
 

 

Supplementary Table 1   Identification of the proteins that formforming a complex with Sm 

proteins in the cytoplasm determined by IP-LC-MS / MS. 

 

The results in the list of protein families were obtained on the basis of a comparison of the masses of obtained peptides 

and their fragments with those of the TAIR10 database, using the MASCOT program in combination with the MScan 

software (http://proteom.ibb.waw.pl/mscan /index.html). 118 proteins were identified in the interaktome studied, of 

which 5 represented canonical Sm proteins (SmD1a, SmD1b, SmD3, SmD3b, SmB). Interestingly, there was a trend 

similar to the results obtained for mRNA identified by RIP-seq. A significant part of the cytoplasmic Sm interaction 

was the ribosome-related / translational proteins (eIF2 / IF5 translation initiators, RL10e ribosome structural proteins, 

RS1, RS3, OVA2 tNA RNase synthase), mitochondria (SHM1 and SHM2 methyltransferases, IDH isocitrate 

dehydrogenase, ABC ATM1 transporters) ) and plastids / photosynthesis (RuBisCO RCA asset, TKL1 transketolase). 

In addition, 2 families of mRNA binding proteins: Alba and ECT were identified. 

http://proteom.ibb.waw.pl/mscan%20/index.html


 

 

Supplementary Table 2 The cytoplasmic Sm proteins interactome. 

The results in the list of protein families.  

 

 

 


