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Supplemental Figure S1: Sequenced Drosophila species encode canonical Arps 
and lineage-specific Arps.
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Supplemental Figure S8: The ATP-binding motifs are conserved in the D. pseudoobscura 
Arp duplicates
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Supplemental Figure S9: Arp2D/3 exhibits a stable complex similar to Arp2/3 
despite fixed residue changes

A B Arp2 residue Arp2D residue
E51 Q53
S67 L64
Y22 L22

A364 S361
R354 T351
S164 A161
T290 V287
L270 F268
M234 Q231

Arp2 (canonical)
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Supplemental Figure S10: Full-length Arp2D-sfGFP protein is expressed in the testis. 
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Supplemental Figure S11: D. pseudoobscura w- mature sperm exhibit 
autofluorescence but none in meiotic and post-meiotic cysts



Supplemental Figure S12: Arp2D localizes only to motile fan-like actin cones 

sfGFP DapiActin Merge

D
ev

el
op

in
g 

ac
tin

 c
on

e
Fa

n-
lik

e,
 m

ot
ile

 a
ct

in
 c

on
e


