Figure S1

B Hnrnph1 C Hnrnph2

w

N
@

N
N

2A(-AACT)
a

2A(-AACT)
o

o
2]
e
]

o
o

WT H1+/- H1-/- wT H1+/- H1-I- wr H1+- H1-
D ~E12 whole brain homogenate E
1 ] 1 1 3'5-
E £ ¥ g ¥ I g I i g I oZ
£ ©r r 2 I I 2 I T = I I 3.0 4
£25 -
. -- hnRNP H-C §
T - (50 kDa)  ©2.0
e
1.5
%10
-actin R
pr— p z
W —— - (42kDa) 5 ]
4
0.0 -
WT H1+4/- H1-/-
3.5 1
3.0 A
~E12 whole brain homogenate
. . . . £2.5
< ?_ i = ?— i = ?— i = E :: $
£ ©r r 2 ©r r 2 T T =2 T T 22.0 4
3
- hnRNP H-N 1.5 1
AP www | ]
g
B-actin <£0.5 4
D W - - - ———-— Fi2 1ho) .
0.0 -

WT H1+/- H1-/-



Figure S2
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Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7
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Figure S9
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Figure S10
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Figure S11
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Figure S12
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Figure S14
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