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Deproteinized genomic DNA extraction
from 4 Monocot Species

DNase-I seq

Bias is calculated for each Species by dividing
frequency of cuts for each 6-mer by 

background frequency

FootPrintMixture.R incorporates bias file 
to correct DGFs for DNase-I cutting bias

DGF with Footprint Likelihood Ratios (FLR) <0 
are filtered out
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