67
7d



97
1b



3e
3b



f0
7c



d9
3c



fb7
f79



0b2
57d



0a9
e8a



6ff3
f62



223
560



c



Tree scale: 1



y02 



         S. pseudintermedius                                       Enterococcus spp. 



balance y02 



S. pseudintermedius 



Infected 



Uninfected 



0.0



0.2



0.4



0.6



-0.4 -0.2 0.0 0.2
PC1 (16.740%)



PC
2 



(4
.7



14
%



)



Mites_THIS_Sample
FEW



NONE



Bray-Curtis PCoA



A. B. 












R R T o

e e e S
SR

0 A ity i ool e s el i Kl
AR STy N

2t ety s e o s
o e T o o e e e AP o

et FERMENDY o wee gt e g e A B =
e i e

e oot it st s cml s it
e e
e L e

P S s e
iy

ANCOM s e e st it s
oS e e verdwep
e e i St ot s 00
e

Wy sy 0L e on s s sl
s A+ G S O £
e et s e T el it ot 1%
o e e et i (. o T
S e s el e i s i s 100



