
Figure S2.   Catania et al.

BA

C

0 20 40 60 80
0

80

160

240

[Dnmt5(1-150)] µM

N
or

m
al

iz
ed

 F
P Wild-type (Kd=1.3±0.1 µM)

W87A, Y90A

wild-type

clr4∆

ra
tio

 o
ve

r W
C

E

FLAG-Dnmt5 ChIP

untag

1 10 100 1000
0.7

0.8

0.9

1.0

[Unlabeled competitor peptide] (µM)

N
or

m
al

iz
ed

  F
P

H3K9me0
H3K9me1 (Kd=20±6 µM)
H3K9me2 (Kd=21±7 µM)
H3K9me3 (Kd=11±3 µM)

CD
HP1 

CS

185-

115-

80-

65-

50-

30-

25-

6x
His-

Swi6

Coomassie

kDa

100 200 300 400 500 600 700 Kb

20

0

20

0

20

0

CHR13

2xFLAG-Dmt5
Swi6-3xHA

+
- +

- +
+

FLAG

HA

INPUT

FLAG-IP
FLAG

HA

D

CNAG_00998 118 42.10%
CNAG_03458 56 56.10% Swi6
CNAG_01292 39 30.50% Mit1
CNAG_01306 32 21.70% Mit2
CNAG_01563 29 18.30% Clr3
CNAG_02922 18 18.10% Clr2
CNAG_07807 13 36.90% H4
CNAG_01648 13 36.90% H4
CNAG_07564 11 12.80%
CNAG_06746 10 37.40% H2B
CNAG_01406 9 40.20%
CNAG_04828 7 27.50% H3.3
CNAG_06745 7 27.50% H3
CNAG_06747 7 18.30% H2A
CNAG_00063 4 11.30% Cse4
CNAG_05221 3 15.90% H2Az
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